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<400> 4730 


















Met 


Lys 


Lys 


Ala 


Glu 


Met Gly Arg 


Phe Ser He Ser 


Pro Asp Glu Asp 


1 




5 




10 










Ser 


Ser 


Ser 


Tyr 


Ser 


Ser Asn Ser 


Asp Phe Asn Tyr 




Tyr 


Pro 


Thr 








20 






25 




30 






Lys 


Gin 


Ala 


Ala 


Leu 


Lys Ser His 


Tyr Ala Asp Val 


Asd 


Pro 


Glu 


Asn 




35 






40 




45 






Thr 


Gin 


Asn 


Phe 


Leu 


Leu 


Glu Ser Asn Leu Gly Lys Lys 


Lys 


Tyr 


Glu 




50 








55 


60 










Glu 


Phe 


His 


Pro Gly 


Thr Thr Ser 


Phe Gly Met Ser 


Val 


Phe 


Asn 


Leu 


65 










70 


75 








80 


Ser 


Asn 


Ala 


He 


Val 


Gly Ser Gly 


He Leu Gly Leu 


Ser 


Tyr 


Ala 


Met 










85 




90 






95 




Ala 


Asn 


Thr 


Gly 


He 


Ala Leu Phe 


He He Leu Leu 


Thr 


Phe 


Val 


Ser 








100 






105 




110 






lie 


Phe 


Ser 


Leu Tyr 


Ser Val His 


Leu Leu Leu Lys 


Thr 


Ala 


Asn 


Glu 






115 






120 




125 








Gly Gly 


Ser 


Leu 


Leu 


Tyr Glu Gin Leu Gly Tyr Lys 


Ala 


Ser Gly Leu 




130 








135 


140 










Val 


Gly 


Lys 


Leu 

















145 

<210> 4731 

<211> 2417 

<212> DNA 

<213> Homo sapiens 

<400> 4731 

tttttttttt tttttcagac aaggtaccat tttattcctt ataaaatata tttcatattg 
60 

ttgctgtaaa aacattacat ttcacatttt taaaaaattt tttaacagta aaaataatac 
120 

ttggaagaca gctgaggaaa aaggcgccaa taagacaaac tcacagatgg gatttatctc 
180 

cctcttgctt tttttttttt tttttgcccc tggtaaaagt cagaacctgg gatgaccaga 
240 

aagtaacagg acagatttct cccagcaaat cagtctccac aaccaaatga atattgttct 
300 

ccaaggagtc aagctataga ctcacaatga caacgtggcc atggctcaaa acactctctg 
360 

aaattacaaa attgctttct gagccaattt aaaagtcaca tgattgaatc caagctattt 
420 

tactttaaat ggtccttttg ctttgcacct gagacctcgc ttggccacag acgtcattcg 
480 

ctggactccc tgggcactaa atgagtgtct agcatcctta aggctgctca acacacagcc 
540 

ccagactctg aatatgattc caagaaatat tctgaaaaaa gtcacatcgc tggaataaac 
600 

agtttcccaa gataactgct ttgaaaacca gtcccgttag tttctaaaag cccacctacg 
660 

gcaccttcct tccatcagag tctgctgccc gggtgggctg ggaaggaggg agatacaaag 
720 

aagaaagtag gcatgatcac tgggtcggtt cccaagccac cctcaccctc caagaaggca 
780 
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tgaatggaac aaccccgaga acagagcacg tgtgaagaac caacacgaca ggcacgggat 

840 

ggcagcactg gtggaaggga ggcaaggagg ccgccagtgc caaggaggag agggggcaca 
900 

agcgcaggca gggaaggtgg caccaaaacc tagtaagaac aaagcaaaac caccgtggtt 
960 

tccacactgc tctctccctt tattcctctc tttcctgccc tgtataccaa cggcataaga 
1020 

agcctgcaca aagagaaaaa tccgtatatc cagttatatc tacacggtcc aaactggggg 
1080 

cggggggaat tcaaacagct ttctaaagac gagacggcag tgaaaactct gagggagagg 
1140 

ggaaggggag gccctcctga gcgaagttcc catgtgtcaa gaacgtgccc tcccctcccc 
1200 

atgaggacct gaagctgggg gttgtcttgg gaagtgaggg gggttgggaa acaccatcag 
1260 

cagctgccag ctcttaattc tcaaggagat cgaagggaca ggaaggagag ccctgcgcca 
1320 

cctcaggcta gcctggcttt gagctttacc aagagacaga attccacata catttttttt 
1380 

tttttactaa gttataaaaa aaaaaacccc atcaccaaag acacctgtgc acaagtgtct 
1440 

gtcccttctg tcaccaacct agggcactac acccttccca acatcatgac cctactgcca 
1500 

ggtctacaga ttttgtaaca ctcaaagtgt cctgcattaa aaagcacgtg tctatttcct 
1560 

acgtgaaggg gccaagggag ccctggtggc ccaaatatct tcacccagga ctgggagggc 
1620 

ggcctcgatg acaaccaagg ggtggatgct gacactccat cccaggacag gtggctgggt 
1680 

aggattccct gagcccctga cagctgggac atagggccag gacttgtacc cgaggcagct 
1740 

gggcagtggg cagtcacatt ccagtaggcc ctgaggaatc cccaaataag tcacgctggg 
1800 

aggaaagtga gacaccaaaa cagaaacatg ccctgccatc cgggcgtggc tcactctgtc 
1860 

ttcgcgcagg gctggttggc atggtgctac actcccgaga cctccctcct tctccccaag 
1920 

aacagctctg cttatcgaca tgcacgcagc ccaggctccc ctagatccct ggaggctcca 
1980 

gaaacaccaa gggccaaaac gccagcagcc actaacccaa acccacgtct tcctcctgtc 
2040 

atttcctcat cctgacgctc acgggtgcaa ggactctcct tggccttcct catcctgctt 
2100 

tcaggcagca aacagaaatg gggaaatccc tggtggggcc aggagacaga aaggaacctc 
2160 

cagaacctcc ctgggtctct cccggccacc caaataaaag aaaactttaa tcagtaaagg 
2220 

cttctgaata catcgtaaaa gaaaacaaag catttctgag gcgtcctttc aataaccgga 
2280 

ggaaggcggc gtcaggaggg tgcttcctcg ggtcagagca gagagtttcc agacgctcaa 
2340 

accctccagg agttcctcga ggaaagagga gagaatgatc aaggtagtgt ttaactgcca 
2400 
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cattccaaaa agtgaat 
2417 



<210> 4732 
<211> 129 
<212> PRT 

<213> Homo sapiens 



<400> 4732 
Met Ser He Ser 
1 

Ser Val Ala Pro 

20 

Ala Arg Met Ala 
35 

Ser Val Thr Tyr 
50 

Pro Leu Pro Ser 
65 

Val Arg Gly Ser 

Val Ser He His 

100 

Gly Glu Asp He 
115 

Lys 



Arg Ala Val Leu 
5 

Cys Gin Pro Ala 

Gly His Val Ser 

40 

Leu Gly He Pro 
55 

Cys Leu Gly Tyr 
70 

Gly Asn Pro Thr 
85 

Pro Leu Val Val 

Trp Ala Thr Arg 

120 



Gly Glu Lys Glu 
10 

Leu Arg Glu Asp 
25 

Val Leu Val Ser 

Gin Gly Leu Leu 

60 

Lys Ser Trp Pro 
75 

Gin Pro Pro Val 
90 

He Glu Ala Ala 
105 

Ala Pro Leu Ala 



Gly Gly Leu Gly 
15 

Arg Val Ser His 
30 

His Phe Pro Pro 
45 

Glu Cys Asp Cys 

Tyr Val Pro Ala 

80 

Leu Gly Trp Ser 
95 

Leu Pro Val Leu 
110 

Pro Ser Arg Arg 
125 



<210> 4733 
<211> 543 
<212> DNA 

<213> Homo sapiens 



<400> 4733 



nntccggagc 


tgctggtact 


cccgattgga 


60 






agcggccgcc 


gtgaccctct 


cggggatccc 


120 






tccattccca 


ataacgtgaa 


gctgcagtgt 


180 






gcatgcggtg 


gtgaagatgg 


attactgaaa 


240 






gcaaaattga 


ggggccttgc 


agcccccagt 


300 






catagtggtt 


ctgttcaagt 


tgtaacatgg 


360 






gatgaaaacg 


ggcttatcat 


tgtgtggatg 


420 






atcaacaatc 


gaaataaatc 


agttgttcgc 


480 






atctgcattg 


tatatgaaga 


tggggctgtg 


54 0 






tgg 






543 







gacgtagaac cgttacttgt cgagggcctt 
acgatgttct tctacctgag caagaaaatt 
gtatcctgga acaaggaaca agggttcata 
gttttgaaat tagagacgca gacagatgat 
aacctttcta tgaatcagac tcttgaaggt 
aatgagcagt atcagaagtt gactaccagt 
ttatataaag gctcttggat tgaggagatg 
agtatgagct ggaatgctga cggacagaag 
atagttggtt cagtggatgg caatcgtatt 
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<210> 4734 
<211> 181 
<212> PRT 

<213> Homo sapiens 



<400> 4734 



Xaa Pro Glu Leu 


Leu Val Leu Pro 


lie 


Gly 


Asp Val Glu 


Pro 


Leu Leu 


1 


5 




10 






15 


Val Glu Gly Leu 


Ser Gly Arg Arg Asp 


Pro 


Leu Gly Asp 


Pro 


Thr Met 


20 




25 






30 




Phe Phe Tyr Leu 


Ser Lys Lys lie 


Ser 


He 


Pro Asn Asn 


Val 


Lys Leu 


35 


40 






45 






Gin Cys Val Ser 


Trp Asn Lys Glu 


Gin 


Gly 


Phe He Ala 


Cys 


Gly Gly 


50 


55 






60 






Glu Asp Gly Leu 


Leu Lys Val Leu 


Lys 


Leu 


Glu Thr Gin 


Thr 


Asp Asp 


65 


70 






75 




80 


Ala Lys Leu Arg 


Gly Leu Ala Ala 


Pro 


Ser 


Asn Leu Ser 


Met 


Asn Gin 


85 




90 






95 


Thr Leu Glu Gly 


His Ser Gly Ser 


Val 


Gin 


Val Val Thr 


Trp Asn Glu 


100 




105 






110 




Gin Tyr Gin Lys 


Leu Thr Thr Ser 


Asp 


Glu 


Asn Gly Leu 


He 


He Val 


115 


120 






125 






Trp Met Leu Tyr 


Lys Gly Ser Trp 


lie 


Glu 


Glu Met He 


Asn Asn Arg 


130 


135 






140 






Asn Lys Ser Val 


Val Arg Ser Met 


Ser 


Trp 


Asn Ala Asp Gly Gin Lys 


145 


150 






155 




160 


lie Cys lie Val 


Tyr Glu Asp Gly Ala 


Val 


He Val Gly Ser 


Val Asp 


165 




170 






175 



Gly Asn Arg lie Trp 

180 



<210> 4735 
<211> 300 
<212> DNA 

<213> Homo sapiens 
<400> 4735 

ntggtcttct cagtacagca tggtggctgg ggcaggccga gagaatggca tggagacgcc 
60 

gatgcacgag aacccggagt gggagaaggc ccgtcaggcc ctggccagca tcagcaagtc 
120 

aggagctgcc ggcggctctg ccaagtccag cagcaatggg cctgtggcca gtgcacagta 
180 

cgtgtcccag gcaaaagcct cagctttgca gcagcagcag tactaccagt ggtaccagca 
240 

ggacaactat gcctacccct acagctacta ctatcccatg cccccaggcc ccggcatgga 
300 

<210> 4736 
<211> 93 
<212> PRT 

<213> Homo sapiens 
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<400> 4736 
Met Val Ala Gly 
1 

Glu Asn Pro Glu 

* 20 
Lys Ser Gly Ala 
35 

Val Ala Ser Ala 
50 

Gin Gin Gin Tyr 
65 

Tyr Ser Tyr Tyr 



Ala Gly Arg Glu 
5 

Trp Glu Lys Ala 

Ala Gly Gly Ser 

40 

Gin Tyr Val Ser 
55 

Tyr Gin Trp Tyr 
70 

Tyr Pro Met Pro 



Asn Gly Met Glu 
10 

Arg Gin Ala Leu 
25 

Ala Lys Ser Ser 

Gin Ala Lys Ala 

60 

Gin Gin Asp Asn 
75 

Pro Gly Pro Gly 
90 



Thr Pro Met His 
15 

Ala Ser He Ser 
30 

Ser Asn Gly Pro 
45 

Ser Ala Leu Gin 

Tyr Ala Tyr Pro 

80 

Met 



<210> 4737 
<211> 2602 
<212> DNA 

<213> Homo sapiens 
<400> 4737 

cctagggggc tctcgcggtt ggggaacata gatggctgaa gacagaatct agagccttca 

aataatgtgg agatgtttcc accttcaggt tccactgggc tgattccccc ctcccacttt 
120 

caagctcggc ccctttcaac tctgccaaga atggctccca cctggctctc agacattccc 

180 ,. 
ctggcccaac ccccaggcca tcaagatgtc tcagagaggc ggctagacac ccagagacct 

240 

caagtgacca tgtgggaacg ggatgtttcc agtgacaggc aggagccagg gcggagaggc 

aggtcctggg ggctggaggg gtcacaggcc ctgagccagc aggctgaggt gatcgttcgg 
360 

cagctgcaag agctgcggcg gctggaggag gaggtccggc tcctgcggga gacctcgctg 
420 

cagcagaaga tgaggctaga ggcccaggcc atggagctag aggctctggc acgggcggag 
480 

aaggccggcc gagctgaggc tgagggcctg cgtgctgctt tggctggggc tgaggttgtc 

cggaagaact tggaagaggg gaggcagcgg gagctggaag aggttcagag gctgcaccaa 
600 

gagcagctgt C ctctttgac acaggctcac gaggaggctc tttccagttt gaccagcaag 

gctgagggct tggagaagtc tctgagtagt ctggaaacca gaagagcagg ggaagccaag 
720 

gagctggccg aggctcagag ggaggccgag ctgcttcgga agcagctgag caagacccag 
780 

gaagacttgg aggctcaggt gaccctggtt gagaatctaa gaaaatatgt tggggaacaa 

gtcccttctg aggtccacag ccagacatgg gaactggagc gacagaagct tctggaaacc 
900 

atgcagctct tgcaggagga ccgggacagc ctgcatgcca ccgcggagct gctgcaggtg 
960 

cgggtgcaga gcctcacaca catcctcgcc ctgcaggagg aggagctgac caggaaggtt 
1020 
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caaccttcag attccctgga gcctgagttt 
1080 

tggcgggaga aggtgtttgc cctcatggtg 
1140 

gactctgtta agcagctgaa gggacaggtg 
1200 

agccaggagc aggccatcct gcagcgatcc 
1260 

gagcgtatgg gtgccaaggg cctgcagttg 
1320 

tggtggcagc agcagacagc ctcagccgag 
1380 

agcagctctc agatctggct cgagaccacc 
1440 

cttcccagcc tcaacaaccg actcagctat 
1500 

ctgattgctc gaaagcttgc ccttgctcag 
1560 

ccggtcacag atgtgagcct tgagttgcag 
1620 

gcagaactgc agctgagtgc ccgcctcatc 
1680 

ggggaggcag agcggcagca gctgagcaag 
1740 

cagacccagg agtccctggc tagcttgggg 
1800 

caggagagca cagaggaggc tgccagtctg 
1860 

tacgggcaag ccctgcaaga aaaggtggct 
1920 

tcagacacag agaggaggct gaacgaggct 
1980 

ttgcgccaga ttcagcgcag agccgcccag 
2040 

ctgcaggagg aggcccggaa ggaggagggg 
2100 

gagagggata agaacctcat gctggccacc 
2160 

aagcagcagc gactgttgac agttcttcct 
2220 

tccagcccca ggcctccaga gtgttcagca 
2280 

agggagtcca taaaagggtc cctctctgtc 
2340 

gccatttcca aagaggaagc tgtttgtcaa 
2400 

aatccccaga tgagcagcta agcagctgac 
2460 

gaggatcctg gagaagtggg tggggacaga 
2520 

ggggatacca gctgagtctg aattctgctc 
2580 

aaaaaaaaaa aaaaaaaaaa aa 
2602 



accaggaagt gccagtccct gctgaaccgc 
cagctaaagg cccaggagct ggaacacagt 
gcctcactcc aggaaaaagt gacatcccag 
ctgcaggaca aagccgcaga ggtggaggtg 
gagctgagcc gtgctcagga ggccaggcgt 
gagcagctga ggcttgtggt caatgctgtc 
atggctaagg tggaaggggc tgccgcccag 
gctgtccgca aggtccacac cattcggggc 
ctgcgccagg agagctgtcc cctaccacca 
cagttgcggg aagaacggaa ccgcctggat 
cagcaggagg tgggccgggc tcgggagcaa 
gtggcccagc agctggagca ggagctgcag 
ctgcagctgg aggtagcacg ccagggccag 
cggcaggagc tgacccagca gcaggaactc 
gaagtggaaa ctcggctgcg ggagcaactc 
cggagggagc atgccaaggc cgtggtctcc 
gaaaaggagc ggagccagga actcaggcgt 
cagcgactgg cccggcgctt gcaggagcta 
ttgcagcagg aaggtctcct ctcccgttac 
tccctactgg ataagaagaa atctgtggtg 
tctgcacctg tagcagcagc agtgcccacc 
ctgctcgatg acctgcagga cctgagtgaa 
ggagacaacc ttgacagatg ctccagctcc 
agttggaggg aaagccagcc tgggggctgg 
ccagcccttc cccatcctgg ggttgccctg 
taaataaaga cgactacaga aggaaaaaaa 
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<210> 4738 

<211> 756 

<212> PRT 

<213> Homo sapiens 



<400> 4738 

Met Ala Pro Thr Trp Leu Ser Asp He Pro Leu Val Gin Pro Pro Gly 

15 10 15 

His Gin Asp Val Ser Glu Arg Arg Leu Asp Thr Gin Arg Pro Gin Val 

20 25 30 

Thr Met Trp Glu Arg Asp Val Ser Ser Asp Arg Gin Glu Pro Gly Arg 

35 40 45 

Arg Gly Arg Ser Trp Gly Leu Glu Gly Ser Gin Ala Leu Ser Gin Gin 

50 55 60 

Ala Glu Val He Val Arg Gin Leu Gin Glu Leu Arg Arg Leu Glu Glu 
65 70 75 80 

Glu Val Arg Leu Leu Arg Glu Thr Ser Leu Gin Gin Lys Met Arg Leu 

85 90 95 

Glu Ala Gin Ala Met Glu Leu Glu Ala Leu Ala Arg Ala Glu Lys Ala 

100 105 HO 

Gly Arg Ala Glu Ala Glu Gly Leu Arg Ala Ala Leu Ala Gly Ala Glu 

115 120 125 

Val Val Arg Lys Asn Leu Glu Glu Gly Arg Gin Arg Glu Leu Glu Glu 

130 135 140 

Val Gin Arg Leu His Gin Glu Gin Leu Ser Ser Leu Thr Gin Ala His 
145 150 155 160 

Glu Glu Ala Leu Ser Ser Leu Thr Ser Lys Ala Glu Gly Leu Glu Lys 

165 170 175 

Ser Leu Ser Ser Leu Glu Thr Arg Arg Ala Gly Glu Ala Lys Glu Leu 

180 185 190 

Ala Glu Ala Gin Arg Glu Ala Glu Leu Leu Arg Lys Gin Leu Ser Lys 

195 200 205 

Thr Gin Glu Asp Leu Glu Ala Gin Val Thr Leu Val Glu Asn Leu Arg 

210 215 220 

Lys Tyr Val Gly Glu Gin Val Pro Ser Glu Val His Ser Gin Thr Trp 
225 230 235 240 

Glu Leu Glu Arg Gin Lys Leu Leu Glu Thr Met Gin Leu Leu Gin Glu 

245 250 255 

Asp Arg Asp Ser Leu His Ala Thr Ala Glu Leu Leu Gin Val Arg Val 

260 265 270 

Gin Ser Leu Thr His He Leu Ala Leu Gin Glu Glu Glu Leu Thr Arg 

275 280 285 

Lys Val Gin Pro Ser Asp Ser Leu Glu Pro Glu Phe Thr Arg Lys Cys 

290 295 300 

Gin Ser Leu Leu Asn Arg Trp Arg Glu Lys Val Phe Ala Leu Met Val 
305 310 315 320 

Gin Leu Lys Ala Gin Glu Leu Glu His Ser Asp Ser Val Lys Gin Leu 

325 330 335 

Lys Gly Gin Val Ala Ser Leu Gin Glu Lys Val Thr Ser Gin Ser Gin 

340 345 350 

Glu Gin Ala He Leu Gin Arg Ser Leu Gin Asp Lys Ala Ala Glu Val 

355 360 365 

Glu Val Glu Arg Met Gly Ala Lys Gly Leu Gin Leu Glu Leu Ser Arg 
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370 




375 






380 






Ala Gin Glu Ala Arg 


Arg 


Trp Trp 


Gin Gin 


Gin 


Thr Ala Ser 


Ala 


Glu 


385 


390 






395 






400 


Glu Gin Leu Arg Leu 


Val 


val Asn 


Ala Val 


Ser 


Ser Ser Gin 


He 


Trp 


405 






410 






415 




Leu Glu Thr Thr Met 


Ala 


Lys Val Glu Gly Ala 


Ala Ala Gin 


Leu 


Pro 


420 






425 




430 






Ser Leu Asn Asn Arg 


Leu 


Ser Tyr Ala Val Arg 


Lys Val His 


Thr 


He 


435 




440 






445 






Arg Gly Leu lie Ala 


Arg 


Lys Leu 


Ala Leu 


Ala 


Gin Leu Arg 


Gin 


Glu 


450 




455 






460 






Ser Cys Pro Leu Pro 


Pro 


Pro Val 


Thr Asp 


Val 


Ser Leu Glu 


Leu 


Gin 


465 


470 






475 






480 


Gin Leu Arg Glu Glu 


Arg 


Asn Arg 


Leu Asp 


Ala 


Glu Leu Gin 


Leu 


Ser 


485 






490 






495 




Ala Arg Leu lie Gin 


Gin 


Glu Val 


Gly Arg 


Ala 


Arg Glu Gin 


Gly Glu 


500 






505 




510 






Ala Glu Arg Gin Gin 


Leu 


Ser Lys 


Val Ala 


Gin 


Gin Leu Glu 


Gin 


Glu 


515 




520 






525 






Leu Gin Gin Thr Gin 


Glu 


Ser Leu 


Ala Ser 


Leu 


Gly Leu Gin 


Leu 


Glu 


530 




535 






540 






Val Ala Arg Gin Gly Gin 


Gin Glu 


Ser Thr 


Glu 


Glu Ala Ala 


Ser 


Leu 


545 


550 






555 






560 


Arg Gin Glu Leu Thr 


Gin 


Gin Gin 


Glu Leu 


Tyr 


Gly Gin Ala 


Leu 


Gin 


565 






570 






575 




Glu Lys Val Ala Glu 


Val 


Glu Thr 


Arg Leu Arg 


Glu Gin Leu 


Ser 


Asp 


580 






585 




590 






Thr Glu Arg Arg Leu 


Asn 


Glu Ala Arg Arg Glu 


His Ala Lys 


Ala 


Val 


595 




600 






60S. 






Val Ser Leu Arg Gin 


He 


Gin Arg Arg Ala Ala 


Gin Glu Lys 


Glu Arg 


610 




615 






620 






Ser Gin Glu Leu Arg 


Arg 


Leu Gin 


Glu Glu 


Ala 


Arg Lys Glu 


Glu 


Gly 


625 


630 






635 






640 


Gin Arg Leu Ala Arg 


Arg 


Leu Gin 


Glu Leu 


GlU 


Arg Asp Lys 


Asn 


Leu 


645 






650 






655 




Met Leu Ala Thr Leu 


Gin 


Gin Glu Gly Leu 


Leu 


Ser Arg Tyr 


Lys 


Gin 


660 






665 




670 






Gin Arg Leu Leu Thr Val 


Leu Pro 


Ser Leu 


Leu 


Asp Lys Lys 


Lys 


Ser 


675 




680 






685 






Val Val Ser Ser Pro Arg 


Pro Pro Glu Cys Ser 


Ala Ser Ala 


Pro 


Val 


690 




695 






700 






Ala Ala Ala Val Pro 


Thr 


Arg Glu 


Ser He 


Lys 


Gly Ser Leu 


Ser 


Val 


705 


710 






715 






720 


Leu Leu Asp Asp Leu 


Gin 


Asp Leu 


Ser Glu 


Ala 


He Ser Lys 


Glu 


Glu 


725 






730 






735 




Ala Val Cys Gin Gly Asp 


Asn Leu Asp Arg Cys 


Ser Ser Ser 


Asn 


Pro 


740 






745 




750 







Gin Met Ser Ser 
755 



<210> 4739 

<211> 684 

<212> DNA 

<213> Homo sapiens 
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<400> 4739 

gtgcacatgg ggtgcattag gcttgatttg tactctgcag actatggggg aagctgagga 
60 

ggaagacttg accagtcttg gtgatgagaa ggccttcacc ctatgaacac aaccaagtct 
120 

tagccctctc tcctgctcct ttaaactctg aacttctagg atgggagaat gggaactttt 
180 

gcaggttgag attcatagtg aaatcgggtc aagaagtgat cagatgcaaa gcacagggca 
240 

gttcattact ataccatggc tgaggtcttc ctgggcacca ggccctgggc tcagcacttg 
300 

gctcagtctg caccttggac cctgccagag ccctccacag caggtgctct caggcaaggc 
360 

tgtgtgttgc tggccagacg ccttctgacc agcgtgcttt cttgaccaca gatcccttgg 
420 

ccaagcagga gggaaccatt agcagcctga ggagctggct ggctgggagc ctcggggacc 
480 

gcccagcctt gctcccagct cacccacaag atgtggacag ctcttgtgct catttggatt 
540 

ttctccttgt ccttatctga aagccatgcg gcatccaacg atccacgtaa gtgagaaagc 
600 

tgtgtgactg ctggatgggc ccacggtggc cacaaagcat gctgagccct tgaaagcagc 
660 

atctgcaaac ccaggccaac gcgt 
684 

<210> 4740 

<211> 119 

<212> PRT 

<213> Homo sapiens 

<400> 4740 

Met Leu Leu Ser Arg Ala Gin His Ala Leu Trp Pro Pro Trp Ala His 

15 10 15 

Pro Ala Val Thr Gin Leu Ser His Leu Arg Gly Ser Leu Asp Ala Ala 

20 25 30 

Trp Leu Ser Asp Lys Asp Lys Glu Lys lie Gin Met Ser Thr Arg Ala 

35 40 45 

Val His He Leu Trp Val Ser Trp Glu Gin Gly Trp Ala Val Pro Glu 

50 55 60 

Ala Pro Ser Gin Pro Ala Pro Gin Ala Ala Asn Gly Ser Leu Leu Leu 
65 70 75 80 

Gly Gin Gly He Cys Gly Gin Glu Ser Thr Leu Val Arg Arg Arg Leu 

85 90 95 

Ala Ser Asn Thr Gin Pro Cys Leu Arg Ala Pro Ala Val Glu Gly Ser 

100 105 HO 

Gly Arg Val Gin Gly Ala Asp 
115 

<210> 4741 

<211> 411 

<212> DNA 

<213> Homo sapiens 
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<400> 4741 
aaatttactt 
60 

ttttttctta 
120 

ttccgaaaaa 
180 

aaagataaaa 
240 

tccccacccc 
300 

ataaaaaaaa 
360 

ttttcccaag 
411 



ctctcaggtc 
aaaaaaaaaa 
aagaggggaa 
tttggttttt 
aaaaaatttt 
aatggggttc 
ggggaccact 



aacaggtgtt 
aggggttttt 
ttttttaaaa 

tgggggggaa 

aaaagggggc 
caaaatcatt 
aaaatttacc 



tttctttctt 
ctttgccccc 
aacccgaaag 
aatttggaca 
cctaaaaaaa 
gaaaaatagg 
ccttttttgg 



tttttttttt 
cccgttcccc 
gggggaaggg 
ccccaccctc 
attttttctt 
ggggactcca 
ggttttgggg 



tttttccctt 
ccccttcccc 

ggggggtata 

gggttttttt 
taatttccaa 
aaaccttgaa 

g 



<210> 4742 
<211> 109 
<212> PRT 

<213> Homo sapiens 



<400> 4742 
Met He Leu Glu 
1 

Phe Phe Leu Gly 

20 

Pro Glu Gly Gly 
35 

Ser Phe He Pro 
50 

Pro Ser Phe Phe 
65 

Lys Thr Pro Phe 

Lys Glu Arg Lys 

100 



Pro His Phe Phe 
5 

Pro Pro Phe Lys 

Val Ser Lys Phe 

40 

Pro Pro Phe Pro 
55 

Arg Lys Gly Lys 
70 

Phe Phe Leu Arg 
85 

Thr Pro Val Asp 



Phe He Trp Lys 
10 

He Phe Trp Gly 
25 

Ser Pro Pro Lys 

Pro Phe Gly Phe 

60 

Gly Gly Glu Arg 
75 

Lys Lys Arg Glu 
90 

Leu Arg Glu Val 
105 



Leu Lys Lys Lys 
15 

Gly Glu Lys Lys 
30 

Asn Gin He Leu 
45 

Phe Lys Lys Phe 

Gly Gly Gin Arg 

80 

Lys Lys Lys Lys 
95 

Asn 



<210> 4743 

<211> 473 

<212> DNA 

<213> Homo sapiens 



<400> 4743 
gccttgaggt 
60 

caaccggccc 
120 

gagtgattga 
180 

gagatgggtc 
240 

agaaaagcaa 
300 



ggaaggcggg 
cacaaattct 
gtcccggtat 
acagacccga 
agcagatagc 



aaaatggcgg 
agcagtgcca 
ctgcagtatg 
gggaagatgc 

agtggggtcg 



attcctcggg 
agaagaagga 
aaaagaagac 
ctgaaggtgg 
gaaagggtga 



gcgaggcgct 
taaaagagtt 
aacccaaaag 
aaggaaatcc 
cctgcagtcc 



gggaagcctg 
caaggtggaa 
gctcctgcag 
agcctgctcc 
acgttgctgg 
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aagggcatgg cacagctcca cctgacctgg atctctctgc tattaatgac aaaagcatcg 

tcaaaaagac gccacagtta gcaaaaacaa tatcaaagaa acctgagtca acatcatttt 
420 

ctgcccctcg gaaaaagagc ccggatttat ctgaagcgaa tggaatgatg gag 
473 



<210> 4744 

<211> 150 

<212> PRT 

<213> Homo sapiens 

<400> 4744 , _ 

Met Ala Asp Ser Ser Gly Arg Gly Ala Gly Lys Pro Ala Thr Gly Pro 

15 10 15 _ 

Thr Asn Ser Ser Ser Ala Lys Lys Lys Asp Lys Arg Val Gin Gly Gly 

20 25 30 

Arg Val lie Glu Ser Arg Tyr Leu Gin Tyr Glu Lys Lys Thr Thr Gin 

35 40 45 

Lys Ala Pro Ala Gly Asp Gly Ser Gin Thr Arg Gly Lys Met Ser Glu 

50 55 60 

Gly Gly Arg Lys Ser Ser Leu Leu Gin Lys Ser Lys Ala Asp Ser Ser 
65 70 75 80 

Gly Val Gly Lys Gly Asp Leu Gin Ser Thr Leu Leu Glu Gly His Gly 

85 90 95 

Thr Ala Pro Pro Asp Leu Asp Leu Ser Ala He Asn Asp Lys Ser He 

100 105 110 

Val Lys Lys Thr Pro Gin Leu Ala Lys Thr lie Ser Lys Lys Pro Glu 

115 120 125 

Ser Thr Ser Phe Ser Ala Pro Arg Lys Lys Ser Pro Asp Leu Ser Glu 

130 135 140 

Ala Asn Gly Met Met Glu 
145 150 

<210> 4745 

<211> 666 

<212> DNA 

<213> Homo sapiens 

<400> 4745 

gcatggagag aatatgataa gttagaatac gatgtaactg ttaccaggaa ccagatgcaa 

gagcagctgg atcaccttgg tgaagttcag acggaatcag caggaattca gcgtgcacag 

attcagaaag aactttggcg aattcaggat gtcatggaag ggctgagtaa acataagcag 
180 

caaagaggta ctacagaaat aggtatgata ggatcaaagc ctttctcaac agttaagtac 
240 

aaaaatgagg gtccagatta tagactctac aagagtgaac cagagttaac aacagtggca 
300 

gaagttgatg aatctaatgg agaagaaaaa tcagaacctg tttcagagat agaaacttca 

gttgttaaag gttcccactt tcctgttgga gtagtccctc caagagcaaa atcaccaaca 
420 
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cccgaatctt cgacaatagc ttcctatgta accttgagga aaactaagaa gatgatggat 



480 



ctaagaacgg aaagaccaag aagtgcagtg gaacagctct gtttggctga aagtactcga 



ccaaggatga ctgtggaaga gcaaatggaa agaataagaa gatatcaaca agcgtgcctg 
600 

agggagaaga aaaaagggtt aaatgttatc ggtgcttcag accagtcacc cttacaaagc 
660 

ccttaa 
666 

<210> 4746 

<211> 221 

<212> PRT 

<213> Homo sapiens 

<400> 4746 

Ala Trp Arg Glu Tyr Asp Lys Leu Glu Tyr Asp Val Thr Val Thr Arg 

1 5 10 15 

Asn Gin Met Gin Glu Gin Leu Asp His Leu Gly Glu Val Gin Thr Glu 

20 25 30 

Ser Ala Gly He Gin Arg Ala Gin He Gin Lys Glu Leu Trp Arg He 

35 40 45 

Gin Asp Val Met Glu Gly Leu Ser Lys His Lys Gin Gin Arg Gly Thr 

50 55 60 

Thr Glu He Gly Met He Gly Ser Lys Pro Phe Ser Thr Val Lys Tyr 
65 70 75 80 

Lys Asn Glu Gly Pro Asp Tyr Arg Leu Tyr Lys Ser Glu Pro Glu Leu 

85 90 95 

Thr Thr Val Ala Glu Val Asp Glu Ser Asn Gly Glu Glu Lys Ser Glu 

100 105 HO 

Pro Val Ser Glu He Glu Thr Ser Val Val Lys Gly Ser His Phe Pro 

115 120 125 

Val Gly Val Val Pro Pro Arg Ala Lys Ser Pro Thr Pro Glu Ser Ser 

130 135 140 

Thr He Ala Ser Tyr Val Thr Leu Arg Lys Thr Lys Lys Met Met Asp 
145 ISO 155 160 

Leu Arg Thr Glu Arg Pro Arg Ser Ala Val Glu Gin Leu Cys Leu Ala 

165 170 175 

Glu Ser Thr Arg Pro Arg Met Thr Val Glu Glu Gin Met Glu Arg He 

180 185 190 

Arg Arg Tyr Gin Gin Ala Cys Leu Arg Glu Lys Lys Lys Gly Leu Asn 

195 200 205 

Val He Gly Ala Ser Asp Gin Ser Pro Leu Gin Ser Pro 
210 215 220 

<210> 4747 

<211> 1091 

<212> DNA 

<213> Homo sapiens 

<400> 4747 

ncatgccagg cggaagtcac aactgcatcc gcacgtgggc tcggcgcgat ggaggaggag 
60 
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acgcatactg acgccaaaat ccgtgctgaa aatggaacag ggtccagccc tcggggtcct 
120 

ggctgcagcc tccggcactt tgcctgcgaa cagaacctgc tgtcgcggcc agatggctct 
180 

gcttccttcc tgcaaggtga cacctctgtc ctggcgggtg tgtacgggcc ggccgaggtg 
240 

aaggtcagca aagagatttt caacaaggcc acactcgaag tgatcctgag gccgaagatt 
300 

gggctgcctg caggggtcag tggatggcag tcaggccttg ccttcttccc actggaatct 
360 

tccatcatcc ctgcaggtgt tgcagagaag agccgggagc ggctgatcag gaacacgtgc 
420 

gaggcggtgg tgctgggcac gttgcacccc cgcacctcca tcaccgtggt gctgcaggtt 
480 

gtcagcgatg ccggctctct cctggcctgt tgtctgaatg ccgcctgcat ggcattggtg 
540 

gatgcaggtg tgcccatgcg ggctctcttc tgtggggtcg cctgcgccct ggactctgat 
600 

gggaccctcg tgctggatcc tacatccaag caagaaaagg aggcccgggc agtcctgacc 
660 

tttgccctgg acagcgtgga acggaagctg ctgatgtcca gcaccaaggg gctctactca 
720 

gacactgagc tccagcagtg cctggctgcg gcccaggccg cttcgcaaca cgtcttccgt 
780 

ttctaccggg aatcgctgca gaggcgttac tccaagagct gaggcaagct ggggcaaggg 
840 

gccgctccca ttgcctccac ccactcaccc cctacagcct gaagcaaacc agcagcccag 
900 

ccttgcctct ctgacccatg ggctccttga gcctgcagct ctgtaaccac agggctcctg 
960 

tggggaggcc ttggcctgtg acagccccca ggcctggggg cacagatccc cccagcaagg 
1020 

ataacattca aaggagctca catttatgga atggatgaat caataaatta attcacttta 
1080 

aaaaaaaaaa a 
1091 

<210> 4748 
<211> 273 
<212> PRT 

<213> Homo sapiens 
<400> 4748 

Xaa Cys Gin Ala Glu Val Thr Thr Ala Ser Ala Arg Gly Leu Gly Ala 

15 10 15 

Met Glu Glu Glu Thr His Thr Asp Ala Lys He Arg Ala Glu Asn Gly 

20 25 30 

Thr Gly Ser Ser Pro Arg Gly Pro Gly Cys Ser Leu Arg His Phe Ala 

35 40 45 

Cys Glu Gin Asn Leu Leu Ser Arg Pro Asp Gly Ser Ala Ser Phe Leu 

50 55 60 

Gin Gly Asp Thr Ser Val Leu Ala Gly Val Tyr Gly Pro Ala Glu Val 
65 70 75 80 

Lys Val Ser Lys Glu He Phe Asn Lys Ala Thr Leu Glu Val He Leu 
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85 90 95 

Arg Pro Lys He Gly Leu Pro Ala Gly Val Ser Gly Trp Gin Ser Gly 

100 105 110 

Leu Ala Phe Phe Pro Leu Glu Ser Ser He He Pro Ala Gly Val Ala 

115 120 125 

Glu Lys Ser Arg Glu Arg Leu He Arg Asn Thr Cys Glu Ala Val Val 

130 135 140 

Leu Gly Thr Leu His Pro Arg Thr Ser He Thr Val Val Leu Gin Val 
145 150 155 160 

Val Ser Asp Ala Gly Ser Leu Leu Ala Cys Cys Leu Asn Ala Ala Cys 

165 170 175 

Met Ala Leu Val Asp Ala Gly Val Pro Met Arg Ala Leu Phe Cys Gly 

180 185 190 

Val Ala Cys Ala Leu Asp Ser Asp Gly Thr Leu Val Leu Asp Pro Thr 

195 200 205 

Ser Lys Gin Glu Lys Glu Ala Arg Ala Val Leu Thr Phe Ala Leu Asp 

210 215 220 

Ser Val Glu Arg Lys Leu Leu Met Ser Ser Thr Lys Gly Leu Tyr Ser 
225 230 235 240 

Asp Thr Glu Leu Gin Gin Cys Leu Ala Ala Ala Gin Ala Ala Ser Gin 

245 250 255 

His Val Phe Arg Phe Tyr Arg Glu Ser Leu Gin Arg Arg Tyr Ser Lys 

260 265 270 

Ser 



<210> 4749 
<211> 2196 
<212> DNA 

<213> Homo sapiens 
<400> 4749 

nnacgcgtct catccatggc ttccgcggac tcgcgccggc tggcagatgg cggcggtgcc 
60 

gggggcacct tccagcccta cctagacacc ttgcggcagg agctgcagca gacggaccca 
120 

acgctgttgt cagtagtggt ggcggttctt gcggtgctgc tgacgctagt cttctggaag 
ISO 

ttaatccgga gcagaaggag cagtcagaga gctgttcttc ttgttggcct ttgtgattcc 
240 

gggaaaacgt tgctctttgt caggttgtta acaggccttt atagagacac tcagacgtcc 
300 

attactgaca gctgtgctgt atacagagtc aacaataaca ggggcaatag tctgaccttg 
360 

attgaccttc ccggccatga gagtttgagg cttcagttct tagagcggtt taagtcttca 
420 

gccagggcta ttgtgtttgt tgtggatagt gcagcattcc agcgagaggt gaaagatgtg 
480 

gctgagtttc tgtatcaagt cctcattgac agtatgggtc tgaagaatac accatcattc 
540 

ttaatagcct gcaataagca agatattgca atggcaaaat cagcaaagtt aattcaacag 
600 

cagctggaga aagaactcaa caccttacga gttacccgtt ctgctgcccc cagcacactg 
660 
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gacagttcca gcactgcccc tgctcagctg gggaagaaag gcaaagagtt tgaattctca 



720 



cagttgcccc tcaaagtgga gttcctggag tgcagtgcca agggtggaag aggggacgtg 



780 



ggctctgctg acatccagga cttggagaaa tggctggcta aaattgcctg agaggcagct 



840 



ctaaagcaca agacctggat gtgtgacaca cagttttgga aaaaggtctg tggtagtctg 



900 



gagctgatga ggaaggggta caagatgtgg ttagaaacat ttctttgttc tggaaacaaa 



960 



gtactgttga aaccagcttg gaattttttt tttttttttt ttaagttcag ttctccctta 



1020 

tggctgcctt tcaaacaagt accttttatc tgatgcctgt atcttccctt tgttaaggtg 
1080 

taacttgatg tagggtcaag gtttttgtga caacaggcag actccacaca gagaggatat 
1140 

gatgagaata tggccatcac ctgaaaagtt ttcttatctt ctgtgctttt ggtccctgga 
1200 

aacaaatccg cctatgtatg aagctagttg atttccagtt gcactatttc cagttgcctc 
1260 

tgaagttcac aggcaataca ttgtctagtc ctttgcgaat ttctctgatt tgtgggcaca 

1320 

gttatgaagt ttccccacat gtgaagacag gtacaaaata gcagagccaa gcagacagtg 
1380 

ggtctattct tcattagctc agtgacttgt ccacactcgt cttagcactt acgtttcaaa 
1440 

agcttgtcac aaacccttgg agtcattccc agataataga actggaaatg ataaatcccc 
1500 

taatgccaag ggtctagtgt gttcttagtg gttatactgg gaagtgtgtg gagatttagg 
1560 

tgctgctctg ctgctctgga tggctgaagg ctcctgggcc atcttcatgt gctgcttgaa 
1620 

gagctcctat tttgtactcc tggctagaat gctgtggaac aaatacaaag tgaaaaaagt 
1680 

tctctgtaga tttctgaagt gcatattcat tgatgccaag aaaaaaaaaa aagttgcctt 
1740 

tttgaagtga tgttttttgc tgtcttctta aacacaaggc ttttttgaat gattagtata 
1800 

tttcatggta aagaaaacag cctgtctggc tcaaagcaat taaatagaat gtaatggtga 
1860 

gtacaaatga gtgcacatgt caggactcag gtctaactcc ttgtctcctg agcctaaaga 
1920 

ttgcaacata cacaagaaca cactcctatt cctaccccac acactcaggg acaagcccaa 
1980 

ctaaagctta caaggagacc agggtggctc tgtccagggg agaagccagt tatggaacag 
2040 

tgcattgaga gccatggtag gagaggccca cagttctctg gagcatgcag caggggcacc 
2100 

ccacctggcc ttgaggatca gggggagtca aaggataaag catggggctg atgacgtctg 
2160 

agggagtgtg atcctccatg tatggcctct gcctgc 
2196 

<210> 4750 
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<211> 276 
<212> PRT 
<213> Homo sapiens 



<400> 4750 

xaa Arg Val Ser Ser Met Ala Ser Ala Asp Ser Arg Arg Leu Ala Asp 

1 " 5 10 15 

Gly Gly Gly Ala Gly Gly Thr Phe Gin Pro Tyr Leu Asp Thr Leu Arg 

20 25 30 

Gin Glu Leu Gin Gin Thr Asp Pro Thr Leu Leu Ser Val Val Val Ala 

35 40 45 

Val Leu Ala Val Leu Leu Thr Leu Val Phe Trp Lys Leu He Arg Ser 

50 55 60 

Arg Arg Ser Ser Gin Arg Ala Val Leu Leu Val Gly Leu Cys Asp Ser 
65 70 75 80 

Gly Lys Thr Leu Leu Phe Val Arg Leu Leu Thr Gly Leu Tyr Arg Asp 

85 90 95 

Thr Gin Thr Ser He Thr Asp Ser Cys Ala Val Tyr Arg Val Asn Asn 

100 105 HO 

Asn Arg Gly Asn Ser Leu Thr Leu He Asp Leu Pro Gly His Glu Ser 

115 120 125 

Leu Arg Leu Gin Phe Leu Glu Arg Phe Lys Ser Ser Ala Arg Ala He 

130 135 140 

Val Phe Val Val Asp Ser Ala Ala Phe Gin Arg Glu Val Lys Asp Val 
145 150 155 160 

Ala Glu Phe Leu Tyr Gin Val Leu He Asp Ser Met Gly Leu Lys Asn 

165 170 175 

Thr Pro Ser Phe Leu He Ala Cys Asn Lys Gin Asp He Ala Met Ala 

180 185 190 

Lys Ser Ala Lys Leu He Gin Gin Gin Leu Glu Lys Glu Leu Asn Thr 

195 200 205 

Leu Arg Val Thr Arg Ser Ala Ala Pro Ser Thr Leu Asp Ser Ser Ser 

210 215 220 

Thr Ala Pro Ala Gin Leu Gly Lys Lys Gly Lys Glu Phe Glu Phe Ser 
225 230 235 240 

Gin Leu Pro Leu Lys Val Glu Phe Leu Glu Cys Ser Ala Lys Gly Gly 

245 250 255 

Arg Gly Asp Val Gly Ser Ala Asp He Gin Asp Leu Glu Lys Trp Leu 

260 265 270 

Ala Lys He Ala 
275 

<210> 4751 

<211> 2777 

<212> DNA 

<213> Homo sapiens 

<400> 4751 

gccagaggcc tgcccaaatg ggggcaaaaa acacagtcac tctgcaggtt caggcaacac 
60 

ctcctcagcc catcaaagta ccacagttta tcccccctcc tagactcact ccacgtccaa 
120 

actttcttcc acaggttcga cccaagcctg tggcccagaa taacattcct attgccccca 
180 
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gcaccacctc ccatgctcgc agctcctcag cttatccaga ggcccgtcat gctgaccaag 
240 

ttcaccccca caacccttcc cacatcccag aattccatcc accccgtccg tgtcgtcaat 
300 

gggcagactg caaccatagc caaaacgttc cccatggccc agctcaccag cattgtgata 
360 

gctactccag ggaccagact cgctggacct caaactgtac agcttagcaa gccaagtctt 
420 

gaaaaacaga cagttaaatc tcacacagaa acagatgaga aacaaacaga gagccgcacc 
480 

atcaccccac ctgctgcacc caaaccaaaa cgggaggaga accctcagaa acttgccttc 
540 

atggtgtctc tagggttggt aacacatgac catctagaag aaatccaaag caagaggcaa 
600 

gagcgaaaaa gaagaacaac agcaaatccg gtctacagtg gagcagtctt tgagccagag 
660 

cgtaagaaga gtgcagtgac atacctaaac agcacaatgc accctgggac ccggaagaga 
720 

gccaatgagg aacactggcc aaagggtgat attcatgagg atttttgcag cgtttgcaga 
780 

aaaagtggcc agttactgat gtgcgacaca tgttcccgtg tatatcattt ggactgctta 
840 

gacccccctc tgaaaacaat tcccaagggc atgtggatct gtcccagatg tcaggaccag 
900 

atgctgaaga aggaagaagc aattccatgg ncctggaact ttagcaattg ttcattccta 
960 

tattgcctac aaagcagcaa aagaagaaga gaaacagaag ttacttaaat ggagttcaga 
1020 

tttaaaacaa gaacgagaac aactagagca aaaggtgaaa cagctcagca attccataag 
1080 

taaatgcatg gaaatgaaga acaccatcct ggcccggcag aaggagatgc acagctccct 
1140 

ggagaaggta aaacagctga ttcgcctcat ccacggcatc gacctctcca aacctgtaga 
1200 

ctctgaggcc actgtggggg gccatctcca atggcccgga ctgcaccccc cctgccaatg 
1260 

ccgccacctc cacgccggcc ccttccccct cctcccagag ctgcacagcg aactgtaacc 
1320 

agggggaaga gactaaataa cagagcccct ctaggagaag ccacgggatc ccggcggcaa 
1380 

ggagaacaga acactgaaga ctctagaaaa gcaaagccgg atttctggaa agtgcagaat 
1440 

tcttttggtt ctttggttcc agagagagag aagatgcttg tgccaggtgg caccagagtt 
1500 

tgccaattga tccttcttat tctgtgtgta catgcaaaga ttggaccatg ttacatgaaa 
1560 

tagtgccagc tggaggttct ttgccagcac catgccaagt gaaataatat atttactctc 
1620 

tctattatac accagtgtgt gcctgcagca gcctccacag ccacgatggg tttgtttctg 
1680 

ttttcttggg tggggagcag ggacgggcgg agggaggaga gcaggtttca gatccttact 
1740 

tgccgagccg tttgtttagg tagagaagac aagtccaaag agtgtgtggg ctttcctgtt 
1800 
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tctaaacttt cgctactata aaaccaaaaa 
1860 

ccagaagagg gaaggggagt ggctggaggg 
1920 

cagtatttaa tcacctctgg cgggggcctc 
1980 

cagtaggttc ttctcccctg cactctgctc 
2040 

ctgcccagtc tccttccttc cctgcttggt 
2100 

tctcctctcc aagaacaagc agagccgggc 
2160 

tgtgtgtgtc caggaaggaa aaaaaggtgg 
2220 

tcccttttct atatttataa gaagagaaga 
2280 

tgtgtgaatt gaatggagac gtttcttttc 
2340 

tttctttaag gaaagtttta ttttactgtt 
2400 

ataaggaata gaaaagctgt ttttcaggct 
2460 

gcatggtaga gtaggaatca tagtgtcagt 
2520 

gtcatcgttc gggcactgtt ttttttatgc 
2580 

aaaacttttt tttaaattaa aaaggaaaat 
2640 

caaattaaga tcaaggtaag aaacattgta 
2700 

ctaaaaacag tgatttctat taaaaaggtg 
2760 

aaaaaaaaaa aaaaaaa 
2777 



aaggaattga gatttcacca accccagtgc 
agcagggggt tggacagtgt atcaaataag 
gtgcaagggg agactgacac caagaacagc 
cctgcgcggt aaccccacca ctcctgaagc 
gagtcgcgca tctccgtggt tatcccgctg 
cactagcttg cccaaggcag ggaagaagga 
atcagtgatt ttacttgaaa tcaagctcca 
tcttgagtga agcagcacgc gacccaggtg 
tctttcttta atttttgttt ttgttctttt 
cattttactt tcttggtaac aaaaactaaa 
gacagtccaa ttaagggtag ccaagacctt 
gaggtcccgt gagtctttgt gagtccttgt 
aagggcaaaa atctttgtat ctggggaaaa 
aaaagatatt gaggtcttcc tagtgttact 
aaaaaaaatt acaaaagtgc tatttgtttc 
tcagaactgg aaaaaaaaaa aaaaaaaaaa 



<210> 4752 

<211> 335 

<212> PRT 

<213> Homo sapiens 



<400> 4752 
Ala Arg Gly Leu 
1 

Phe Arg Gin His 

20 

Leu Leu Asp Ser 
35 

Ser Leu Trp Pro 
50 

Met Leu Ala Ala 
65 

Phe Thr Pro Thr 
Arg Val Val Asn 



Pro Lys Trp Gly 
5 

Leu Leu Ser Pro 

Leu His Val Gin 

40 

Arg lie Thr Phe 
55 

Pro Gin Leu lie 
70 

Thr Leu Pro Thr 
85 

Gly Gin Thr Ala 



Gin Lys Thr Gin 
10 

Ser Lys Tyr His 
25 

Thr Phe Phe His 

Leu Leu Pro Pro 

60 

Gin Arg Pro Val 
75 

Ser Gin Asn Ser 
90 

Thr He Ala Lys 



Ser Leu Cys Arg 
15 

Ser Leu Ser Pro 
30 

Arg Phe Asp Pro 
45 

Ala Pro Pro Pro 

Met Leu Thr Lys 

80 

He His Pro Val 
95 

Thr Phe Pro Met 
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100 105 110 

Ala Gin Leu Thr Ser lie Val He Ala Thr Pro Gly Thr Arg Leu Ala 

115 120 125 

Gly Pro Gin Thr Val Gin Leu Ser Lys Pro Ser Leu Glu Lys Gin Thr 

130 135 140 

Val Lys Ser His Thr Glu Thr Asp Glu Lys Gin Thr Glu Ser Arg Thr 
145 150 155 160 

He Thr Pro Pro Ala Ala Pro Lys Pro Lys Arg Glu Glu Asn Pro Gin 

165 170 175 

Lys Leu Ala Phe Met Val Ser Leu Gly Leu Val Thr His Asp His Leu 

180 185 190 

Glu Glu He Gin Ser Lys Arg Gin Glu Arg Lys Arg Arg Thr Thr Ala 

195 200 205 

Asn Pro Val Tyr Ser Gly Ala Val Phe Glu Pro Glu Arg Lys Lys Ser 

210 215 220 

Ala Val Thr Tyr Leu Asn Ser Thr Met His Pro Gly Thr Arg Lys Arg 
225 230 235 240 

Ala Asn Glu Glu His Trp Pro Lys Gly Asp He His Glu Asp Phe Cys 

245 250 255 

Ser Val Cys Arg Lys Ser Gly Gin Leu Leu Met Cys Asp Thr Cys Ser 

260 265 270 

Arg Val Tyr His Leu Asp Cys Leu Asp Pro Pro Leu Lys Thr He Pro 

275 280 285 

Lys Gly Met Trp He Cys Pro Arg Cys Gin Asp Gin Met Leu Lys Lys 

290 295 300 

Glu Glu Ala He Pro Trp Xaa Trp Asn Phe Ser Asn Cys Ser Phe Leu 
305 . 310 315 320 

Tyr Cys Leu Gin Ser Ser Lys Arg Arg Arg Glu Thr Glu Val Thr 

325 330 335 

<210> 4753 
<211> 5298 
<212> DNA 

<213> Homo sapiens 
<400> 4753 

ntccggagtg aggagctcgg tcgccgaagc ggagggagac tcttgagctt catcttgccg 
60 

ccgccacggc caccgcctgg acctttgccc ggagggagct gcagagggtc catcgccgcc 
120 

gtcctctgga gggcagcgcg attgggggcc cggacctcca gtccgggggg gatttttcgt 
180 

cgtccccctc ccccccacca gggagcccga gcggnncgcc aaacaaaggt accagtcgcc , 
240 

gccgcgggag gaggaggagc cggagcctct gcctcagcag ccgctggacc cgccgccctt 
300 

cttccccatc tctcccccgg gcctgctggt tttggggggg agaaggagag aggggactct 
360 

ggacgtgcca gggtcagatc tcgcctccga ggaaggtgca gctgaacctg gtgttttaga 
420 

ggataccttg gtcccagagt catcatgaag gcccttgatg agcctcccta tttgacagtg 
480 

ggcactgatg tgagtgctaa atacagagga gccttttgtg aagccaagat caagacagca 
540 
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aaaagacttg tcaaagtcaa ggtgacattt agacatgatt cttcaacagt ggaagttcag 
600 

gatgaccaca taaagggccc actaaaggta ggagctattg tggaagtgaa gaatcttgat 
660 

ggtgcatatc aggaagctgt tatcaataaa ctaacagatg cgagttggta cactgtagtt 
720 

tttgatgacg gagatgagaa gacactgaga cgatcttcac tgtgcctgaa aggagagagg 
780 

cattttgctg aaagtgaaac attagaccag ctcccactca ccaaccctga gcattttggc 
840 

actccagtca taggaaagaa aacaaataga ggaagaagat ctaatcatat accagaggaa 
900 

gagtcttcat catcctccag tgatgaagat gaggatgata ggaaacagat tgatgagcta 
* 960 

ctaggcaaag ttgtatgtgt agattacatt agtttggata aaaagaaagc actgtggttt 
1020 

cctgcattgg tggtttgtcc tgattgtagt gatgagattg ctgtaaaaaa ggacaatatt 
1080 

cttgttcgat ctttcaaaga tggaaaattt acttcagttc caagaaaaga tgtccatgaa 
1140 

attactagtg acactgcacc aaagcctgat gctgttttaa agcaagcctt tgaacaggca 
1200 

cttgaatttc acaaaagtag aactattcct gctaactgga agactgaatt gaaagaagat 
1260 

agctctagca gtgaagcaga ggaagaagag gaggaggaag atgatgaaaa agaaaaggag 
1320 

gataatagca gtgaagaaga agaagaaata gaaccatttc cagaagaaag ggagaacttt 
1380 

cttcagcaat tgtacaaatt tatggaagat agaggtacac ctattaacaa acgacctgta 
1440 

cttggatatc gaaatttgaa tctctttaag ttattcagac ttgtacacaa acttggagga 
1500 

tttgataata ttgaaagtgg agctgtttgg aaacaagtct accaagatct tggaatccct 
1560 

gtcttaaatt cagctgcagg atacaatgtt aaatgtgctt ataaaaaata cttatatggt 
1620 

tttgaggagt actgtagatc agccaacatt gaatttcaga tggcattgcc agagaaagtt 
1680 

gttaacaagc aatgtaagga gtgtgaaaat gtaaaagaaa taaaagttaa ggaggaaaat 
1740 

gaaacagaga tcaaagaaat aaagatggag gaggagagga atataatacc aagagaagaa 
1800 

aagcctattg aggatgaaat tgaaagaaaa gaaaatatta agccctctct gggaagtaaa 
1860 

aagaatttat tagaatctat acctacacat tctgatcagg aaaaagaagt taacattaaa 
1920 

aaaccagaag acaatgaaaa tctggacgac aaagatgatg acacaactag ggtagatgaa 
1980 

tccctcaaca taaaggtaga agctgaggaa gaaaaagcaa aatctggaga tgaaacgaat 
2040 

aaagaagaag atgaagatga tgaagaagca gaagaggagg aggaggagga agaagaagaa 
2100 

gaggatgaag atgatgatga caacaatgag gaagaggagt ttgagtgcta tccaccaggc 
2160 
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atgaaagtcc aagtgcggta tggacgaggg aaaaatcaaa aaatgtatga agctagtatt 
2220 

aaagattctg atgtcgaagg tggagaggtc ctttacttgg tgcattactg cggatggaat 
2280 

gtgagatacg atgaatggat taaagcagat aaaatagtaa gacctgctga taaaaatgtg 
2340 

ccaaagataa aacatcggaa gaaaataaag aataaattag acaaagaaaa agacaaagat 
2400 

gaaaaatact ctccaaaaaa ctgtaaactt cggcgcttgt ccaaaccacc atttcagaca 
2460 

aatccatctc ctgaaatggt atccaaactg gatctcactg atgccaaaaa ctctgatact 
2520 

gctcatatta agtccataga aattacttcg atccttaatg gacttcaagc ttctgaaagt 
2580 

tctgctgaag acagtgagca ggaagatgag agaggtgctc aagacatgga taataatggc 
2640 

aaagaggaat ctaagattga tcatttgacc aacaacagaa atgatcttat ttcaaaggag 
2700 

gaacagaaca gttcatcttt gctagaagaa aacaaagttc atgcagattt ggtaatatcc 
2760 

aaaccagtgt caaaatctcc agaaagatta aggaaagata tagaagtatt atccgaagat 
2820 

actgattatg aagaagatga agtcacaaaa aagagaaagg atgtcaagaa ggacacaaca 
2880 

gataaatctt caaaaccaca aataaaacgt ggtaaaagaa ggtattgcaa tacagaagag 
2940 

tgtctaaaaa ctggatcacc tggcaaaaag gaagagaagg ccaagaacaa agaatcactt 
3000 

tgcatggaaa acagtagcac agctcttcag atgaagatga agaagaacaa agcaaagatg 
3060 

acaccaacta agaaatacaa tggtttggag gaaaaaagaa aatctctacg gacaactggt 
3120 

ttctattcag gattttcaga agtggcagaa aaaaggatta aacttttaaa taactctgat 
3180 

gaaagacttc aaaacagcag ggccaaagat cgaaaagatg tctggtcaag tattcaggga 
3240 

cagtggccta aaaaaacgct gaaagagctt ttttcagact ctgatactga ggctgcagct 
3300 

tccccaccgc atcctgcccc agaggagggg gtggcagagg agtcactgca gactgtggct 
3360 

gaagaggaga gttgttcacc cagtgtagaa ctagaaaaac cacctccagt caatgtcgat 
3420 

agtaaaccca ttgaagaaaa aacagtagag gtcaatgaca gaaaagcaga atttccaagt 
3480 

agtggcagta attcagtgct aaatacccct cctactacac ctgaatcgcc ttcatcagtc 
3540 

actgtaacag aaggcagccg gcagcagtct tctgtaacag tatcagaacc actggctcca 
3600 

aaccaagaag aggttcgaag tatcaagagt gaaactgata gcacaattga ggtggatagt 
3660 

gttgctgggg agctccaaga cctccagtct gaagggaata gctcgccagc aggttttgat 
3720 

gccagtgtga gctcaagcag tagtaatcag ccagaaccag aacatcctga aaaagcctgt 
3780 
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acaggtcaga aaagagtgaa 
3840 

agaagccata aagcaacagt 
3900 

gatagtgaag aactttcagc 
3960 

tccactggaa tgaagtctca 
4020 

tgtggaaaga atggtgataa 
4080 

gtttacaaat ggagttttca 
4140 

acaattcttc aagaaaaact 
4200 

gtagcttcca ttgatcggag 
4260 

acatcctcat cctcctcttc 
4320 

tttagctgaa ccgtcaatgt 
4380 

gacagcagga cttgctaaag 
4440 

tatactgcac agtggcacaa 
4500 

tttcttgaca agctgacttg 
4560 

actgcttttc ctcaagcaat 
4620 

tggaaggcct tccactgtgg 
4680 

agcatagtta aggggtgggt 
4740 

gtattttgtt aaagctggaa 
4800 

ctattttcat ttgtacaagg 
4860 

ttgtataagt caagcacatg 
4920 

caatcctggt aaccaaatat 
4980 

ttgaattagg ctaaaaggtc 
5040 

tactgtactt tgccattttt 
5100 

gtgaaaaaag aaaatggcct 
5160 

acttagccag ttcaaagtgt 
5220 

ttttctgtaa atgtttcttt 
5280 

attatgagcc accaccaa 
5298 

<210> 4754 



agatgctcag ggaggaggaa 
ggtaaacaac acaaagaagg 
tggtgaaagt ataactaaga 
tagtaccaaa tctcccgcaa 
ggatcctgat ctcaaggaac 
gatgtcggac ctggaaaata 
tcaagaaaat cagaaacatt 
gagaaagcgt ttaaagaaga 
accttcatcc agttccataa 
ccagcgcatc acaaaatgga 
cactttggca cttaatggct 
aaaaatatca gacaagcact 
gcacttaagt gcactttttt 
aattgtttcc aacttgtctg 
caaatggagg cttttcactg 
cagaacatgt taagataact 
catttgatat ttttccattt 
taattgtttt ttaaagcaag 
taataaattc aaaacctgca 
taaagattct ctttaaaaaa 
ttgcagtggc ttttcatggc 
ctataaatca gtattttttt 
aataaactgt attaaatctt 
atatttattc ataatgaatt 
ccccttaaat accagataat 



gttcatcaaa aaagcagaaa 
gaaaaggcac aaatagtagt 
gtcagccagt caaatcagtt 
ggacgcagtc tccaggaaaa 
ccagtaatcg attacccaaa 
tgacaagtgc cgaacgcatc 
atctgtcatt aaaatctgaa 
aagagagaga aagtgctgct 
acagctgctg ttatgttaac 
atgtcagttg agtgacaggt 
gttgagggcc actttttttt 
attttaatat ttaaaaattg 
atgaagaaaa agtacaatga 
ggaattgtgt gtctggtaac 
cctgtagaga caatacagta 
tactgtatat gtattccctt 
atttatgaaa aaatatgaac 
tcaccttagg gtggctttaa 
gttaacagga tattagacat 
gactgaacat gtttacaggt 
ccttcaaatt ggaatggaac 
ttaattttga tatacattgt 
aaacaatgta taaagattgt 
ataacagtta tatttttgtg 
tcctttggaa tgcttatttt 
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<211> 748 
<212> PRT 
<213> Homo sapiens 



<400> 4754 

Glu Glu Glu Glu Glu Glu Glu Asp Glu Asp Asp Asp Asp Asn Asn Glu 

1 5 10 15 

Glu Glu Glu Phe Glu Cys Tyr Pro Pro Gly Met Lys Val Gin Val Arg 

20 25 30 

Tyr Gly Arg Gly Lys Asn Gin Lys Met Tyr Glu Ala Ser He Lys Asp 

35 40 45 

Ser Asp Val Glu Gly Gly Glu Val Leu Tyr Leu Val His Tyr Cys Gly 

50 55 60 

Trp Asn Val Arg Tyr Asp Glu Trp He Lys Ala Asp Lys He Val Arg 
65 70 75 80 

Pro Ala Asp Lys Asn Val Pro Lys He Lys His Arg Lys Lys He Lys 

85 90 95 

Asn Lys Leu Asp Lys Glu Lys Asp Lys Asp Glu Lys Tyr Ser Pro Lys 

100 105 HO 

Asn Cys Lys Leu Arg Arg Leu Ser Lys Pro Pro Phe Gin Thr Asn Pro 

115 120 125 

Ser Pro Glu Met Val Ser Lys Leu Asp Leu Thr Asp Ala Lys Asn Ser 

130 135 140 

Asp Thr Ala His He Lys Ser He Glu He Thr Ser He Leu Asn Gly 
145 150 1S5 160 

Leu Gin Ala Ser Glu Ser Ser Ala Glu Asp Ser Glu Gin Glu Asp Glu 

165 170 175 

Arg Gly Ala Gin Asp Met Asp Asn Asn Gly Lys Glu Glu Ser Lys He 

180 185 190 

Asp His Leu Thr Asn Asn Arg Asn Asp Leu He Ser Lys Glu Glu Gin 

195 200 205 

Asn Ser Ser Ser Leu Leu Glu Glu Asn Lys Val His Ala Asp Leu Val 

210 215 220 

He Ser Lys Pro Val Ser Lys Ser Pro Glu Arg Leu Arg Lys Asp He 
225 230 235 240 

Glu Val Leu Ser Glu Asp Thr Asp Tyr Glu Glu Asp Glu Val Thr Lys 

245 250 255 

Lys Arg Lys Asp Val Lys Lys Asp Thr Thr Asp Lys Ser Ser Lys Pro 

260 265 270 

Gin He Lys Arg Gly Lys Arg Arg Tyr Cys Asn Thr Glu Glu Cys Leu 

275 280 285 

Lys Thr Gly Ser Pro Gly Lys Lys Glu Glu Lys Ala Lys Asn Lys Glu 

290 295 300 

Ser Leu Cys Met Glu Asn Ser Ser Thr Ala Leu Gin Met Lys Met Lys 
305 310 315 320 

Lys Asn Lys Ala Lys Met Thr Pro Thr Lys Lys Tyr Asn Gly Leu Glu 

325 330 335 

Glu Lys Arg Lys Ser Leu Arg Thr Thr Gly Phe Tyr Ser Gly Phe Ser 

340 345 350 

Glu Val Ala Glu Lys Arg He Lys Leu Leu Asn Asn Ser Asp Glu Arg 

355 360 365 

Leu Gin Asn Ser Arg Ala Lys Asp Arg Lys Asp Val Trp Ser Ser He 

370 375 380 

Gin Gly Gin Trp Pro Lys Lys Thr Leu Lys Glu Leu Phe Ser Asp Ser 
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385 390 395 400 

Asp Thr Glu Ala Ala Ala Ser Pro Pro His Pro Ala Pro Glu Glu Gly 

405 410 415 

Val Ala Glu Glu Ser Leu Gin Thr Val Ala Glu Glu Glu Ser Cys Ser 

420 425 430 

Pro Ser Val Glu Leu Glu Lys Pro Pro Pro Val Asn Val Asp Ser Lys 

435 440 445 

Pro He Glu Glu Lys Thr Val Glu Val Asn Asp Arg Lys Ala Glu Phe 

450 455 460 

Pro Ser Ser Gly Ser Asn Ser Val Leu Asn Thr Pro Pro Thr Thr Pro 
465 470 475 480 

Glu Ser Pro Ser Ser Val Thr Val Thr Glu Gly Ser Arg Gin Gin Ser 

485 490 495 

Ser Val Thr Val Ser Glu Pro Leu Ala Pro Asn Gin Glu Glu Val Arg 

500 505 510 

Ser He Lys Ser Glu Thr Asp Ser Thr He Glu Val Asp Ser Val Ala 

515 520 525 

Gly Glu Leu Gin Asp Leu Gin Ser Glu Gly Asn Ser Ser Pro Ala Gly 

530 535 540 

Phe Asp Ala Ser Val Ser Ser Ser Ser Ser Asn Gin Pro Glu Pro Glu 
545 550 555 560 

His Pro Glu Lys Ala Cys Thr Gly Gin Lys Arg Val Lys Asp Ala Gin 

565 570 575 

Gly Gly Gly Ser Ser Ser Lys Lys Gin Lys Arg Ser His Lys Ala Thr 

580 585 590 

Val Val Asn Asn Thr Lys Lys Gly Lys Gly Thr Asn Ser Ser Asp Ser 

595 600 605 

Glu Glu Leu Ser Ala Gly Glu Ser He Thr Lys Ser Gin Pro Val Lys 

610 615 620 

Ser Val Ser Thr Gly Met Lys Ser His Ser Thr Lys Ser Pro Ala Arg 
625 630 635 640 

Thr Gin Ser Pro Gly Lys Cys Gly Lys Asn Gly Asp Lys Asp Pro Asp 

645 650 655 

Leu Lys Glu Pro Ser Asn Arg Leu Pro Lys Val Tyr Lys Trp Ser Phe 

660 665 670 

Gin Met Ser Asp Leu Glu Asn Met Thr Ser Ala Glu Arg He Thr He 

675 680 685 

Leu Gin Glu Lys Leu Gin Glu Asn Gin Lys His Tyr Leu Ser Leu Lys 

690 695 700 

Ser Glu Val Ala Ser He Asp Arg Arg Arg Lys Arg Leu Lys Lys Lys 
705 710 715 720 

Glu Arg Glu Ser Ala Ala Thr Ser Ser Ser Ser Ser Ser Pro Ser Ser 

725 730 735 

Ser Ser He Asn Ser Cys Cys Tyr Val Asn Phe Ser 

740 745 

<210> 4755 
<211> 2093 
<212> DNA 

<213> Homo sapiens 

* 

<400> 4755 

naaacaggtc aggtaaaccc acatgcccaa agtcacacac aaggcagcat tctgaagttc 
60 
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agtcgtttca ttttgcctaa atgaatatga gagatatctt ccatttttcc atcccaattc 
120 

cctatccgcc tgtctgagcc tcaggaaact agcctcatga cttcctccac acacttccct 
180 

gccctctggt ttctgagtgg gacgtggaga gagggaggag atggaagttg gggtctttat 
240 

tcccacagca ccccacccct acccccgcag acttaactaa ggctggcagt ggccttcaac 
300 

caaaggccat agtgtctggt gtacacagcc ctcttgttcc aagtcccggt aaccactgcc 
360 

tccccttgtc ctagcccctc cgtcttacgc taaccattgt aatttttcta catcctgccc 

420 

acaccattat aaataagtta atgatttatt gtgtcgtctt caaattactg aagtggggag 
480 

tgtgccttct gtttcctgtt gtgacgctgc agataatagc aagtaagtta aacagtaagt 
540 

aaatatttcc tatttcagag gaatataaaa catcacactt agtgcttgct tcagcagcat 
600 

atatactaaa attggaacga tacagagaag attagcatga cccctgcgca aggatggcac 
660 

gcaaattcgt gaagcgttcc atatttttcc cctgcagagc caggcaccct caagaccagt 
720 

ctggtggcta ctccaggcat tgacaagctg accgagaagt cccaggtgtc agaggatggc 
780 

accttgcggt ccctggaacc tgagccccag cagagcttgg aggatggcag cccggctaag 
840 

ggggagccca gccaggcatg gagggagcag cggcgaccgt ccacctcatc agccagtggg 
900 

cagtggagcc caacgccaga gtgggtcctc tcctggaagt cgaagctgcc gctgcagacc 
960 

atcatgaggc tgctgcaggt gctggttccg caggtggaga agatctgcat cgacaagggc 
1020 

ctgacggatg agtctgagat cctgcggttc ctgcagcatg gcaccctggt ggggctgctg 
1080 

cccgtgcccc accccatcct catccgcaag taccaggcca actcgggcac tgccatgtgg 
1140 

ttccgcacct acatgtgggg cgtcatctat ctgaggaatg tggacccccc tgtctggtac 
1200 

gacaccgacg tgaagctgtt tgagatacag cgggtgtgag gatgaagccg acgaggggct 
1260 

cagtctaggg gaaggcaggg ccttggtccc tgaggcttcc cccatccacc attctgagct 
1320 

ttaaattacc acgatcaggg cctggaacag gcagagtggc cctgagtgtc atgccctaga 
1380 

gacccctgtg gccaggacaa tgtgaactgg ctcagatccc cctcaacccc taggctggac 
1440 

tcacaggagc cccatctctg gggctatgcc cccaccagag accactgccc ccaacactcg 
1500 

gactccctct ttaagacctg gctcagtgct ggcccctcag tgcccaccca ctcctgtgct 
1560 

acccagcccc agaggcagaa gccaaaatgg gtcactgtgc cctaaggggt ttgaccaggg 
1620 

aaccacgggc tgtcccttga ggtgcctgga cagggtaagg gggtgcttcc agcctcctaa 
1680 
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cccaaagcca gctgttccag gctccagggg aaaaaggtgt ggccaggctg ctcctcgagg 
1740 

aggctgggag ctggccgact gcaaaagcca gactggggca cctcccgtat ccttggggca 
1800 

tggtgtgggg cggtgagggt ctcctgctat attctcctgg atccatggaa atagcctggc 
1860 

tccctcttac ccagtaatga ggggcaggga agggaactgg gaggcagccg tttagtcctc 
1920 

cctgccctgc ccactgcctg gatggggcga tgccacccct catccttcac ccagctctgg 
1980 

cctctgggtc ccaccaccca gccccccgtg tcagaacaat ctttgctctg tacaatcggc 
2040 

ctctttacaa taaaacctcc tgctccacaa aaaaaaaaaa aaaaaaaaaa aaa 
2093 

<210> 4756 

<211> 188 

<212> PRT 

<213> Homo sapiens 

<400> 4756 



Ser 


Val Pro 


Tyr 


Phe 


Ser 


Pro 


Ala 


Glu 


Pro 


Gly Thr 


Leu 


Lys 


Thr 


Ser 


1 






5 










10 










15 




Leu 


Val Ala 


Thr 


Pro 


Gly 


He 


Asp 


Lys 


Leu 


Thr 


Glu 


Lys 


Ser 


Gin 


Val 






20 










25 










30 






Ser 


Glu Asp 


Gly 


Thr 


Leu Arg 


Ser 


Leu 


Glu 


Pro 


Glu 


Pro 


Gin 


Gin 


Ser 




35 










40 










45 








Leu 


Glu Asp 


Gly 


Ser 


Pro 


Ala 


Lys 


Gly 


Glu 


Pro 


Ser 


Gin 


Ala 


Trp 


Arg 




50 








55 










60 










Glu 


Gin Arg 


Arg 


Pro 


Ser 


Thr 


Ser 


Ser 


Ala 


Ser Gly 


Gin 


Trp 


Ser 


Pro 


65 








70 










75 










80 


Thr 


Pro Glu 


Trp 


Val 


Leu 


Ser 


Trp 


Lys 


Ser 


Lys 


Leu 


Pro 


Leu 


Gin 


Thr 








85 










90 










95 




He 


Met Arg 


Leu 


Leu 


Gin 


Val 


Leu 


Val 


Pro 


Gin 


Val 


Glu 


Lys 


He 


Cys 






100 










105 










110 






He 


Asp Lys 


Gly 


Leu 


Thr 


Asp 


Glu 


Ser 


Glu 


He 


Leu 


Arg 


Phe 


Leu 


Gin 




115 










120 










125 








His 


Gly Thr 


Leu 


Val 


Gly Leu 


Leu 


Pro 


Val 


Pro 


His 


Pro 


He 


Leu 


He 




130 








135 










140 










Arg 


Lys Tyr 


Gin 


Ala 


Asn 


Ser Gly Thr 


Ala 


Met 


Trp 


Phe 


Arg 


Thr 


Tyr 


145 








150 










155 










160 


Met 


Trp Gly 


Val 


He 


Tyr 


Leu Arg 


Asn 


Val 


Asp 


Pro 


Pro 


Val 


Trp 


Tyr 








165 










170 










175 




Asp 


Thr Asp 


Val 


Lys 


Leu 


Phe 


Glu 


He 


Gin 


Arg 


Val 











180 185 

<210> 4757 

<211> 272 

<212> DNA 

<213> Homo sapiens 

<400> 4757 

nccatggaag ccccaacccg gatccgggac actccggaag acatcgtgct ggaagctccg 
60 
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gctagtgggc tggcgttcca 
120 

gacgtattcg tcttttccta 
180 

tcacatctca aggcctgccg 
240 

gtctccaagg acaaagccat 
272 



tccggcccgt gacctactgg 
ctcttgccaa gagggagaaa 
agctgtggcc ttctctgaag 
ccatgttcta ga 



ctgcagggga cgtggacggg 
ccaaggagct ggtcatcagg 
atgggcagaa gctcattact 



<210> 4758 
<211> 90 
<212> PRT 

<213> Homo sapiens 



<400> 4758 

Xaa Met Glu Ala Pro Thr Arg lie Arg Asp Thr Pro Glu Asp lie Val 

15 10 15 

Leu Glu Ala Pro Ala Ser Gly Leu Ala Phe His Pro Ala Arg Asp Leu 

20 25 30 

Leu Ala Ala Gly Asp Val Asp Gly Asp Val Phe Val Phe Ser Tyr Ser 

35 40 4 5 

Cys Gin Glu Gly Glu Thr Lys Glu Leu Val He Arg Ser His Leu Lys 

50 55 60 

Ala Cys Arg Ala Val Ala Phe Ser Glu Asp Gly Gin Lys Leu lie Thr 
65 70 75 80 

Val Ser Lys Asp Lys Ala He His Val Leu 

85 90 



<210> 4759 
<211> 1087 
<212> DNA 

<213> Homo sapiens 



<400> 4759 

nccgcccgct tcgttggcac caatggagag 
60 

actgtcagcg tcccccagga tggctgccgg 
120 

gaattcagct cttctcgagc gggatttctg 
180 

ggccagacga accaaaagtt tgggtttgaa 
240 

tgtccggggt gggagggacc gtgagggagc 
300 

tttgaagcca ccgtattttt cgttacctgt 
360 

tcatcacggt cagtcattcc ttctcctttc 
420 

caagggtcca gcctcctctc accccattcc 
480 

ccctccctcc ccacccaagc ctcacctccc 

540 

taactcagag ctgatgaaca aaagcccccc 
600 



gagctgtctt tcaaccagac gacagcagcc 
ctccggaaag gacagacgaa gacccttttc 
cccctgtggg atgtggcggc cactgacttt 
ctgggccccg tctgcttcag cagctgagag 
cccagaatgg ggtgcatttg gtgctgaggc 
gactatggag ccaatgggat gtgacttcgc 
cagggtgctg ggggctgggg ttccctggcc 
aggtggcata ctgcagtctg gctctttctc 
caccccttga acccccatgc aatgagcttc 
cacccccaat gcctgcctcc tcactcctcc 
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gtcgctgccc ttcacacctt ttggtgctac ccctccccag agttaagcac tggatgtctc 
660 

ctgatcccag gctgggaccc ctacccccac cccctttgat cctttctact tccacggtga 
720 

aaggactgag gtcggactac agagggaaga gggacttccc ttgactgggt tgtgtttctt 
780 

ttcctgcctc agcccagctc tgcaaatccc ctccccctgc ccctcacctc cccaggctca 
840 

ccttgccatg ccaggtggtt tggggaccaa gatgttgggg gggtgaatca ggatcctaat 
900 

ggtgctgccc tatttatacc tgggtctgta ttaaaaggga aagtcccccc tgttgtagat 
960 

ttcatctgct tcctccttag ggaaggctgg gatatgatga gagattccag cccaagcccg 
1020 

gccccccacc gccaggccat agggcataat ttgcatctca aatctgagaa taaactgatg 

1080 

aactgtg 

1087 

<210> 4760 
<211> 78 
<212> PRT 

<213> Homo sapiens 
<400> 4760 

Xaa Ala Arg Phe Val Gly Thr Asn Gly Glu Glu Leu Ser Phe Asn Gin 

15 10 15 

Thr Thr Ala Ala Thr Val Ser Val Pro Gin Asp Gly Cys Arg Leu Arg 

20 25 30 

Lys Gly Gin Thr Lys Thr Leu Phe Glu Phe Ser Ser Ser Arg Ala Gly 

35 40 45 

Phe Leu Pro Leu Trp Asp Val Ala Ala Thr Asp Phe Gly Gin Thr Asn 

50 55 60 

Gin Lys Phe Gly Phe Glu Leu Gly Pro Val Cys Phe Ser Ser 
65 70 75 

<210> 4761 
<211> 3973 
<212> DNA 

<213> Homo sapiens 
c400> 4761 

nccagcccca gcatcgcgcg ccgcagccgc ggccccgcag ctccgccccc ggcccggccc 
60 

ggccccgggc ccgctcgccc gccgccccgc atggagctgt cagccatcgg cgagcaggtg 
120 

ttcgccgtgg agagcatccg gaagaagcgc gtgcggaagg gtaaagtcga gtatctggtg 
180 

aagtggaaag gatggccccc aaagtacagc acgtgggagc cagaagagca catcttggac 
240 

ccccgcctcg tcatggccta cgaggagaag gaggagagag accgagcatc ggggtatagg 
300 

aagagaggtc cgaaacccaa gcggcttctg ctgcagcggc tgtacagcat ggacctgcgg 
360 



3937 



WO 00/58473 



PCT/USOO/08621 



agctcccaca aggccaaggg caaggagaag 
420 

agcgggagcc ctgagggggt ggtcaaggcg 

480 

ttggtgccca ccctgccctt cccgctccgc 
540 

ctctcgcgca agaagttccc gccccgcggg 
600 

gagctcttcc tgcaggagcc accggcccca 
660 

cctgctgcgc agccccctga agaggaggca 
720 

tggacacctg cgctcccctc aagtgaggtg 
780 

accgtcacct tccgcgaggc ccaggcagct 
840 

ttctgaatca ccgtttttac tcttcttaaa 
900 

ccagagatag ggatgggttg ggggcggggt 
960 

caaaagggga gaagatccca ctactctccc 
1020 

ccacgaggcc tcaggctggg gatggagaga 
1080 

gggcaggatg gggacaggat cacctgcccg 
1140 

acgcagcagc tggttctggg agttaaagga 
1200 

gtggccaccc cagcctggtt ggctggtttt 
1260 

accttgaact ctcctctctg gctttgcggt 
1320 

gagtggggcg ggaggaaggg gcaggaggaa 
1380 

cccttcagag aggcttctat ccttcccagg 
1440 

gagctctgcc ctcccctcat cacctggcct 
1500 

acaggtgtgc acgcattacc cttcgcgtgt 
1560 

tggctgcaga cgtgtccaca tgggccttgc 
1620 

acgtggggtg attcacagca caaaagacct 
1680 

catgcacctt gctacctgct tgcggctttc 
1740 

atggcacccc atgctccagg catacagatg 
1800 

gggtgtgcag gcgtctgcta agttgtgtga 
1860 

ccctgtcctt cctcccgtga ggggttcttg 
1920 

ttccaattcc cctctttttc tgccctcccc 
1980 



ctctgcttct ccctgacgtg cccactcggc 
ggggcacctg agctggtgga caagggcccc 
aagccccgaa aggcccacaa gtacctgcgg 
cccaacctgg agagccacag ccatcgacgg 
gacgtcctgc aggcggctgg cgagtgggag 
gatgccgacc tggccgaggg gccccctccc 
accgtgaccg acatcaccgc caactccatc 
gagggcttct tccgagaccg cagtgggaag 
ctgttttctt ttgggcttgg ggtgggactt 
aattatttta tttaaaaaaa taccgagcag 
accacctgcc ctttctctga gggacgttta 
gttgctctgg gagttggggt accaccccca 
ggacaccacc attatcattc tcctctagtg 
gcattggaag gcccaaaccc tctcccttga 
ccccttttct cttgtttcaa ttgggtcttt 
gggctgtgga ggctggtttt gaccaaaagt 
gggttgaggt tacttggggc gagtcccttc 
gaggaggcgc cgctgagacc cttctgctga 
gtgcagaaac gctcatgcac acctggctgc 
acgttcccat gtgccccgtg aaagcatgtg 
gaacctgggt tagaaaccct ggccaggcga 
caccaccaca cctgcactca ccccaccttg 
agtggagggc aggggtctgg cacaggtgcg 
tggtttctcg gctgcaccgg gccaggctgc 
tgtatcagca caggctttga gacgtctgga 
ttctttctga ctcaggtgac ttttcagccc 
tccaactcag ccaacccagg tgtgggcagt 
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cagggaggga gggagtgtcc caccacgttc tcagggcagc ccctgactcc taagcccctt 
2040 

cctccttcca ttctgcatcc cctccccatc caacctaaat gccacagctg gggctgagct 
2100 

gtattcctgt ggagggacct ctgccgtgcc tctctgaggt caggctgtgc tgtgtgatgg 
2160 

gcaggctttg ccccagccca cccctggcaa ggtgcacttg ttttctggtt tgtacaaggt 
2220 

gtcctggggg cccgtggctt ccctgccagt gaggagtgac ttctccctct cttccagtcc 
2280 

tgtaggggag acaaaaccag attggggggc ccaaggggag catggaaaag gccggctccc 
2340 

ctgtctttcc ttggctgtca gagtcagggt aacacacacc aagagtggag tgcggccagc 
2400 

aagtttgaga cctgcccgcc ctcctcgcag ctctgctctg tgtcctcagg aagtcacaga 
2460 

gtctactgag gcaaggagag ggtgattctt tccccaaatc ccttcttccc tggttcccaa 
2520 

accaaagaca gcctgcagcc ctttctgcat ggggtgctct gttgacaggc ttcccagatc 
2580 

cctgagtctc tctttccttc ctcctcgatc tttagttgtc cacggtcaat tcagtgcttc 
2640 

cattgggggg acagtcccct ccgggatgac ctgattcacc tccagcccag ggaatggaat 
2700 

ctagaggaat acgtggggtg ggtctggaca aggagcggca ggaatcacca cccatctcca 
2760 

gctgtggagc cctgtggagg ggaaggggaa gcttggggtt cagaggggac tcttccagga 
2820 

gaggggtgcc cagcggaggt aaagatgata gagggttgtg gggggtctct agttgaatgt 
2880 

tttggcccat gactttggaa catggctggc agcttccagc agaagtcaag ctccccatcc 
2940 

cccagcggac atgggacctt tttcctgctt cctggtcact ttcaaagaac tatttgcgca 
3000 

atctgtgggt ctgtggattc acggggcttt ctgtgtgggt gctgcagttg cttttgtctg 
3060 

cagcagcagg acacatcttt cctcttactc aggcccttta tggcccatgg ggaactccgt 
3120 

ggctcaggga gagctgaact ccaggggtgt gacctgggac gggtgggcct gaggtgccca 
3180 

gctcagggca gccaggtggc tcatgggctg tagtgagcca gctccctggg ggaaaaggct 
3240 

gtgggccgtt aggaccatcc tccaggacag gtgacctcta tgaggtcacc tacggctgtg 
3300 

gccgtgcagg cctccttcca gcccagagtg gcccagtaga gcaaggcaga cagtgacctc 
3360 

cacccccgca gccctcttaa aaggccagta ctcttggggg tggggggagg gtttagaaag 
3420 

catttgccca tctgcctttc tttcccccag cccccacccg ctttgaatgt agagacccgt 
3480 

gggcactttt ccttttgtgg tggggggtgc ggaggaggta cccccacccc tggcacagcc 
3540 

gcctggaatg caggactgtc actgctgttc gggtgatgac ctcgttgcca agctcctcct 
3600 
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gtccccttgt tctgggggca ggcgctgtgc ttctgtgagg tggtttagct tttgctttcg 
3660 

aagtggccag ctgcggccac caggtctcag cacaagagcg cttcctttgc acagaatgag 
3720 

cttcgagctt tgttcagact aaatgaatgt atctgggagg ggtcgggggc acgagttgat 
3780 

tccaagcaca tgcctttgct gagtgtgtgt gtgctgggag agtcagagtg gatgtagagc 
3840 

gcggttttat ttttgtactg acattggtaa gagactgtat agcatctatt tatttagatg 
3900 

atttatctgg taaatgaggc aaaaaaatta ttaaaaatac attaaagatg atttaaaaaa 
3960 

aagaaaaaaa aaa 
3973 

<210> 4762 
<211> 251 
<212> PRT 

<213> Homo sapiens 



<400> 4762 



Met 


Glu 


Leu 


Ser 


Ala 


He 


Gly 


Glu Gin Val 


Phe 


Ala 


Val 


Glu 


Ser He 


1 








5 






10 










15 


Arg 


Lys 


Lys 


Arg 


Val 


Arg 


Lys 


Gly Lys Val 


Glu 


Tyr 


Leu 


Val 


Lys Trp 








20 








25 








30 




Lys 


Gly 


Trp 


Pro 


Pro 


Lys 


Tyr 


Ser Thr Trp 


Glu 


Pro 


Glu 


Glu 


His He 






35 










40 






45 






Leu 


Asp 


Pro 


Arg 


Leu 


Val 


Met 


Ala Tyr Glu 


Glu 


Lys 


Glu 


Glu 


Arg Asp 




50 










55 






60 








Arg 


Ala 


Ser 


Gly 


Tyr 


Arg 


Lys 


Arg Gly Pro 


Lys 


Pro 


Lys 


Arg 


Leu Leu 


65 










70 






75 








80 


Leu 


Gin 


Arg 


Leu 


Tyr 


Ser 


Met 


Asp Leu Arg 


Ser 


Ser 


His 


Lys 


Ala Lys 










85 






90 










95 


Gly Lys 


Glu 


Lys 


Leu 


Cys 


Phe 


Ser Leu Thr 


Cys 


Pro Leu Gly 


Ser Gly 








100 








105 








110 




Ser 


Pro 


Glu 


Gly 


Val 


Val 


Lys 


Ala Gly Ala 


Pro 


Glu 


Leu 


Val 


Asp Lys 






115 










120 






125 






Gly 


Pro 


Leu 


Val 


Pro 


Thr 


Leu 


Pro Phe Pro 


Leu 


Arg 


Lys 


Pro 


Arg Lys 


130 










135 






140 








Ala 


His 


Lys 


Tyr 


Leu 


Arg 


Leu 


Ser Arg Lys 


Lys 


Phe 


Pro 


Pro 


Arg Gly 


145 










150 






155 








160 


Pro 


Asn 


Leu 


Glu 


Ser 


His 


Ser 


His Arg Arg 


Glu 


Leu 


Phe 


Leu 


Gin Glu 










16S 






170 










175 


Pro 


Pro 


Ala 


Pro 


Asp 


Val 


Leu 


Gin Ala Ala 


Gly Glu Trp Glu 


Pro Ala 








180 








185 








190 




Ala 


Gin 


Pro 


Pro 


Glu 


Glu 


Glu 


Ala Asp Ala 


Asp 


Leu 


Ala 


Glu 


Gly Pro 






195 










200 






205 






Pro 


Pro 


Trp 


Thr 


Pro 


Ala 


Leu 


Pro Ser Ser 


Glu 


Val 


Thr 


Val 


Thr Asp 




210 










215 






220 








lie 


Thr 


Ala 


Asn 


Ser 


He 


Thr 


Val Thr Phe 


Arg 


Glu 


Ala 


Gin 


Ala Ala 


225 










230 






235 








240 


Glu Gly 


Phe 


Phe 


Arg 


Asp 


Arg 


Ser Gly Lys 


Phe 











245 250 
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<210> 4763 
<211> 2158 
<212> DNA 

<213> Homo sapiens 
<400> 4763 

nnatttggtg gcaatattaa atcttctcac gaaattactg agaaatctac tgaagaaact 
60 

gagaaactta aaaatgacca gcaggccaag ataccactaa aaaaacgaga aattaaactg 
120 

agtgatgatt ttgacagtcc agtcaaggga cctttgtgta aatcagttac tccaacaaaa 
180 

gagtttttga aagatgaaat aaaacaagag gaagagactt gtaaaaggat ctctacaatc 
240 

actgctttgg gtcatgaagg gaaacagctg gtaaatggag aagttagtga tgaaagggta 
300 

gctccaaatt ttaagacaga accaatagag acaaagtttt atgagacaaa ggaagagagc 
360 

tatagcccct ctaaggacag aaatatcatc acggagggaa atggaacaga gtccttaaat 
420 

tctgtcataa caagtatgaa aacaggtgag cttgagaaag aaacagcccc tttgaggaaa 
480 

gatgcagata gttcaatatc agtcttagag atccatagtc aaaaagcaca aatagaggaa 
540 

cccgatcctc cagaaatgga aacttctctt gattcttctg agatggcaaa agatctctct 
600 

tcaaaaactg ctttatcttc caccgagtcg tgtaccatga aaggtgaaga gaagtctccc 
660 

aaaactaaga aggataagcg cccaccaatc ctagaatgtc ttgaaaagtt agagaagtcc 
720 

aaaaagactt ttcttgataa ggacgcacaa agattgagtc caataccaga agaagttcca 
780 

aagagtactc tagagtcaga aaagcctggc tctcctgagg cagctgaaac ttctccacca 
840 

tctaatatca ttgaccactg tgagaaacta gcctcagaaa aagaagtggt agaatgccag 
900 

agtacaagca ctgttggtgg ccagtctgtg aaaaaagtag acctagaaac cctaaaagag 
960 

gattctgagt tcacaaaggt agaaatggat aatctggaca atgcccagac ctctggcata 
1020 

gaggagcctt ctgagacaaa gggttctatg caaaaaagca aattcaaata taagttggtt 
1080 

cctgaagaag aaaccactgc ctcagaaaat acagagataa cctctgaaag gcagaaagag 
1140 

ggcatcaaat taacaatcag gatatcaagt cggaaaaaga agcccgattc tccccccaaa 
1200 

gttctagaac cagaaaacaa gcaagagaag acagaaaagg aagaggagaa aacaaatgtg 
1260 

ggtcgtactt taagaagatc tccaagaata tctagaccca ctgcaaaagt ggctgagatc 
1320 

agagatcaga aagctgataa aaaaagaggg gaaggagaag atgaggtgga agaagagtca 
1380 

acagctttgc aaaaaactga caaaaaggaa attttgaaaa aatcagagaa agatacaaat 
1440 
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tctaaagtaa gcaaggtaaa acccnnaaag 
1500 

gtggcagatg gaaatattcc agcaatgatg 
1560 

ctgcagcttc agaagaggag gaagaaaagg 
1620 

gatgaaccat gcaaaaaatg tggccttcca 
1680 

tcttgcgata gtggatacca tactgcctgc 
1740 

ggagaatggt tctgcccacc ttgccaacat 
1800 

ttgcaggatt tggatgttgc cttaaagaag 
1660 

ttggtgtatg ttggtatcag tattgaaaac 
1920 

gaagatcaag aagaaaagaa aaaagattca 
1980 

aggtcaacaa gaacaaggaa atgtataagc 
2040 

gatgaagcta ttgaagatga catcaaagaa 
2100 

gatatctcca ccatcacagg tcatcgtggg 
2158 



gcaaagttcg atggactggt tctcggacac 
aaagtgaagg gtctggcagt gaaaaatcat 
aaagtgaaga agccatccnt agcagatgat 
aaccatcctg agctaattct tctgtgtgac 
cttcgccctc ctctgatgat catcccagat 
aaactgctct gtgaaaaatt agaggaacag 
aaagagcgtg ccgaacgaag aaaagaacgc 
atcattcctc cacaagagcc agacttttct 
aaaaaatcca aagcaaactt gcttgaaagg 
tacagatttg atgagtttga tgaagcaatt 
gccgatggag gaggagttgg ccgaggaaaa 
aaagacatct ctactatttt ggatgaaa 



<210> 4764 
<211> 719 
<212> PRT 

<213> Homo sapiens 



<400> 4764 



Xaa 


Phe 


Gly 


Gly Asn 


He 


Lys 


Ser 


1 






5 








Thr 


Glu 


Glu 


Thr Glu 


Lys 


Leu 


Lys 








20 








Leu 


Lys 


Lys 


Arg Glu 


He 


Lys 


Leu 






35 








40 


Lys 


Gly 


Pro 


Leu Cys 


Lys 


Ser 


Val 




50 








55 




Asp 


Glu 


He 


Lys Gin 


Glu 


GlU 


Glu 


65 








70 






Thr 


Ala 


Leu 


Gly His 


Glu Gly Lys 








85 








Asp 


Glu 


Arg 


Val Ala 


Pro 


Asn 


Phe 








100 








Phe 


Tyr 


Glu 


Thr Lys 


Glu 


Glu 


Ser 






115 








120 


He 


He 


Thr 


Glu Gly 


Asn Gly Thr 




130 








135 




Ser 


Met 


Lys 


Thr Gly 


Glu 


Leu 


Glu 


145 








150 






Asp 


Ala 


Asp 


Ser Ser 


He 


Ser 


Val 








165 








Gin 


He 


Glu 


Glu Pro 


Asp 


Pro 


Pro 



Ser 


His 


Glu 


He 


Thr 


Glu Lys 


Ser 




10 










15 




Asn Asp 


Gin 


Gin 


Ala 


Lys 


He 


Pro 


25 










30 






Ser Asp Asp 


Phe 


Asp 


Ser 


Pro 


Val 










45 








Thr 


Pro 


Thr 


Lys 


Glu 


Phe 


Leu 


Lys 








60 










Thr 


Cys 


Lys 


Arg 


He 


Ser 


Thr 


He 






75 










80 


Gin Leu Val Asn Gly 


Glu 


Val 


Ser 




90 










95 




Lys 


Thr 


Glu 


Pro 


He 


Glu 


Thr 


Lys 


105 










110 






Tyr 


Ser 


Pro 


Ser 


Lys 


Asp Arg 


Asn 










125 








Glu 


Ser 


Leu 


Asn 


Ser 


Val 


He 


Thr 








140 










Lys 


Glu 


Thr 


Ala 


Pro 


Leu Arg 


Lys 






155 










160 


Leu 


Glu 


He 


His 


Ser 


Gin 


Lys 


Ala 




170 










175 




Glu 


Met 


Glu 


Thr 


Ser 


Leu Asp 


Ser 
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180 185 190 

Ser Glu Met Ala Lys Asp Leu Ser Ser Lys Thr Ala Leu Ser Ser Thr 

195 200 205 

Glu Ser Cys Thr Met Lys Gly Glu Glu Lys Ser Pro Lys Thr Lys Lys 

210 215 220 

Asp Lys Arg Pro Pro He Leu Glu Cys Leu Glu Lys Leu Glu Lys Ser 
225 230 235 240 

Lys Lys Thr Phe Leu Asp Lys Asp Ala Gin Arg Leu Ser Pro He Pro 

245 250 255 

Glu Glu Val Pro Lys Ser Thr Leu Glu Ser Glu Lys Pro Gly Ser Pro 

260 265 270 

Glu Ala Ala Glu Thr Ser Pro Pro Ser Asn He He Asp His Cys Glu 

275 280 285 

Lys Leu Ala Ser Glu Lys Glu Val Val Glu Cys Gin Ser Thr Ser Thr 

290 295 300 

Val Gly Gly Gin Ser Val Lys Lys Val Asp Leu Glu Thr Leu Lys Glu 
305 310 315 320 

Asp Ser Glu Phe Thr Lys Val Glu Met Asp Asn Leu Asp Asn Ala Gin 

325 330 335 

Thr Ser Gly He Glu Glu Pro Ser Glu Thr Lys Gly Ser Met Gin Lys 

340 345 350 

Ser Lys Phe Lys Tyr Lys Leu Val Pro Glu Glu Glu Thr Thr Ala Ser 

355 360 365 

Glu Asn Thr Glu He Thr Ser Glu Arg Gin Lys Glu Gly He Lys Leu 

370 375 380 

Thr lie Arg He Ser Ser Arg Lys Lys Lys Pro Asp Ser Pro Pro Lys 
385 390 395 400 

Val Leu Glu Pro Glu Asn Lys Gin Glu Lys Thr Glu Lys Glu Glu Glu 

405 410 415 

Lys Thr Asn Val Gly Arg Thr Leu Arg Arg Ser Pro Arg He Ser Arg 

420 425 430 

Pro Thr Ala Lys Val Ala Glu He Arg Asp Gin Lys Ala Asp Lys Lys 

435 440 445 

Arg Gly Glu Gly Glu Asp Glu Val Glu Glu Glu Ser Thr Ala Leu Gin 

450 455 460 

Lys Thr Asp Lys Lys Glu He Leu Lys Lys Ser Glu Lys Asp Thr Asn 
465 470 475 480 

Ser Lys Val Ser Lys Val Lys Pro Xaa Lys Ala Lys Phe Asp Gly Leu 

485 490 495 

Val Leu Gly His Val Ala Asp Gly Asn He Pro Ala Met Met Lys Val 

500 505 510 

Lys Gly Leu Ala Val Lys Asn His Leu Gin Leu Gin Lys Arg Arg Lys 

515 520 525 

Lys Arg Lys Val Lys Lys Pro Ser Xaa Ala Asp Asp Asp Glu Pro Cys 

530 535 540 

Lys Lys Cys Gly Leu Pro Asn His Pro Glu Leu He Leu Leu Cys Asp 
545 550 555 560 

Ser Cys Asp Ser Gly Tyr His Thr Ala Cys Leu Arg Pro Pro Leu Met 

565 570 575 

lie lie Pro Asp Gly Glu Trp Phe Cys Pro Pro Cys Gin His Lys Leu 

580 585 590 

Leu Cys Glu Lys Leu Glu Glu Gin Leu Gin Asp Leu Asp Val Ala Leu 

595 600 605 

Lys Lys Lys Glu Arg Ala Glu Arg Arg Lys Glu Arg Leu Val Tyr Val 
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610 615 620 

Gly He Ser lie Glu Asn He He Pro Pro Gin Glu Pro Asp Phe Ser 

625 630 635 640 

Glu Asp Gin Glu Glu Lys Lys Lys Asp Ser Lys Lys Ser Lys Ala Asn 

645 650 655 

Leu Leu Glu Arg Arg Ser Thr Arg Thr Arg Lys Cys He Ser Tyr Arg 

660 665 670 

Phe Asp Glu Phe Asp Glu Ala He Asp Glu Ala He Glu Asp Asp He 

675 680 685 

Lys Glu Ala Asp Gly Gly Gly Val Gly Arg Gly Lys Asp He Ser Thr 

690 695 700 

lie Thr Gly His Arg Gly Lys Asp He Ser Thr He Leu Asp Glu 
705 710 715 



<210> 4765 
<211> 1707 
<212> DNA 

<213> Homo sapiens 
<400> 4765 

ctgcaggcca agtacaacag cacgagggac atgctggatg atgatgggga caccaccatg 
60 

agcctgcatt ctcaagcctc tgccacaact cggcatccag agccccggcg cacagagcac 
120 

agggctccct cttcaacgtg gcgaccagtg gccctgaccc tgctgacttt gtgcttggtg 

ctgctgatag ggctggcagc cctggggctt ttgttttttc agtactacca gctctccaat 

actggtcaag acaccatttc tcaaatggaa gaaagattag gaaatacgtc ccaagagttg 
300 

caatctcttc aagtccagaa tataaagctt gcaggaagtc tgcagcatgt ggctgaaaaa 
360 

ctctgtcgtg agctgtataa caaagctgga gcacacaggt gcagcccttg tacagaacaa 

tggaaatggc atggagacaa ttgctaccag ttctataaag acagcaaaag ttgggaggac 

tgtaaatatt tctgccttag tgaaaactct accatgctga agataaacaa acaagaagac 

ctggaatttg ccgcgtctca gagctactct gagtttttct actcttattg gacagggctt 
600 

ttgcgccctg acagtggcaa ggcctggctg tggatggatg gaaccccttt cacttctgaa 
660 

ctgttccata ttataataga tgtcaccagc ccaagaagca gagactgtgt ggccatcctt 
720 

aatgggatga tcttctcaaa ggactgcaaa gaattgaagc gttgtgtctg tgagagaagg 
780 

gcaggaatgg tgaagccaga gagcctccat gtcccccctg aaacattagg cgaaggtgac 
840 

tgattcgccc tctgcaacta caaatagcag agtgagccag gcggtgccaa agcaagggct 
900 

agttgagaca ttgggaaatg gaacataatc aggaaagact atctctctga ctagtacaaa 
960 

atgggttctc gtgtttcctg ttcaggatca ccagcatttc tgagcttggg tttatgcacg 
1020 
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tatttaacag tcacaagaag 
1080 

tgtcatctgc cttcttggct 
1140 

atcacctccc tgttttcatg 
1200 

gaggaaatac attgaggtaa 
1260 

gcagtcactt cccagattgt 
1320 

tcatactagt cccttcccaa 
1380 

cccaacaggg atgtcacttg 
1440 

tcctgtgtcc attaagactc 
1500 

gaaatatatc cccatctccg 
1560 

agattaaaga ccagaaaaaa 
1620 

attttcttcc attgacccat 
1680 

tgtaaatact gtgaaaaaaa 
1707 



tcttatttac atgccaccaa 
tagagataac ttttagctct 
tcttccttac acttggtgga 
catccttttc tctgacagtc 
accagcaaat acacaaggaa 
tccatcagta aagaccccat 
atatgagaat ctcaaatctc 
tgataattgt ctcccctcca 
tttcatatca gaactaccgt 
gtgagcctct tcatctgcac 
atttatacct ttcaggtact 
aaaaaaa 



ccaacctcag aaacccataa 
ctttcttctc aatgtctaat 
ataagaaact ttttgaagta 
aagtagtcca tcagaaattg 
ttctttttgt ttgtttcagt 
ctgccttgtc catgccgttt 
aatgccttat aagcattcct 
taggaatttc tcccaggaaa 
ccccgatatt cccttcagag 
ctgtaatagt ttcagttcct 
gaagatttaa taataataaa 



<210> 4766 

<211> 280 

<212> PRT 

<213> Homo sapiens 



<400> 4766 
Leu Gin Ala 
1 

Asp Thr Thr 

Pro Glu Pro 
35 

Pro Val Ala 
50 

Leu Ala Ala 
65 

Thr Gly Gin 

Ser Gin Glu 

Ser Leu Gin 
115 

Ala Gly Ala 
130 

Gly Asp Asn 
145 

Cys Lys Tyr 
Lys Gin Glu 



Lys Tyr Asn Ser 
5 

Met Ser Leu His 
20 

Arg Arg Thr Glu 

Leu Thr Leu Leu 

55 

Leu Gly Leu Leu 
70 

Asp Thr lie Ser 
85 

Leu Gin Ser Leu 
100 

His Val Ala Glu 

His Arg Cys Ser 

135 

Cys Tyr Gin Phe 
150 

Phe Cys Leu Ser 
165 

Asp Leu Glu Phe 



Thr Arg Asp 
10 

Ser Gin Ala 
25 

His Arg Ala 
40 

Thr Leu Cys 

Phe Phe Gin 

Gin Met Glu 
90 

Gin Val Gin 

105 
Lys Leu Cys 
120 

Pro Cys Thr 

Tyr Lys Asp 

Glu Asn Ser 
170 

Ala Ala Ser 



Met Leu Asp Asp 

Ser Ala Thr Thr 

30 

Pro Ser Ser Thr 
45 

Leu Val Leu Leu 
60 

Tyr Tyr Gin Leu 
75 

Glu Arg Leu Gly 

Asn He Lys Leu 

110 

Arg Glu Leu Tyr 
125 

Glu Gin Trp Lys 
140 

Ser Lys Ser Trp 
155 

Thr Met Leu Lys 
Gin Ser Tyr Ser 



Asp Gly 
15 

Arg His 

Trp Arg 

He Gly 

Ser Asn 

80 
Asn Thr 
95 

Ala Gly 

Asn Lys 

Trp His 

Glu Asp 
160 
He Asn 
175 

Glu Phe 
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180 




185 








190 






Phe Tyr Ser 


Tyr 


Trp Thr Gly Leu 


Leu 


Arg Pro Asp Ser Gly Lys 


Ala 


195 




200 








205 








Trp Leu Trp 


Met 


Asp Gly Thr Pro 


Phe 


Thr Ser 


Glu 


Leu 


Phe 


His 


He 


210 




215 






220 










lie lie Asp 


Val 


Thr Ser Pro Arg 


Ser 


Arg Asp 


Cys 


Val 


Ala 


He 


Leu 


225 




230 




235 










240 


Asn Gly Met 


He 


Phe Ser Lys Asp 


Cys 


Lys Glu 


Leu 


Lys 


Arg 


Cys 


Val 






245 




250 








255 




Cys Glu Arg 


Arg 


Ala Gly Met Val 


Lys 


Pro Glu 


Ser 


Leu 


His 


Val 


Pro 




260 




265 








270 






Pro Glu Thr 


Leu 


Gly Glu Gly Asp 
















275 




280 

















<210> 4767 

<211> 1380 

<212> DNA 

<213> Homo sapiens 

<400> 4767 

nngaggaggg gcgcggtagc gccgccagag aggggggtgg gcaatggccg ggccccggaa 
60 

gtggcccctg aggaggtaga tgaatccaag aaggaggact tctcggaggc ggacttggtg 
120 

gacgtgagcg cctacagtgg gctcggggag gactctgcgg gcagtgccct ggaggaggac 
180 

gacgaagacg acgaggggga tggggagccc ccctacgagc ccgagtcggg gtgcgtggag 
240 

atcccggggc tgtcggagga ggaggaccca gccccgagcc ggaagatcca tttcagcacg 
300 

gcgcccatcc aagtgttcag cacttactcc aacgaggatt acgatcgtcg caacgaggat 
360 

gtggatccca tggcagcctc tgctgagtac gagctggaga agcgtgtgga gaggttggag 
420 

ctgttccctg tggagctgga gaaggactcc gagggcctgg gcatcagcat catcggcatg 
480 

ggcgccgggg cagacatggg cctggagaag ctgggtatct tcgtcaagac cgtgacggag 
540 

ggtggtgcgg cccatcggga tggcaggatc caggtgaatg atctcctggt ggaggtggat 
600 

ggaacaagtc tggtgggagt gacccagagc ttcgcggcgt ctgtgctccg gaacaccaag 
660 

ggccgagtgc ggtttatgat tggccgggag cggccgggag agcagagcga agtggcccag 
720 

ctaattcagc agactttgga acaggagcga tggcagcggg agatgatgga gcagagatac 
780 

gcccagtatg gggaggatga cgaggagacg ggagagtatg ccactgacga ggatgaggag 
840 

ctgagcccca cgttcccggg tggtgagatg gccatcgagg tgtttgagct agcggagaac 
900 

gaggatgcac tgtcccctgt ggacatggag cccgagaagc tggtgcacaa gttcaaggag 
960 

ctccagatca agcatgcggt cactgaggca gagatccagc agctgaaaag aaagctgcag 
1020 
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agcctggagc aggagaaggg gcgctggcgg gtggagaagg cgcagttgga gcagagtgtg 
1080 

gaggagaaca aggagcgcat ggagaaactg gaaggctact ggggtgaggc ccagagcctg 
1140 

tgccaggctg tggacgagca cctgcgggag actcaggcgc agtaccaggc cctggagcgc 
1200 

aagtacagca aggccaagcg cctcatcaag gactaccagc agaaggagat cgagttcctg 
1260 

aaaaaggaga ctgcacagcg tcgggttctg gaggagtcgg agctggccag aaaggaggag 
1320 

atggacaagc tcctggacaa gatctcagaa ctggaaggaa acttgcaaac actgaggaat 
1380 

<210> 4768 

<211> 460 

<212> PRT 

<213> Homo sapiens 



<400> 4768 



Xaa 


Arg 


Arg 


Gly 


Ala 


val 


Ala 


Pro Pro 


Glu 


Arg Gly 


Val 


Gly 


Asn 


Gly 


1 








5 








10 










15 




Arg 


Ala 


Pro 


Glu 


Val 


Ala 


Pro 


Glu Glu 


Val 


Asp 


Glu 


Ser 


Lys 


Lys 


Glu 






20 








25 










30 






Asp 


Phe 


Ser 


Glu 


Ala 


Asp 


Leu 


Val Asp 


Val 


Ser 


Ala 


Tyr 


Ser 


Gly 


Leu 






35 










40 








45 








Gly 


Glu 


Asp 


Ser 


Ala 


Gly 


Ser 


Ala Leu 


Glu 


Glu 


Asp 


Asp 


Glu 


Asp 


Asp 




50 










55 








60 










Glu 


Gly 


Asp 


Gly 


Glu 


Pro 


Pro 


Tyr Glu 


Pro 


Glu 


Ser 


Gly 


Cys 


Val 


Glu 


65 










70 








75 










80 


lie 


Pro 


Gly 


Leu 


Ser 


Glu 


Glu 


Glu Asp 


Pro 


Ala 


Pro 


Ser 


Arg 


Lys 


He 










85 








90 










95 




His 


Phe 


Ser 


Thr 


Ala 


Pro 


He 


Gin Val 


Phe 


Ser 


Thr 


Tyr 


Ser 


Asn 


Glu 








100 








105 










110 






Asp 


Tyr 


Asp 


Arg 


Arg 


Asn 


Glu 


Asp Val 


Asp 


Pro 


Met 


Ala 


Ala 


Ser 


Ala 






115 










120 








125 








Glu 


Tyr 


Glu 


Leu 


Glu 


Lys 


Arg 


Val Glu 


Arg 


Leu 


Glu 


Leu 


Phe 


Pro 


Val 




130 










135 








140 










Glu 


Leu 


Glu 


Lys 


Asp 


Ser 


Glu 


Gly Leu 


Gly 


He 


Ser 


He 


He 


Gly 


Met 


145 










150 








155 










160 


Gly 


Ala 


Gly 


Ala 


Asp 


Met 


Gly 


Leu Glu 


Lys 


Leu Gly 


He 


Phe 


Val 


Lys 










165 








170 










175 




Thr 


Val 


Thr 


Glu 


Gly 


Gly 


Ala 


Ala His 


Arg 


Asp Gly 


Arg 


He 


Gin 


Val 








180 








185 










190 






Asn 


Asp 


Leu 


Leu 


Val 


Glu 


Val 


Asp Gly 


Thr 


Ser 


Leu 


Val 


Gly 


Val 


Thr 






195 










200 








205 








Gin 


Ser 


Phe 


Ala 


Ala 


Ser 


Val 


Leu Arg 


Asn 


Thr 


Lys 


Gly 


Arg 


Val 


Arg 




210 










215 








220 










Phe 


Met 


He 


Gly 


Arg 


Glu 


Arg 


Pro Gly 


Glu 


Gin 


Ser 


Glu 


Val 


Ala 


Gin 


225 










230 








235 










240 


Leu 


lie 


Gin 


Gin 


Thr 


Leu 


Glu 


Gin Glu 


Arg 


Trp 


Gin 


Arg 


Glu 


Met 


Met 










245 








250 










255 




Glu 


Gin 


Arg 


Tyr 


Ala 


Gin 


Tyr 


Gly Glu 


Asp 


Asp 


Glu 


Glu 


Thr 


Gly 


Glu 








260 








265 










270 






Tyr 


Ala 


Thr 


Asp 


Glu 


Asp 


Glu 


Glu Leu 


Ser 


Pro 


Thr 


Phe 


Pro 


Gly 


Gly 
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275 




280 








ih a ^ 

285 








Glu 


Met 


Ala He Glu Val 


Phe 


Glu 


Leu 


Ala 


Glu Asn 


Glu 


Asp 


Ala 


Lieu 




290 




295 








A » A 

300 










Ser 


Pro 


Val Asp Met Glu. Pro 


Glu 


Lys 


Leu 


Val His 


T m • mm 

Lys 


pne 


Lys 


ulU 


305 




310 










315 








320 


Leu 


Gin 


He Lys His Ala 


Val 


Thr 


Glu 


Ala 


Glu He 


Gin 


Gin 


▼ — - - 

Leu 


Lys 






325 








330 








335 




Arg 


Lys 


Leu Gin Ser Leu 


Glu 


Gin 


Glu 


Lys 


Gly Arg 


Trp 


Arg 


Val 


Glu 


340 






345 








350 






Lys 


Ala 


Gin Leu Glu Gin 


Ser 


Val 


Glu 


Glu 


Asn Lys 


Glu 


Arg 


Met 


Glu 




355 




360 








365 








Lys 


Leu 


Glu Gly Tyr Trp Gly 


Glu 


Ala 


Gin 


Ser Leu 


Cys 


Gin 


Ala 


Val 




370 




375 








380 










Asp 


Glu 


His Leu Arg Glu 


Thr 


Gin 


Ala 


Gin 


Tyr Gin 


Ala 


Leu 


Glu 


Arg 


385 




390 










395 








400 


Lys 


Tyr 


Ser Lys Ala Lys 


Arg 


Leu 


He 


Lys 


Asp Tyr 


Gin 


Gin 


Lys 


Glu 






405 








410 








415 




He 


Glu 


Phe Leu Lys Lys 


Glu 


Thr 


Ala 


Gin 


Arg Arg 


Val 


Leu 


Glu 


Glu 






420 






425 








430 






Ser 


Glu 


Leu Ala Arg Lys 


Glu 


Glu 


Met 


Asp 


Lys Leu 


Leu 


Asp 


Lys 


He 






435 




440 








445 








Ser 


Glu 


Leu Glu Gly Asn 


Leu 


Gin 


Thr 


Leu 


Arg Asn 












450 




455 








460 











<210> 4769 

<211> 1533 

<212> DNA 

<213> Homo sapiens 

<400> 4769 

tttttttttt tttttttttt tttttttttt tttttttttt ttttttgtcc aaaactcttc 
60 

tttatttcaa gatgatgttt ctgtggctat gtgtggtatg tggtataaat ctcaatctat 
120 

ggtcacacga ggggcatttt ccttgttgta agtgtagtct aaaccagtag gaaggaggtt 
180 

taattgccaa aaccagcgag aactcgggca ctgtggatac tacagtgggc agctgaacga 
240 

ggaccaagga gaatgtctaa gaggcctcca gccctgcgct cagtgaagac aggacaggaa 
300 

caacagagca tacatacctt ggaagggtgt gttctgatat actcgtatgg aaagttctga 
360 

caggttttct ccctgggaag tgcagcacat accccaacac actggctctg ccagtgtgcc 
420 

aatcccagat ggtgcttgct ttgtgtgcac ccacacccaa acccctgccc tcccatatgc 
480 

tcttctgtgt gcccaggtag gccctgccct caggcagcag cttctgaaca cattcctctt 
540 

ggcgcagaca aaagaaagta cttcgtctgt ggaattcgag gctgagcctg agttctagca 
600 

caagaagacc gttgcagtcc agagatgaga aactggacca gaggcaaatc atgaacagaa 
660 

cgggagtcaa gagaaggggt ttctaagatg gagaagtggg ggcgggtgtg gatccagtgg 
720 
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gatgtggctt ccccaggttg caaccccaag gaagtctctg gaagcagcac cagtcctgat 
780 

gggggagcag aagagctgcc atcctcagtc agggtccgag tcagggtccg aggagagctg 
840 

ctgctccata gtctcgcaca tggcatcctg cagggacgta agatgacccc ggggactcat 
900 

ccccattggc tggatgactc tgttcctgtt ggggaaaggt gcagtggggc tggagagctt 
960 

gtcaaacatg gtcaccagct tcatggcctc gtgctccttc tgctcctctg tcatgccctc 
1020 

catagggtta ggcggcttct cctccaccct cccggtcaca gggtttatgc tggctttggc 
1080 

ttccttgtac tcatctgtgt ctgtgtcctc atcctctgag tactggccct cgggccggcc 
1140 

tcctgccatg aggcccctgg cagccagaag gccagcagca ttcccatagc ctgtgtactt 
1200 

gatgaatcgg ggcacactct cagagcacag gacaaacaag aactcggcag ccaccctctt 
1260 

cacatctgtg tccaggtgtg tcatgaggcg gacaagcttg tttcggagca ggtcccccac 
1320 

ctcaggccga gtcctcacat cccgcagagg gggcaggacc tgggccttca ggaacttcct 
1380 

ggcaggacgg tgcatgcggg cacattctgt caacacgctc agcaccggtg ccacacactc 
1440 

cttcagcctg tgggtctggt gcagacgctt ctctaggaag gcaaggaggg cattgatcac 
1500 

atccatatta actcccataa actctaagga tec 
1533 

<210> 4770 
<211> 237 
<212> PRT 

<213> Homo sapiens 



<400> 4770 



Met 


Gly 


val 


Asn 


Met 


Asp 


Val 


lie 


Asn 


Ala 


Leu Leu 


Ala 


Phe 


Leu 


Glu 


1 






5 










10 








15 




Lys 


Arg 


Leu 


His 


Gin 


Thr 


His 


Arg 


Leu 


Lys 


Glu Cys 


val 


Ala 


Pro 


Val 








20 










25 








30 






Leu 


Ser 


Val 


Leu 


Thr 


Glu 


Cys 


Ala 


Arg 


Met 


His Arg 


Pro 


Ala 


Arg 


Lys 






35 










40 








45 








Phe 


Leu 


Lys 


Ala 


Gin 


Val 


Leu 


Pro 


Pro 


Leu 


Arg Asp 


Val 


Arg 


Thr 


Arg 




50 










55 








60 










Pro 


Glu 


Val 


Gly 


Asp 


Leu 


Leu 


Arg 


Asn 


Lys 


Leu Val 


Arg 


Leu 


Met 


Thr 


65 










70 










75 








80 


His 


Leu 


Asp 


Thr 


Asp 


Val 


Lys 


Arg 


Val 


Ala 


Ala Glu 


Phe 


Leu 


Phe 


Val 










85 










90 








95 




Leu 


Cys 


Ser 


Glu 


Ser 


Val 


Pro 


Arg 


Phe 


He 


Lys Tyr 


Thr 


Gly 


Tyr 


Gly 








100 










105 








110 






Asn 


Ala 


Ala 


Gly 


Leu 


Leu 


Ala 


Ala 


Arg 


Gly 


Leu 'Met 


Ala 


Gly 


Gly 


Arg 






115 










120 








125 








Pro 


Glu 


Gly 


Gin 


Tyr 


Ser 


Glu 


Asp 


Glu 


Asp 


Thr Asp 


Thr 


Asp 


Glu 


Tyr 




130 










135 








140 










Lys 


Glu 


Ala 


Lys 


Ala 


Ser 


lie 


Asn 


Pro 


Val 


Thr Gly 


Arg 


Val 


Glu 


Glu 
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145 

Lys Pro Pro Asn 

Glu Ala Met Lys 

180 

Ala Pro Phe Pro 
195 

Pro Arg Gly His 
210 

Glu Gin Gin Leu 
225 



150 

Pro Met Glu Gly 
165 

Leu Val Thr Met 

Asn Arg Asn Arg 

200 

Leu Thr Ser Leu 
215 

Ser Ser Asp Pro 
230 



155 

Met Thr Glu Glu 
170 

Phe Asp Lys Leu 
185 

Val lie Gin Pro 

Gin Asp Ala Met 

220 

Asp Ser Asp Pro 
235 



160 

Gin Lys Glu His 
175 

Ser Ser Pro Thr 
190 

Met Gly Met Ser 
205 

Cys Glu Thr Met 
Asp 



<210> 4771 

<211> 2653 

<212> DNA 

<213> Homo sapiens 



<400> 4771 




nttttttttt 


ttttttatgg 


60 




gggtggggtg 


ggctgcctgg 


120 




tgggcaccac 


aggtaaggca 


180 




ctccccacac 


tcctcacccc 


240 




catagctggt 


ctgaggctgt 


300 




cgcagatgga ggggagggtg 


360 




ggtgtcgcca 


gccccggctg 


420 




caggcctggc 


cggggcaggt 


480 




gaggcagcag 


gcacctagtg 


54 0 




acatgcgtga gtcttggcgt 


600 




ggtccccgcc 


agagctcccc 


660 




gagctgccgc 


tggctgctcc 


720 




gacagcagca 


ggggagacgc 


7B0 




caggccgtgc 


cctttcccag 


840 




aaaggggcac 


acagaggcag 


900 




agccttcttg gccttcatga 


960 




tccccacacg 


cactcagact 


1020 




cccaggctag 


accctccata 


1080 





cttctttgag tctttatttc 
ctgaggctcc tgtagaccca 
ctgcctgggg gctggaggag 
agaccgggga agctggatat 
ggtttacacg caggcacagg 
agccgtcgtg ggagaactgg 
cattggtggg tgaggcaggt 
tgtgggggac caaggagccc 
gtgccactgg gacacccggc 
ctacaccccc ctcggggcca 
cagagtggac ttggctccgc 
acgtctgaga ccacgcgacg 
tgggtggttc tgtggccaag 
ggggcacact gggcatttct 
tggggaagct ggagttcttg 
agggcctggc ttgctgggct 
agaccctccg tacacaccca 
cacacccagg ctagaccctc 



cttggtgagg cagggcccca 
ccaacctagg ggcacttttc 
gctggaggag gatgcccaag 
cctccgtgtt gtcctctccc 
taggcgattc tgagcatcaa 
cccaagacca gcacctggct 
ctggctggag tctgggtctg 
tgggtgtgaa ccccactgtg 
tccaggactc cggatgtcac 
gtgggtgagc agtggcccgt 
cggacacagt gccctgctct 
ttgcctcatg aactgacgtg 
cacagcccgt gtcaggagca 
caatggcctt cacaggacgc 
ggctggcagg gaatggtggc 
aaggtcacag tgttctgagg 
ggctagaccc tccatactca 
catactcacc caggctagac 
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cctccataca cacccaggct agaccctcca 
1140 

cccaggctag atcctccata cacacccagg 
1200 

cctccgtact cacccaggct agaccctccg 
1260 

cccaggctag accctccgta cacacccaga 
1320 

tgcctcctca ggaattacca gcagagaatg 
1380 

taggtttatc cccaaaggag cggaagctgt 
1440 

aggggctggg gcatcctaga gaagggccct 
1500 

tctatcccac ccaccagccg gcccccaggc 
1560 

cagggaggtt ctgggatccc caagtggtcc 
1620 

tataaattag actctgctgt ggcaataaat 
1680 

aagcaagaaa gactagagaa aataaaacag 
1740 

tgcagagtaa agccagatgt tgtccaagac 
1800 

gcaacaaggg gtgtggtgca attatttaat 
1860 

gaaaaggtta aggaagctgg aagttctatg 
1920 

tccaagaaag atttcatcag tgttttgaga 
1980 

tcaagcagga agaaaccaaa agccaaacag 
2040 

tggacgatcc tacgtgatga tttcatgatg 
2100 

agtgatgggc cagatgacag cagaccagaa 
2160 

ataggaaata caattgcagt cgttttattt 
2220 

ttggggaatt ataaggatac catttgtaag 
2280 

tttccccttt tcatgtacac tttatatata 
2340 

ataattttaa gcattgttcc tcagaacatt 
2400 

gagatgtgca ttttgccagg atcatattgg 
2460 

accaatgttt tcagaaatac agtactaatt 
2520 

tctgccttct aacttataga ctcaactatg 
2580 

ttttgctttg tgttgggaag ttattgagaa 
2640 

ttttcaaaaa aaa 
2653 



tactcaccca ggctagaccc tccatactca 
ctagactctc cgtactcacc caggctagat 
tactcaccca ggctagaccc tccgtacaca 
ctagaggctt ggggctgaga aaagcagtca 
cccagccctc ttgatagtag caataattaa 
ggaatcctcc ccggcaatag gtcttagggt 
aaatcaggcg ctcagtgtcc ggaacgcagg 
ctcccttcct cagtccttcc aggatatcgt 
gaatccgggc tctaaggagt gtccgtggca 
aagaagctgg aaaaggaaaa agaaaagtta 
cgtgataaga ggctggagtg ggaaatgatg 
aaagagacag agagaaatct tcagagaatt 
gctgttcaga aacatcaaaa gaatgttgat 
agaaagcgtg ctaagttgat atcaactgtt 
gggatggatg gaagtacaaa tgagactgct 
actgaagtga aatcagaaga aggcccaggt 
ggagcatcta tgaaagactg ggacaaggaa 
tctgcaagtg actctgatac ataaagcatc 
tttctagaaa aatatgtcat cctctgatag 
aaagccaaaa gacttttgcc agatttcata 
cttcattaaa attatatttt aaacccttgt 
tgtaaaagga tatatttctg cttgaccagc 
tcatgtctat tggtgtatta tttcagtatc 
catcattaaa ctctttgaag ttaatatttt 
tatctgtagt ttttgggaat ggttggtgtt 
aacctatata ataaaattta aaattatagt 
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<210> 4772 

<211> 182 

<212> PRT 

<213> Homo sapiens 



<400> 4772 




Gly Val 


Ser Val 


Ala 


1 




5 


Lys Leu 


Glu Lys 


Glu 




20 




lie Lys 


Gin Arg 


Asp 




35 




Lys Pro 


Asp Val 


Val 


50 






lie Ala 


Thr Arg 


Gly 


65 






Gin Lys 


Asn Val 


Asp 






85 


Lys Arg Ala Lys 


Leu 




100 




Val Leu Arg Gly 


Met 




115 




Lys Lys 


Pro Lys 


Ala 


130 






Gly Trp 


Thr lie 


Leu 


145 






Asp Trp Asp Lys 


Glu 






165 


Ala Ser Asp Ser 


Asp 



180 



Tyr Lys Leu Asp Ser Ala 

10 

Lys Glu Lys Leu Lys Gin 

25 

Lys Arg Leu Glu Trp Glu 
40 

Gin Asp Lys Glu Thr Glu 
55 

Val Val Gin Leu Phe Asn 
70 75 
Glu Lys Val Lys Glu Ala 

90 

lie Ser Thr Val Ser Lys 

105 

Asp Gly Ser Thr Asn Glu 
120 

Lys Gin Thr Glu Val Lys 
135 

Arg Asp Asp Phe Met Met 
150 155 
Ser Asp Gly Pro Asp Asp 

170 

Thr 



Val Ala lie Asn Lys 

15 

Glu Arg Leu Glu Lys 
30 

Met Met Cys Arg Val 
45 

Arg Asn Leu Gin Arg 
60 

Ala Val Gin Lys His 

80 

Gly Ser Ser Met Arg 

95 

Lys Asp Phe lie Ser 
110 

Thr Ala Ser Ser Arg 
125 

Ser Glu Glu Gly Pro 
140 

Gly Ala Ser Met Lys 

160 

Ser Arg Pro Glu Ser 

175 



<210> 4773 

<211> 319 

<212> DNA 

<213> Homo sapiens 



<400> 4773 
gctagcagga 
60 

gaggagtctc 
120 

tgctgcaggc 
180 

cgggcggcaa 
240 

agcctggacc 
300 

ccccaacccc 
319 



ggggaggtaa 
cagtgggagg 
cccagcccag 

tggggtggcg 
cagcatccca 
ttcacgcgt 



attaagtaaa 
ggcagctcag 
gcccaaccca 
agtacttgcc 
tctcctcagc 



tggagatggc 
agagcaacag 
agcagtctct 
tggacccagc 
tctcagggag 



ctgggatgca 
agggagataa 
tcccacccag 
atcccatctc 
gtggaagctg 



ggccagctgg 
gattcctaaa 
cccccaggcc 
ctcagctctc 
ggaaccccac 



<210> 4774 
<211> 91 
<212> PRT 
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<213> Homo sapiens 



<400> 4774 

Met Gin Ala Ser Trp Glu Glu Ser ^Pro Val Gly Gly Ala Ala Gin Arg 

1 5 10 15 

Ala Thr Glu Gly Asp Lys He Pro Lys Cys Cys Arg Pro Gin Pro Arg 

20 25 30 

Pro Asn Pro Ser Ser Leu Phe Pro Pro Ser Pro Gin Ala Arg Ala Ala 

35 40 45 

Met Gly Trp Arg Val Leu Ala Trp Thr Gin His Pro He Ser Ser Ala 

50 55 60 

Leu Ser Leu Asp Pro Ala Ser His Leu Leu Ser Ser Gin Gly Gly Gly 
65 70 75 80 

Ser Trp Glu Pro His Pro Gin Pro Leu His Ala 

85 90 



<210> 4775 

<211> 433 

<212> DNA 

<213> Homo sapiens 



<400> 4775 
ggatcccaca 
60 

tatgctggat 
120 

tgggcttaaa 
180 

aaggtggaga 
240 

tggctgcact 
300 

cccttgcact 
360 

tttcagtttt 
420 

ccccgcttaa 
433 



ggagatacct 
cttttggagg 
catgaaccaa 
ggggtgaaat 
gccctccttg 
tgctctctct 
tgctcacctt 
acg 



gacaaggact 
aaaaaataat 
catggcggat 
gaaaagactc 
ctatttcttt 
gcttctccta 
cttgaaaagg 



aagaggaggc 
tgtcaggaga 
gcttcaagca 
gcctcttctt 
gaacgtgcca 
actatacatg 
ccttctctga 



ttcccagagg 
aaaggagtga 

agtggggttg 

cccccactaa 
accataccgc 
cggctcatcc 
ccattctgtt 



gcataacacc 
aaaagacctt 
ctgggcccta 
ctccctcctc 
gacctcactg 
tgtaacttcc 
taatattcca 



<210> 4776 

<211> 97 

<212> PRT 

<213> Homo sapiens 



<400> 4776 
Met Ala Asp Ala 
1 

Arg Gly Glu Met 

20 

Leu Trp Leu His 
35 

Thr Ala Thr Ser 
50 

He His Ala Ala 



Ser Ser Lys Trp 
5 

Lys Arg Leu Ala 

Cys Pro Pro Cys 

40 

Leu Pro Leu His 
55 

His Pro Val Thr 



Gly Cys Trp Ala 
10 

Ser Ser Ser Pro 
25 

Tyr Phe Phe Glu 

Leu Leu Ser Leu 

60 

Ser Phe Gin Phe 



Leu Lys Val Glu 
15 

Thr Asn Ser Leu 
30 

Arg Ala Asn His 
45 

Leu Leu Leu Thr 
Leu Leu Thr Phe 
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65 70 75 80 

Leu Lys Arg Pro Ser Leu Thr lie Leu Phe Asn He Pro Pro Arg Leu 

85 9° 95 

Asn 



<210> 4777 
<211> 2200 
<212> DNA 

<213> Homo sapiens 



<40O> 4777 

gcggccgctg cccgccttaa tcgactgaag aagaaggagt acgtgatggg gctggagagt 
60 

cgagtccggg gtctggcagc cgagaaccag gagctgcggg ccgagaatcg ggagctgggc 
120 

aaacgcgtac aggcactgca ggaggagagt cgctacctac gggcagtctt agccaacgag 
180 

actggactgg ctcgcttgct gagccggctg agcggcgtgg gactgcggct gaccacctcg 
240 

ctcttcagag actcgcccgc cggtgaccac gactacgctc tgccggtggg aaagcagaag 
300 

caggacctgc tggaagagga cgactcggcg ggaggagtct gtctccatgt ggacaaggat 
360 

aaggtgtcgg tggagttctg ctcggcgtgc gcccggaagg cgtcgtcttc tcttaaaatt 
420 

ttctttttta ggtgatttcc ttcctgccag gctccgttgt aggggttaca gaacagtcgt 
480 

tcccgcctca caacctgtgg atacagctgt tggggcagaa gagacgggac cagctgctgg 
540 

ccacatttcc tgctttattt taaaaggtag tataagaaat gaggaaaaag aggtaatatc 
600 

agggcttctg ctgtttttta tttttaacat gttcataatt aaaaagtatt ttccagcagt 
660 

ccaaagatgt aagttatctt acacataaaa tgttttattt tgttatttgg ttatgaaaat 
720 

ggaatccttg ttcttgcaca actgtaaatg ttttgttgct agataatacg atttgagacc 
780 

tgaattggtc tttggtttcc agtgcatcac agcatatttt gtaaaatcat ctactactgc 
840 

acttgagcat gaatgggtag tagccaaact cacaaattgg agtgatgaac ctgcttatac 
900 

ctaagggcag gagcaagccc ctcacaatgc agctgcatgg gtttttagtg cctactgaat 
960 

tatatatata tatacatata tatatatata tataaaccaa aagtagttgg aaagattatt 
1020 

tgaaatgact aatttgtgct atctttatga aatatgttaa atgtagcttt tttgaaacag 
1080 

aagccttgaa ttgaaattta actaatactt gaacattttg tatatatttc tttgtatata 
1140 

attttgtgca gtaccaatga caaaaatatg gtgtcataat aaaaccaggt ttgttgatct 
1200 

tttagttatg ggctcaaaga atttattcat ctctaacatg atattggaaa ataatggatg 
1260 
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aaaataggaa aaatgattgt taatgctgac 
1320 

aagttcattt ttctaaaaac tataacattc 
1380 

cttttcctgc attatttgaa attgtgggct 
1440 

ttgagatact ttgaaattcc aagtgtagat 
1500 

tttggaatta cttgataaga acttttgaaa 
1560 

gctgctttgt taggttcctt atgttttatt 
1620 

tttttttcta gttttggtga cttagtgatt 
1680 

tgtttttaca tggtaattgc atgtacttag 
1740 

tggtcatatt tatgtgtaag cacattttac 
1800 

gatctgttta tttcagtatg tagtaaacaa 
1860 

aattaaaaaa gttatgatta atgtgaaact 
1920 

ctggatgatt agcacatgga taaaggagat 
1980 

atttctaggt ttggctctat ttactgtaat 
2040 

cttttgtttt tcttctaaat gtgcctctgg 
2100 

tttttaatat ttgtcttttg atggtggcag 
2160 

atattttgac ctactatttc tatcatattg 
2200 

<210> 4778 
<211> 144 
<212> PRT 

<213> Homo sapiens 



<400> 4778 






Ala 


Ala 


Ala 


Ala 


Arg Leu Asn Arg 


1 








5 


Gly 


Leu 


Glu 


Ser 


Arg Val Arg Gly 








20 




Arg 


Ala 


Glu 


Asn 


Arg Glu Leu Gly 




35 




40 


Glu 


Ser 


Arg 


Tyr 


Leu Arg Ala Val 




50 






55 


Arg 


Leu 


Leu 


Ser 


Arg Leu Ser Gly 


65 








70 


Leu 


Phe 


Arg 


Asp 


Ser Pro Ala Gly 










85 


Gly 


Lys 


Gin 


Lys 


Gin Asp Leu Leu 








100 




Val 


Cys 


Leu 


His 


Val Asp Lys Asp 



tgtgggtctt aaaaggttct ggaaagcagt 
tgttggagta ttttcttcct tacgtcaata 
ggggagaaac agtagtcaaa gctttctgaa 
ttttagaatg tcattttata aatggcagtt 
atggaaggat tagtatggcc tatttttaaa 
aactgtcttt tctcagtttc catttcattt 
ttgtcatttt ttacatcaac ttcatggtct 
gatctatcta ataggggctt taaataaatt 
tgtaaatgtt tgggtttctg aatttaaaca 
tatcttaaag tgtccgattc actacttgtt 
gttgtcttac tatttttaga aaattgtgtt 
ttctggaata taaaatggat tgtttttgaa 
ggttgaaaac aatttagtat ttgggtgacc 
taaaatacag aactagacta aagatgtagc 
gagttcatac attaattgaa ctaacacatc 
acttactgtt 



Leu 


Lys 


Lys 


Lys 


Glu 


Tyr 


Val 


Met 




10 










15 




Leu 


Ala 


Ala 


Glu 


Asn 


Gin 


Glu 


Leu 


25 










30 






Lys 


Arg 


Val 


Gin 


Ala 


Leu 


Gin 


Glu 










45 








Leu 


Ala 


Asn 


Glu 


Thr Gly 


Leu 


Ala 








60 










Val 


Gly Leu Arg 


Leu 


Thr 


Thr 


Ser 






75 










80 


Asp 


His 


ASp 


Tyr 


Ala 


Leu 


Pro 


Val 




90 










95 




Glu 


Glu 


Asp 


Asp 


Ser 


Ala 


Gly 


Gly 


105 










110 






Lys 


Val 


Ser 


Val 


Glu 


Phe 


Cys 


Ser 
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115 120 125 

Ala Cys Ala Arg Lys Ala Ser Ser Ser Leu Lys He Phe Phe Phe Arg 
130 135 140 

<210> 4779 

<211> 4467 

<212> DNA 

<213> Homo sapiens 

<400> 4779 

gcggaccggc cgggtggagg ccacacgcta ccccgaggct gcgtaggccg cgcgaagggg 
60 

gacgccgtgc cgtgggcctg gggtcggggg agcagcagac cgggaagcac cgtgaggacc 
120 

gaggatttgg ggtggaaggc aggcatggtc aaacccattt cactgacagg agagcagaga 
180 

caggacgtgt ctctctccac gtcttccagc cagtaaaaga agccaagctg gagcccaaag 
240 

ccaggtgttc tgactcccag cgtgggggtc cctgcaccaa ccatgagccg cctgctctgg 
300 

aggaaggtgg ccggcgccac cgtcgggcca gggccggttc cagctccggg gcgctgggtc 
360 

tccagctccg tccccgcgtc cgaccccagc gacgggcagc ggcggcggca gcagcagcag 
420 

cagcagcagc agcagcagca gcagcaacag cagcctcagc agccgcaagt gctatcctcg 
480 

gagggcgggc agctgcggca caacccattg gacatccaga tgctctcgag agggctgcac 
540 

gagcaaatct tcgggcaagg aggggagatg cctggcgagg ccgcggtgcg ccgcagcgtc 
600 

gagcacctgc agaagcacgg gctctggggg cagccagccg tgcccttgcc cgacgtggag 
660 

ctgcgcctgc cgcccctcta cggggacaac ctggaccagc acttccgcct cctggcccag 
720 

aagcagagcc tgccctacct ggaggcggcc aacttgctgt tgcaggccca gctgcccccg 
780 

aagcccccgg cttgggcctg ggcggagggc tggacccggt acggccccga gggggaggcc 
840 

gtacccgtgg ccatccccga ggagcgggcc ctggtgttcg acgtggaggt ctgcttggca 
900 

gagggaactt gccccacatt ggcggtggcc atatccccct cggcctggta ttcctggtgc 
960 

agccagcggc tggtggaaga gcgttactct tggaccagcc agctgtcgcc ggctgacctc 
1020 

atccccctgg aggtccctac tggtgccagc agccccaccc agagagactg gcaggagcag 
1080 

ttagtggtgg ggcacaatgt ttcctttgac cgagctcata tcagggagca gtacctgatc 
1140 

cagggttccc gcatgcgttt cctggacacc atgagcatgc acatggccat ctcagggcta 
120O 

agcagcttcc agcgcagtct gtggatagca gccaagcagg gcaaacacaa ggtccagccc 
1260 

cccacaaagc aaggccagaa gtcccagagg aaagccagaa gaggcccagc gatctcatcc 
1320 
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tgggactggc tggacatcag 
1380 

ggggggcctc ccttagagaa 
1440 

attcgtgaga acttccagga 
1500 

gaggttttcc agcagcagct 
1560 

gccggcatgc tggagatggg 
1620 

ctggcagagg cacagggcac 
1680 

gatctggcca atgatgcctg 
1740 

ctctgggacc tggagtggga 
1800 

aaggaaccag ccacagccag 
1860 

atggatcagg aagacctcgg 
1920 

gcccgcgcct gcttgcagaa 
1980 

caccttcctg gacaccctgg 
2040 

tggaccccgg gccccagcct 
2100 

cttacctggg atggcttccc 
2160 

cctgggcggc gggacaacct 
2220 

gtggtctgcc cctacagagc 
2280 

aagcagcagc tgatgcccca 
2340 

agtgccatat ggcaaacggt 
2400 

atggagaact tgcgagctgc 
2460 

cccaaggaca cccagcccag 
2520 

cctggctgct ggtttttcaa 
2580 

ccctttgcca aggacttcct 
2640 

ggtgccagtg ggccccgtgc 
2700 

cataaacgta tcagctccca 
2760 

gtgatcaggc accccgacta 
2820 

gtgactgccg gcaccatcac 
2880 

gcccggcctg accgagtagg 
2940 



cagtgtcaac agtctggcag 
ggagcctcga gaactgtttg 
cctgatgcag tactgtgccc 
accgctcttc ttggagaggt 
tgtctcctac ctgcctgtca 
ttatgaggag ctccagcggg 
ccagctgctc tcaggagaga 
cctgcaagaa tttaagcaga 
caagttgccc atcgaggggg 
cccctgcagt gaggaggagg 
gctgaagggg accacagagc 
atggtaccgg aagctctgcc 
cctcagcctg cagatgcggg 
tctgcactac tcagagcgtc 
ggccaagctg ccgacaggta 
catcgagtcc ctgtacagga 
ggaggccggc ctggcggagg 
agaagaactg gattacttag 
agtgccaggt caacccctag 
ctatcaccat ggcaatggac 
gctgcctcac aaggatggta 
gcccaagatg gaggatggca 
tctggaaatc aacaaaatga 
gatggtggtg tggctgccca 
tgatgaggaa ggcctctatg 
tcgccgggct gtggagccca 
cagtgagttg aaagccatgg 



aggtgcacag actttatgta 
tgaagggcac catgaaggac 
aggacgtgtg ggccacccat 
gtccccaccc agtgactctg 
accagaactg ggagcgttac 
agatgaagaa gtcgttgatg 
ggtacaaaga agacccctgg 
agaaagctaa gaaggtgaag 
ctggggcccc tggtgatccc 
agtttcaaca agatgtcatg 
tcctgcccaa gcggccccag 
cccggctaga cgaccctgca 
tcacacctaa actcatggca 
atggctgggg ctacttggtg 
ccaccctgga gtcagctggg 
agcactgtct cgaacagggg 
agttcctgct cactgacaat 
aagtggaggc tgaggccaag 
ctctgactgc ccgtggtggc 
cttacaacga cgtggacatc 
atagctgtaa tgtgggaagc 
ccctgcaggc tggcccagga 
tttctttctg gaggaacgcc 
ggtcagctct gccccgtgct 
gggccatcct gccccaagtg 
catggctcac cgccagcaat 
tgcaggcccc acctggctac 
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acccttgtgg gtgctgatgt ggactcccaa 
3000 

gcccactttg ccggcatgca tggctgcaca 
3060 

aagagcaggg gcactgatct acacagtaag 
3120 

catgccaaaa tcttcaacta cggccgcatc 
3180 

ttactaatgc agtttaacca ccggctcaca 
3240 

atgtacgctg ccaccaaggg cctccgctgg 
3300 

gtgagggagt tgaacctccc agtggacagg 
3360 

ctgcgcaagg tccagagaga aactgcaagg 
3420 

gctgaacggg catggaaggg gggcacagag 
3480 

gctacgtctg acataccacg taccccggtg 
3540 

ccctcggctg tccaggaaga gtttatgacc 
3600 

gctgttgact acttacacct catgcttgtg 
3660 

atagatgggc gcttctgcat cagcatccat 
3720 

gaccgctacc gcgctgccct ggccttgcag 
3780 

gcctacaagc tgggtctgaa tgacttgccc 
3840 

atttaccggt gcctcaggaa ggaagtgacc 
3900 

gggatggaaa ggagatacgg gattccccag 
3960 

gaactcacca aaggctcctt ggaaaaacga 
4020 

gctctgtatt tgctcccgtg gagcttcatc 
4080 

tcagctgtgc tttttgcaaa agggcttgcc 
4140 

tgccaagaag attccttcta actgaaggtg 
4200 

tgccaacatc ggtgtggact acaggacaag 
4260 

gcagaagccc caaagttcac attaactcag 
4320 

ggctggttct ttgttctgtc ccccatgctc 
4380 

aatgctctaa cgtgataaac ctgctccaag 
4440 

actctaaaaa aaaaaaaaaa aaaaaaa 
4467 

<210> 4780 



gagctgtgga ttgcagctgt gcttggagac 
gcctttgggt ggatgacact gcagggcagg 
acagccacta ctgtgggcat cagccgtgag 
tatggtgctg ggcagccctt tgctgagcgc 
cagcaggagg cagctgagaa ggcccagcag 
tatcggctgt cggatgaggg cgagtggctg 
actgagggtg gctggatttc cctgcaggat 
aagtcacagt ggaagaagtg ggaggtggtt 
tcagaaatgt tcaataagct tgagagcatt 
ctgggctgct gcatcagccg agccctggag 
agccgtgtga attgggtggt acagagctct 
gccatgaagt ggctgtttga agagtttgcc 
gacgaggttc gctacctggt gcgggaggag 
atcaccaacc ttttgaccag gtgcatgttt 
cagtcagtcg cctttttcag tgcagtcgat 
atggattgta aaaccccttc caacccaact 
ggtgaagcgc tggatattta ccagataatt 
agccagcctg gaccatagca ctgcctggag 
ggggtggtgc aggctcccaa actcaggctt 
taaggccagc catttttcag tagcaggacc 
cagttgaatt cagtgggttc agaaccaaga 
gggcattgtt gcttgttggg taaaaatgaa 
gcatttcatt tattttttcc ttttcatctt 
tgatgcagtg ccctagaagg ggaaagaatt 
gcagtggaaa taaaaagaag gaaaaaaaag 
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<211> 1241 
<212> PRT 

<213> Homo sapiens 



<400> 4780 



Met 


Ser 


Arg 


Leu 


Leu 


Trp Arg Lys Val Ala Gly Ala 


Thr Val Gly Pro 


1 








5 






10 






15 


Gly 


Pro 


Val 


Pro 


Ala 


Pro Gly Arg Trp Val 


Ser 


Ser 


Ser Val Pro Ala 








20 






25 








30 


Ser 


Asp 


Pro 


Ser 


Asp 


Gly Gin Arg Arg Arg Gin Gin 


Gin Gin Gin Gin 






35 






40 










45 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin Gin Gin 


Gin 


Pro 


Gin 


Gin 


Pro Gin Val Leu 




50 








55 








60 




Ser 


Ser 


Glu 


Gly 


Gly 


Gin Leu Arg 


His 


Asn 


Pro 


Leu 


Asp He Gin Met 


65 










70 






75 




80 


Leu 


Ser 


Arg 


Gly 


Leu 


His Glu Gin 


He 


Phe 


Gly Gin 


Gly Gly Glu Met 










85 






90 






95 


Pro 


Gly 


Glu 


Ala 


Ala 


Val Arg Arg 


Ser 


Val 


Glu 


His 


Leu Gin Lys His 








100 






105 








110 


Gly 


Leu 


Trp 


Gly 


Gin 


Pro Ala Val 


Pro 


Leu 


Pro Asp 


Val Glu Leu Arg 






115 






120 










125 


Leu 


Pro 


Pro 


Leu 


Tyr 


Gly Asp Asn 


Leu 


Asp 


Gin 


His 


Phe Arg Leu Leu 




130 








135 








140 




Ala 


Gin 


Lys 


Gin 


Ser 


Leu Pro Tyr 


Leu 


Glu 


Ala 


Ala 


Asn Leu Leu Leu 


145 










150 






155 




160 


Gin 


Ala 


Gin 


Leu 


Pro 


Pro Lys Pro 


Pro 


Ala 


Trp 


Ala 


Trp Ala Glu Gly 










165 






170 






175 


Trp 


Thr 


Arg 


Tyr 


Gly 


Pro Glu Gly Glu Ala Val 


Pro 


Val Ala He Pro 








180 






185 








190 


Glu 


Glu 


Arg 


Ala 


Leu 


Val Phe Asp Val Glu Val 


Cys 


Leu Ala Glu Gly 






195 






200 










205 


Thr 


Cys 


Pro 


Thr 


Leu 


Ala Val Ala 


He 


Ser 


Pro 


Ser 


Ala Trp Tyr Ser 




210 








215 








220 




Trp 


Cys 


Ser 


Gin 


Arg 


Leu Val Glu 


Glu Arg Tyr 


Ser 


Trp Thr Ser Gin 


225 










230 






235 




240 


Leu 


Ser 


Pro 


Ala 


Asp 


Leu He Pro 


Leu 


Glu 


Val 


Pro 


Thr Gly Ala Ser 










245 






250 






255 


Ser 


Pro 


Thr 


Gin 


Arg 


Asp Trp Gin Glu Gin Leu Val 


Val Gly His Asn 








260 






265 








270 


Val 


Ser 


Phe 


Asp 


Arg 


Ala His He Arg Glu Gin Tyr 


Leu He Gin Gly 






275 






280 










285 


Ser 


Arg 


Met 


Arg 


Phe 


Leu Asp Thr Met 


Ser 


Met 


His 


Met Ala He Ser 




290 








295 








300 




Gly 


Leu 


Ser 


Ser 


Phe 


Gin Arg Ser 


Leu 


Trp 


He 


Ala 


Ala Lys Gin Gly 


305 










310 






315 




320 


Lys 


His 


Lys 


Val 


Gin 


Pro Pro Thr Lys Gin Gly Gin 


Lys Ser Gin Arg 










325 






330 






335 


Lys 


Ala 


Arg 


Arg 


Gly 


Pro Ala He 


Ser Ser Trp Asp 


Trp Leu Asp He 








340 






345 








350 


Ser 


Ser 


Val 


Asn 


Ser 


Leu Ala Glu 


Val 


His Arg Leu 


Tyr Val Gly Gly 






355 






360 










365 


Pro 


Pro 


Leu 


Glu 


Lys 


Glu Pro Arg 


Glu 


Leu 


Phe 


Val 


Lys Gly Thr Met 




370 








375 








380 




Lys 


Asp 


He 


Arg 


Glu 


Asn Phe Gin Asp Leu Met 


Gin 


Tyr Cys Ala Gin 
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385 390 395 400 

Asp Val Trp Ala Thr His Glu Val Phe Gin Gin Gin Leu Pro Leu Phe 

405 410 415 

Leu Glu Arg Cys Pro His Pro Val Thr Leu Ala Gly Met Leu Glu Met 

420 425 430 

Gly Val Ser Tyr Leu Pro Val Asn Gin Asn Trp Glu Arg Tyr Leu Ala 

435 440 445 

Glu Ala Gin Gly Thr Tyr Glu Glu Leu Gin Arg Glu Met Lys Lys Ser 

450 455 460 

Leu Met Asp Leu Ala Asn Asp Ala Cys Gin Leu Leu Ser Gly Glu Arg 
465 470 475 480 

Tyr Lys Glu Asp Pro Trp Leu Trp Asp Leu Glu Trp Asp Leu Gin Glu 

485 490 495 

Phe Lys Gin Lys Lys Ala Lys Lys Val Lys Lys Glu Pro Ala Thr Ala 

500 505 510 

Ser Lys Leu Pro He Glu Gly Ala Gly Ala Pro Gly Asp Pro Met Asp 

515 520 525 

Gin Glu Asp Leu Gly Pro Cys Ser Glu Glu Glu Glu Phe Gin Gin Asp 

530 535 540 

Val Met Ala Arg Ala Cys Leu Gin Lys Leu Lys Gly Thr Thr Glu Leu 
545 550 555 560 

Leu Pro Lys Arg Pro Gin His Leu Pro Gly His Pro Gly Trp Tyr Arg 

565 570 575 

Lys Leu Cys Pro Arg Leu Asp Asp Pro Ala Trp Thr Pro Gly Pro Ser 

580 585 590 

Leu Leu Ser Leu Gin Met Arg Val Thr Pro Lys Leu Met Ala Leu Thr 

595 600 605 

Trp Asp. Gly Phe Pro Leu His Tyr Ser Glu Arg His Gly Trp Gly Tyr 

610 615 620 

Leu Val Pro Gly Arg Arg Asp Asn Leu Ala Lys Leu Pro Thr Gly Thr 
625 630 635 640 

Thr Leu Glu Ser Ala Gly Val Val Cys Pro Tyr Arg Ala He Glu Ser 

645 650 655 

Leu Tyr Arg Lys His Cys Leu Glu Gin Gly Lys Gin Gin Leu Met Pro 

660 665 670 

Gin Glu Ala Gly Leu Ala Glu Glu Phe Leu Leu Thr Asp Asn Ser Ala 

675 680 685 

He Trp Gin Thr Val Glu Glu Leu Asp Tyr Leu Glu Val Glu Ala Glu 

690 695 700 

Ala Lys Met Glu Asn Leu Arg Ala Ala Val Pro Gly Gin Pro Leu Ala 
705 710 715 720 

Leu Thr Ala Arg Gly Gly Pro Lys Asp Thr Gin Pro Ser Tyr His His 

725 730 735 

Gly Asn Gly Pro Tyr Asn Asp Val Asp He Pro Gly Cys Trp Phe Phe 

740 745 750 

Lys Leu Pro His Lys Asp Gly Asn Ser Cys Asn Val Gly Ser Pro Phe 

755 760 765 

Ala Lys Asp Phe Leu Pro Lys Met Glu Asp Gly Thr Leu Gin Ala Gly 

770 775 780 

Pro Gly Gly Ala Ser Gly Pro Arg Ala Leu Glu He Asn Lys Met He 
785 790 795 800 

Ser Phe Trp Arg Asn Ala His Lys Arg He Ser Ser Gin Met Val Val 

805 810 815 

Trp Leu Pro Arg Ser Ala Leu Pro Arg Ala Val He Arg His Pro Asp 
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820 825 830 

Tyr Asp Glu Glu Gly Leu Tyr Gly Ala He Leu Pro Gin Val Val Thr 

835 840 845 

Ala Gly Thr He Thr Arg Arg Ala Val Glu Pro Thr Trp Leu Thr Ala 

850 855 860 

Ser Asn Ala Arg Pro Asp Arg Val Gly Ser Glu Leu Lys Ala Met Val 
865 870 875 880 

Gin Ala Pro Pro Gly Tyr Thr Leu Val Gly Ala Asp Val Asp Ser Gin 

885 890 895 

Glu Leu Trp He Ala Ala Val Leu Gly Asp Ala His Phe Ala Gly Met 

900 905 910 

His Gly Cys Thr Ala Phe Gly Trp Met Thr Leu Gin Gly Arg Lys Ser 

915 920 925 

Arg Gly Thr Asp Leu His Ser Lys Thr Ala Thr Thr Val Gly He Ser 

930 935 940 

Arg Glu His Ala Lys He Phe Asn Tyr Gly Arg He Tyr Gly Ala Gly 
945 950 955 960 

Gin Pro Phe Ala Glu Arg Leu Leu Met Gin Phe Asn His Arg Leu Thr 

965 970 975 

Gin Gin Glu Ala Ala Glu Lys Ala Gin Gin Met Tyr Ala Ala Thr Lys 

980 985 990 

Gly Leu Arg Trp Tyr Arg Leu Ser Asp Glu Gly Glu Trp Leu Val Arg 

995 1000 1005 

Glu Leu Asn Leu Pro Val Asp Arg Thr Glu Gly Gly Trp He Ser Leu 

1010 1015 1020 

Gin Asp Leu Arg Lys Val Gin Arg Glu Thr Ala Arg Lys Ser Gin Trp 
1025 1030 1035 1040 

Lys Lys Trp Glu Val Val Ala Glu Arg Ala Trp Lys Gly Gly Thr Glu 

1045 1050 1055 

Ser Glu Met Phe Asn Lys Leu Glu Ser He Ala Thr Ser Asp He Pro 

1060 1065 1070 

Arg Thr Pro Val Leu Gly Cys Cys He Ser Arg Ala Leu Glu Pro Ser 

1075 1080 1085 

Ala Val Gin Glu Glu Phe Met Thr Ser Arg Val Asn Trp Val Val Gin 

1090 1095 HOO 

Ser Ser Ala Val Asp Tyr Leu His Leu Met Leu Val Ala Met Lys Trp 
1105 1110 1H5 H20 

Leu Phe Glu Glu Phe Ala He Asp Gly Arg Phe Cys He Ser He His 

1125 1130 1135 

Asp Glu Val Arg Tyr Leu Val Arg Glu Glu Asp Arg Tyr Arg Ala Ala 

1140 1145 H50 

Leu Ala Leu Gin He Thr Asn Leu Leu Thr Arg Cys Met Phe Ala Tyr 

1155 1160 H65 

Lys Leu Gly Leu Asn Asp Leu Pro Gin Ser Val Ala Phe Phe Ser Ala 

1170 H75 H80 

Val Asp He Tyr Arg Cys Leu Arg Lys Glu Val Thr Met Asp Cys Lys 
1185 H90 1195 1200 

Thr Pro Ser Asn Pro Thr Gly Met Glu Arg Arg Tyr Gly He Pro Gin 

1205 1210 1215 

Gly Glu Ala Leu Asp He Tyr Gin lie He Glu Leu Thr Lys Gly Ser 

1220 1225 1230 

Leu Glu Lys Arg Ser Gin Pro Gly Pro 
1235 1240 
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<210> 4781 

<211> 344 

<212> DNA 

<213> Homo sapiens 



<400> 4781 

gaaaaagaga aaaccatggt gaacacactg 
60 

tctggcagga cagaggcaca atcatggaag 
120 

gggggccaga ccaggaagct gacggcctcc 
180 

gcggcaacca cagccaagac gctcattccc 
240 

ggagcagttt caacaaggac gagacagaaa 
300 

gagaagaaac ctcaggccac cccaccccct 
344 



tcacccagag ggcaagatgc agggatggcc 
agccaggaca caaagacgac ccaaggaaat 
aggacggtgt cagagaagca ccagggcaaa 
aaaagtcagc acagaatgct ggctcccaca 
ggagtgacca cagcagtcat cccacctaag 
gcccctttcc agag 



<210> 4782 

<211> 109 

<212> PRT 

<213> Homo sapiens 



<400> 4782 








Met Val Asn 


Thr 


Leu Ser Pro 
5 


Arg 


1 

Gly Arg Thr 


Glu 


Ala Gin Ser 


Trp 




20 






Gin Gly Asn 


Gly 


Gly Gin Thr Arg 


35 






40 


Ser Glu Lys 


His 


Gin Gly Lys 


Ala 


50 




55 




Pro Lys Ser 


Gin 


His Arg Met 


Leu 


65 




70 




Arg Thr Arg 


Gin 


Lys Gly Val 


Thr 






85 




Lys Lys Pro 


Gin 


Ala Thr Pro 


Pro 




100 







Gly Gin Asp Ala Gly Met Ala Ser 

10 15 
Lys Ser Gin Asp Thr Lys Thr Thr 
25 30 
Lys Leu Thr Ala Ser Arg Thr Val 

45 

Ala Thr Thr Ala Lys Thr Leu lie 

60 

Ala Pro Thr Gly Ala Val Ser Thr 

75 80 
Thr Ala Val lie Pro Pro Lys Glu 

90 95 
Pro Ala Pro Phe Gin 
105 



<210> 4783 

<211> 1143 

<212> DNA 

<213> Homo sapiens 



<400> 4783 
ngctcatcgc 
60 

ggatgtgggc 
120 

cctggagcag 
180 

ctcccgaggg 
240 



tggggtatgc 
atcgggcacc 
ctcacgctac 
ctgacgggcc 



agcgctgaag 
tggccggcat 
aggactgcca 
cgcgcctcct 



agcttaacct 
gacgcgcagc 
gaagctcaca 
ccccccagcg 



ccgcagctgc 
gcggcgaagg 
gatctttctc 
ccgcggaggg 



cgccactttc 
gctgcttggg 
taaagcacat 
gggaggagga 
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agatggagac ccacatctca tgcctgttcc cggagctgct ggccatgatc ttcggctacc 
300 

tggacgtccg ggacaagggg cgcgcggcgc aggtgtgcac cgcctggcgg gacgccgcct 
360 

accacaagtc ggtgtggcgg gggggtggag gccaagctgc acctgcgccg ggccaacccg 
420 

tcgctgttcc ccagcctgca ggcccggggc atccgccggg tgcagatcct gagcctccgc 
480 

cgcagcctca gctacgtgat ccagggcatg gccaacatcg agagcctcaa cctcagcggc 
540 

tgctacaacc tcaccgacaa cgggctgggc cacgcgtttg tgcaggagat cggctccctg 
600 

cgcgctctca acctgagcct ctgcaagcag atcactgaca gcagcctggg ccgcatagcc 
660 

cagtacctca agggcctgga ggtgctggag ctgggaggtt gcagcaacat caccaacact 
720 

ggccttctgc tcatcgcctg gggtctgcag cgcctcaaga gccttaacct ccgcagctgc 
780 

cgccaccttt cggatgtggg catcgggcac ctggccggca tgacgcgcag cgcggcggag 
840 

ggctgcctgg gcctggagca gctcacgcta caggactgcc agaagctcac agatctttct 
900 

ctaaagcaca tctcccgagg gctgacgggc ctgaggctcc tcaacctcag cttctgtggg 
960 

ggaatctcgg acgctggcct cctgcacctg tcgcacatgg gcagcctgcg cagcctcaac 
1020 

ctgcgctcct gtgacaacat cagtgacacg ggcatcatgc atctggccat gggcagcctg 
1080 

cgcctctcgg ggctggatgt ttcgttctgt gacaaggtgg gagaccagag tctggcttac 

1140 

ata 

1143 

<210> 4784 

<211> 212 

<212> PRT 

<213> Homo sapiens 

<400> 4784 

Met Ala Asn lie Glu Ser Leu Asn Leu Ser Gly Cys Tyr Asn Leu Thr 

15 10 15 

Asp Asn Gly Leu Gly His Ala Phe Val Gin Glu lie Gly Ser Leu Arg 

20 25 30 

Ala Leu Asn Leu Ser Leu Cys Lys Gin He Thr Asp Ser Ser Leu Gly 

35 40 45 

Arg He Ala Gin Tyr Leu Lys Gly Leu Glu Val Leu Glu Leu Gly Gly 

50 55 60 

Cys Ser Asn He Thr Asn Thr Gly Leu Leu Leu He Ala Trp Gly Leu 
65 70 75 80 

Gin Arg Leu Lys Ser Leu Asn Leu Arg Ser Cys Arg His Leu Ser Asp 

85 90 95 

Val Gly He Gly His Leu Ala Gly Met Thr Arg Ser Ala Ala Glu Gly 

100 105 HO 

Cys Leu Gly Leu Glu Gin Leu Thr Leu Gin Asp Cys Gin Lys Leu Thr 
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115 120 125 

Asp Leu Ser Leu Lys His lie Ser Arg Gly Leu Thr Gly Leu Arg Leu 

130 135 140 

Leu Asn Leu Ser Phe Cys Gly Gly He Ser Asp Ala Gly Leu Leu His 
145 150 155 160 

Leu Ser His Met Gly Ser Leu Arg Ser Leu Asn Leu Arg Ser Cys Asp 

165 170 175 

Asn He Ser Asp Thr Gly He Met His Leu Ala Met Gly Ser Leu Arg 

180 185 190 

Leu Ser Gly Leu Asp Val Ser Phe Cys Asp Lys Val Gly Asp Gin Ser 

195 200 205 

Leu Ala Tyr He 
210 

<210> 4785 

<211> 3289 

<212> DNA 

<213> Homo sapiens 

<400> 4785 

nntttttttt tcagttttta tttattttta tttgattttt ttttccttaa gaatcatagt 
60 

aaaccttagc agtagttggg cactgcatga aaaatgaagt ttacatagtt tatattatgt 
120 

acataaacta gtgatttaca ttgatttaca catgattggt gcctaattta ttaatcagca 
180 

cgcagcatgt aaatgtgctc aaaagaaatc aaggtttaaa ataagttttc cataatattc 
240 

ataaacattt tcgctggtgt aaatgttaaa cctaaaccca acgttaacac cagcttcctt 
300 

gccaagagaa aagtgagatg tacatgctgg gtgaaaacaa attctttcct aaattttggt 
360 

tggcgacatt tgaacagcat agctacatgc aaatgagaat agtttacttc ttttctgcta 
420 

gtatgcacat aaatgtaaac tccattttgc atttagtgag atgtttacag atattatgcc 
480 

aaccatgatg gaaaatttac atcactgagg caaatgcagt ctttggagaa gaaatattct 
540 

aaacatttaa gcaaggagga ggcttcctaa actgtatttt tgtttcttat ctcaccattt 
600 

tttttttcca ggtctgcaga gcatttattc cgtcccagtg gggaggggca gggatccagg 
660 

tggccggagg gcacagggcc tacgtgtacc acatgaagcc gtggctggca tggagagcct 
720 

cctctgtggt gcgcagcccg tacagctccc cgatcaaggg gggcacccag cgggttgtgt 
780 

ggaacacaga ctcccccacc ttccagtcgg gcacgtcctt catgatgatg gcctcctcct 
840 

ccaggttctc ccgaagcatc tgcaaggtcc tccggtcggt ttctgcctgt aacagtggca 
900 

acagcgcgat gcgagcctcg aagtcctcga tttgtaggcg cctgcgctca cggttccact 
960 

tcattatgct ccagtgcccg tagatcaggg ttccaatccc tatggccagc atgctgtagc 
1020 
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ccgacagtcc tcgacgcggc aagttccgtt tgtagtcgat ggggcccata gccccccggc 
1080 

ggaggcatgt cctgcttcac ctttgacgcc ggtcctggcc ttgtctgtgg agacggatta 

1140 

caccttccca cttgctgaaa aggtcaaggc cttcttggct gatccatctg cctttgtgct 
1200 

gctgccccgt tgctgctgcc accacagctg ctcgctctgc tgctgcagcc ccagctaagg 
1260 

ttgaagccaa ggaagagtcg gaggagttgg ttgctttttg gtgattagtc aaagagacca 
1320 

aatcccatat cctcgtccga ctcctccgac tcttccttgg cttcaacctt agctggggct 
1380 

gcagcagcag caggagcagc tgtggtggca gcagccacag gggcagcagc cacaaaggca 
1440 

gatggatcag ccaagaaggc cttgaccttt tcagcaagtg ggaaggtgta atccgtctcc 
1500 

acagacaagg ccaggactcg tttgtacccg ttgatgatag aatggggtac tgatgcaaca 
1560 

gttgggtagc caatctgcag acagacactg gcaacattgc ggacacccag gatttcaatg 
1620 

gtgcccctgg agattttagt ggtgatacct aaagcctgga aaaaggaggt cttctcgggc 
1680 

ccgagaccag tgttctgggc tggcacagtg acttcacatg gggcaatggc accagcacgg 
1740 

gcagcagctg gcaccttatt ggccagcaac atgtccctga tctcagtgag gtcctccttg 
1800 

gtgaacacaa agcccacatt cccccggata tgaggcagca gtttctccag agctgggttg 
1860 

ttttccaggt gccctcggat ggccttgcgc atcatggtgt tcttgcccat cagcacacag 
1920 

ccttcccgcg aagggacatg cggatctgct gcatctgctt ggagcccaca ttgtctgctc 
1980 

cctcaatgaa acatttcgga taatcatcca atagttggat gatcttaagg aagtagttgc 
2040 

tctcgccagg cgtcctcgtg gaagtgacat cgtctttaaa ccctgcgtgg caatccctga 
2100 

cgcaccgccg tgatgcccag ggaagacagg gcgacctgga agtccaacta cttccttaag 
2160 

atcatcgtaa gtgcacaact attggatgat tatccgaaat gtttcattgt gggagcagac 
2220 

aatgtgggct ccaagcagat gcagcagatc cgcatgtccc ttcgcgggaa ggctgtggtg 
2280 

ctgatgggca agaacaccat gatgcgcaag gccatccgag ggcacctgga aaacaaccca 
2340 

gctctggaga aactgctgcc tcatatccgg gggaatgtgg gctttgtgtt caccaaggag 
2400 

gacctcactg agatcaggga catgttgctg gccaataagg tgccagctgc tgcccgtgct 
2460 

ggtgccattg ccccatgtga agtcactgtg ccagcccaga acactggtct cgggcccgag 
2520 

aagacctcct ttttccaggc tttaggtatc accactaaaa tctccagggg caccattgaa 
2580 

atcctgagtg atgtgcagct gatcaagact ggagacaaag tgggagccag cgaagccacg 
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ctgctgaaca 
2700 

gacaatggca 
2760 

cgcttcctgg 
2820 

gttgcatcag 
2880 

gagacggatt 
2940 

gcctttgtgg 
3000 

gctgcagccc 
3060 

ggatttggtc 
3120 

aacagacact 
3180 

tgatatcaag 
3240 

gcccaaagga 
3289 



tgctcaacat 
gcatctacaa 

agggtgtccg 
taccccattc 
acaccttccc 
ctgctgcccc 
cagctaaggt 
tctttgacta 
ggcaacattg 
cacttcaggg 
gaagggggag 



ctcccccttc 
ccctgaagtg 
caatgttgcc 
tatcatcaac 
acttgctgaa 
tgtggctgct 
tgaagccaag 
atcaccaaaa 
cggacaccct 
ttgtagatgc 
atgttgagca 



tcctttgggc 
cttgatatca 
agtgtctgtc 
gggtacaaac 
aaggtcaagg 
gccaccacag 
gaagagtcgg 
agcaaccaac 
ccaggaagcg 
tgccattgtc 
tgttcagcag 



tggtcatcca 
cagaggaaac 
tgcagattgg 
gagtcctggc 
ccttcttggc 
ctgctcctgc 
aggagtcgga 
ttagccagtt 
agaatgcaga 
gaacacctgc 
gcgtgcgtt 



gcaggtgttc 
tctgcattct 
ctacccaact 
cttgtctgtg 
tgatccatct 
tgctgctgct 
cgaggatatg 
ttatttgcaa 
gtttcctctg 
tggatgacca 



<210> 4786 
<211> 322 
<212> PRT 

<213> Homo sapiens 



<400> 4786 

Met Pro Arg Glu Asp Arg Ala Thr Trp Lys Ser Asn Tyr Phe Leu Lys 

15 10 15 

lie lie Val Ser Ala Gin Leu Leu Asp Asp Tyr Pro Lys Cys Phe lie 

20 25 30 

Val Gly Ala Asp Asn Val Gly Ser Lys Gin Met Gin Gin He Arg Met 

35 40 45 

Ser Leu Arg Gly Lys Ala Val Val Leu Met Gly Lys Asn Thr Met Met 

50 55 60 

Arg Lys Ala lie Arg Gly His Leu Glu Asn Asn Pro Ala Leu Glu Lys 
65 70 75 80 

Leu Leu Pro His He Arg Gly Asn Val Gly Phe Val Phe Thr Lys Glu 

85 90 95 

Asp Leu Thr Glu He Arg Asp Met Leu Leu Ala Asn Lys Val Pro Ala 

100 105 110 

Ala Ala Arg Ala Gly Ala He Ala Pro Cys Glu Val Thr Val Pro Ala 

115 120 125 

Gin Asn Thr Gly Leu Gly Pro Glu Lys Thr Ser Phe Phe Gin Ala Leu 

130 135 140 

Gly He Thr Thr Lys He Ser Arg Gly Thr He Glu He Leu Ser Asp 
145 150 155 160 

Val Gin Leu He Lys Thr Gly Asp Lys Val Gly Ala Ser Glu Ala Thr 

165 170 175 

Leu Leu Asn Met Leu Asn He Ser Pro Phe Ser Phe Gly Leu Val He 

180 185 190 

Gin Gin Val Phe Asp Asn Gly Ser He Tyr Asn Pro Glu Val Leu Asp 
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195 

lie Thr Glu Glu 
210 

Val Ala Ser Val 
225 

Pro His Ser He 

Glu Thr Asp Tyr 

260 

Ala Asp Pro Ser 
275 

Thr Ala Ala Pro 
290 

Ala Lys Glu Glu 
305 

Phe Asp 



200 

Thr Leu His Ser 
215 

Cys Leu Gin lie 
230 

He Asn Gly Tyr 
245 

Thr Phe Pro Leu 

Ala Phe Val Ala 

280 

Ala Ala Ala Ala 
295 

Ser Glu Glu Ser 
310 



Arg Phe Leu Glu 

220 

Gly Tyr Pro Thr 
235 

Lys Arg Val Leu 
250 

Ala Glu Lys Val 
265 

Ala Ala Pro Val 

Ala Ala Ala Pro 

300 

Asp Glu Asp Met 
315 



205 

Gly Val Arg Asn 

Val Ala Ser Val 

240 

Ala Leu Ser Val 
255 

Lys Ala Phe Leu 
270 

Ala Ala Ala Thr 
285 

Ala Lys Val Glu 

Gly Phe Gly Leu 

320 



<210> 4787 

<211> 1258 

<212> DNA 

<213> Homo sapiens 



<400> 4787 
nctagaccct 
60 

cacacccaga 
120 

tggagtcgcc 
180 

gtgctgccat 
240 

cctccccgtc 
300 

caggcttcat 
360 

tacacagtgc 
420 

cagaaaaagt 
480 

cagcgacaca 
540 

gcattcaagc 
600 

cggccccacg 
660 

cacagccggg 
720 

atggagcaga 
780 

ggtgccccag 
840 

agagcctgag 
900 



cttctctccc 
ggtccccttc 
cggacctgag 
ccccctgccc 
ggacttgccg 
ctcctccaag 
tggtggacga 
gctacagctg 
gcatcaccca 
gcgccagcca 
gctgcccgct 
tgcactctgg 
acacactgca 
gtaccacagg 
gctggtgttc 



ttcggcttct 
tcgccgccgc 
aggctgctgc 
tcagcctctg 
ctccccagaa 
gcccaaccac 
ggagtcacag 
ccccgtgtgc 
ctcggaggta 
cttggcacgg 
ctgccctcgc 
ggaacgcccg 
gaaacacacg 
actttgcagg 
agggccctgg 



ctctttcggc 
ctgcaactgc 
actgggcctc 
gcattttcct 
cctggacctt 
tacctgctta 
agggagccag 
tcaagggtct 
aagcccttcg 
caccattcca 
cgcttccggg 
tttcagtgtc 
cggtggaagc 
gagcctggac 
acacagacac 



cggcgcccca 
gagggtagcc 
agccagccct 
ccgttgagac 
cctcctccat 
ttgacactca 
gggccagtgg 
tcgagtacat 
agtgtgacat 
ttcacctggc 
atgcgggtga 
cacactgccc 
atccatgagc 
tcctgtccag 
agagcagccg 



gttcctgggg 
cggggccgct 
ccggatgctg 
catggagggc 
cggatctccc 
gggtgtcccc 
ggctccaggc 
gtcctacctt 
ctgtgggaag 

gggtggtggg 

gctggcccag 
tcgccgcttt 
cgggctgccg 
acacctggtg 
catctcaaag 
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gcagagccct gcctgaagga ggaatccgtg 
960 

ctgagatggg aatgagcccc tacacagaat 
1020 

tccatggcag agccttgact ggatggaggt 
1080 

cataaaaggt ggctgtgggt cgtcaggaat 
1140 

ttgttgggga agggacccca gtcctgcctt 
1200 

aacaataaac acgtttccca ctctgaaaaa 
1258 



agtaatcttc aggtcctccg tgttctggag 
ggagtcctct agcctaaaga tatcagctgt 
ggggagtgtg gtgtgtaaag tctctggcct 
ctgcgccatc ttcctggggc ttctgcgctg 
ccacccccca accaggcctg agactgatca 
aaaaaaaaaa aaaaaaaaaa aaaaaaaa 



<210> 4788 
<211> 197 
<212> PRT 

<213> Homo sapiens 



<400> 4788 












Met Leu Val 


Leu 


Pro 


Ser 


Pro 


Cys 


1 




5 








Val Glu Thr 


Met 


Glu Gly 


Pro 


Pro 




20 










Pro Gly Pro 


Ser 


Ser 


Ser 


lie Gly 


35 










40 


Arg Pro Asn 


His 


Tyr 


Leu 


Leu 


He 


50 








55 




Val Leu Val 


Asp 


Glu 


Glu 


Ser 


Gin 


65 






70 






Pro Gly Gin Lys 


Lys 


Cys 


Tyr 


Ser 






85 








Glu Tyr Met 


Ser 


Tyr 


Leu 


Gin Arg 




100 










Lys Pro Phe 


Glu 


Cys 


Asp 


He 


Cys 


115 










120 


His Leu Ala 


Arg 


His 


His 


Ser 


He 


130 








135 




His Gly Cys 


Pro 


Leu 


Cys 


Pro 


Arg 


14 5 






150 






Ala Gin His 


Ser 


Arg 


Val 


His 


Ser 






165 








His Cys Pro Arg 


Arg 


Phe 


Met 


Glu 




180 










Arg Trp Lys 


His 


Pro 









195 



Pro Gin Pro Leu 


Ala 


Phe 


Ser 


Ser 


10 






15 




Arg Arg Thr Cys 


Arg 


Ser 


Pro 


Glu 


25 




30 






Ser Pro Gin Ala 


Ser 


Ser 


Pro 


Pro 




45 








Asp Thr Gin Gly Val 


Pro 


Tyr 


Thr 


60 










Arg Glu Pro Gly 


Ala 


Ser 


Gly 


Ala 


75 








80 


Cys Pro Val Cys 


Ser 


Arg 


Val 


Phe 


90 






95 




His Ser He Thr 


His 


Ser 


Glu 


Val 


105 




110 






Gly Lys Ala Phe 


Lys 


Arg 


Ala 


Ser 




125 








His Leu Ala Gly Gly 


Gly 


Arg 


Pro 


140 










Arg Phe Arg Asp 


Ala 


Gly 


Glu 


Leu 


155 








160 


Gly Glu Arg Pro 


Phe 


Gin 


Cys 


Pro 


170 






175 




Gin Asn Thr Leu 


Gin 


Lys 


His 


Thr 


185 




190 







<210> 4789 

<211> 1515 

<212> DNA 

<213> Homo sapiens 



<400> 4789 

nnggttctgc aagccacaca tggcctcact gcatgttttt cttctttttt aacaatcctt 
60 
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ttaaaaaatg tagaaaccct tttcagttca aaggccacac caaagcaggt caggtagatc 
120 

tggtccacag gccatagata gccaatccct gtcccagagg gtggagctgt gagacttgtc 
180 

ggggtgagac ctgttagagg ctggatgggg caattgcttg gggaatgtgt gcagatgttc 
240 

tctgcctcct gctccttcta gatgattttt ggcgacctga tgcgattctg ctggctgatg 
300 

gctgtggtca tcctgggctt tgcttcagcc ttctatatca tcttccagac agaggacccc 
360 

gaggagctag gccacttcta cgactacccc atggccctgt tcagcacctt cgagctgttc 
420 

cttaccatca tcgatggccc agccaactac aacgtggacc tgcccttcat gtacagcatc 

480 

acctatgctg cctttgccat catcgccaca ctgctcatgc tcaacctcct cattgccatg 
540 

atgggcgaca ctcactggcg agtggcccat gagcgggatg agctgtggag ggcccagatt 
600 

gtggccacca cggtgatgct ggagcggaag ctgcctcgct gcctgtggcc tcgctccggg 
660 

atctgcggac gggagtatgg cctgggagac cgctggttcc tgcgggtgga agacaggcaa 

720 

gatctcaacc ggcagcggat ccaacgctac gcacaggcct tccacacccg gggctctgag 
780 

gatttggaca aagactcagt ggaaaaacta gagctgggct gtcccttcag cccccacctg 
840 

tcccttccta tgccctcagt gtctcgaagt acctcccgca gcagtgccaa ttgggaaagg 
900 

cttcggcaag ggaccctgag gagagacctg cgtgggataa tcaacagggg tctggaggac 
960 

ggggagagct gggaatatca gatctgactg cgtgttctca cttcgcttcc tggaacttgc 
1020 

tctcattttc ctgggtgcat caaacaaaac aaaaaccaaa cacccagagg tctcatctcc 
1080 

caggccccag gggagaaaga ggagtagcat gaacgccaag gaatgtacgt tgagaatcac 
1140 

tgctccaggc ctgcattact ccttcagctc tggggcagag gaagcccagc ccaagcacgg 
1200 

ggctggcagg gcgtgaggaa ctctcctgtg gcctgctcat cacccttccg acaggagcac 
1260 

tgcatgtcag agcactttaa aaacaggcca gcctgcttgg gcgctcggtc tccaccccag 
1320 

ggtcataagt ggggagagag cccttcccag ggcacccagg caggtgcagg gaagtgcaga 
1380 

gcttgtggaa agcgtgtgag tgagggagac aggaacggct ctgggggtgg gaagtggggc 
1440 

taggtcttgc caactccatc ttcaataaag tcgttttcgg atccctaaaa aaaaaaaaaa 
1500 

aaaaaaaaaa aaccc 
1515 

<210> 4790 
<211> 241 
<212> PRT 
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<213> Homo sapiens 
<400> 4790 

Met He Phe Gly Asp Leu Met Arg Phe Cys Trp Leu Met Ala Val Val 

15 10 15 

He Leu Gly Phe Ala Ser Ala Phe Tyr He He Phe Gin Thr Glu Asp 

20 25 30 

Pro Glu Glu Leu Gly His Phe Tyr Asp Tyr Pro Met Ala Leu Phe Ser 

35 40 45 

Thr Phe Glu Leu Phe Leu Thr He He Asp Gly Pro Ala Asn Tyr Asn 

50 55 60 

Val Asp Leu Pro Phe Met Tyr Ser He Thr Tyr Ala Ala Phe Ala He 
65 70 75 80 

He Ala Thr Leu Leu Met Leu Asn Leu Leu He Ala Met Met Gly Asp 

85 90 95 

Thr His Trp Arg Val Ala His Glu Arg Asp Glu Leu Trp Arg Ala Gin 

100 105 HO 

He Val Ala Thr Thr Val Met Leu Glu Arg Lys Leu Pro Arg Cys Leu 

115 120 125 

Trp Pro Arg Ser Gly He Cys Gly Arg Glu Tyr Gly Leu Gly Asp Arg 

130 135 140 

Trp Phe Leu Arg Val Glu Asp Arg Gin Asp Leu Asn Arg Gin Arg He 
145 150 155 160 

Gin Arg Tyr Ala Gin Ala Phe His Thr Arg Gly Ser Glu Asp Leu Asp 

165 170 175 

Lys Asp Ser Val Glu Lys Leu Glu Leu Gly Cys Pro Phe Ser Pro His 

180 185 190 

Leu Ser Leu Pro Met Pro Ser Val Ser Arg Ser Thr Ser Arg Ser Ser 

195 200 205 

Ala Asn Trp Glu Arg Leu Arg Gin Gly Thr Leu Arg Arg Asp Leu Arg 

210 215 220 

Gly He He Asn Arg Gly Leu Glu Asp Gly Glu Ser Trp Glu Tyr Gin 
225 230 235 240 

He 



<210> 4791 
<211> 4481 
<212> DNA 

<213> Homo sapiens 
<400> 4791 

nntgtacact aaccatgata 
60 

gaacactcaa aaataaagct 
120 

aacaaacaat ggggaaaagg 
180 

atatgcagaa tagtgaaact 
240 

tggattaaag acttaaatat 
300 

aatgccattc tggacataag 
360 



ctgttacaaa agcagacact 
gcacacttac caccatctga 
caccctattc aataaatggt 
ggacccctat ccttcacgat 
aaaacctaaa agtattaaat 
tgctggaaaa gacttaatga 



taagccaatg gaacagaata 
tcgtggacaa ggccaacaaa 
gctgggataa ttcgctagcc 
atacaaaaat caactcaaga 
tcctagaaga caacccagga 
tgaacaccnc caaagcaatt 
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acaacaaaaa caaaaattga caagtgggac ctaattaaac taaataactt ctgcacagca 
420 

aaagaaacta tcaacagagt agacagacaa cctacagaat gggagaaagt actggcatgg 
480 

gagaaaatat tttcaaacta tgcatctgac aaaggtctaa tatccagcat ctataaggaa 
540 

cttaaacaaa tttactaggg aaaaacagac aatcccatta aaaagtgggc aaaggacatg 
600 

aacagacact tctcaaaaga agacatacaa gcaatcaaca aanncgtgaa aaaatgctca 
660 

tcactaatca tcagagaaat gcaaatcaaa accacaataa tataccatct cacaccagtc 
720 

agtatggtta ttaccaaaaa gtcaaaaatt acacaatatg aaaagtcact atattatgcc 
780 

agttttttgg aagtcttagt tcgagatgtg tgtatttcat tggaaattga tgacttgaaa 
840 

aaaattacca attcactgac tgtgctttgc agtgaaaaac agaagcaaga aaagcaaagc 
900 

aaagccaaaa agaagaagaa aggtgtggtt cctggagggg gattaaaagc caccatgaaa 
960 

gatgatctgg cagattatgg tggttatgat ggaggatatg tacaagacta tgaagacttc 
1020 

atgtgacatt ttatcttttc ttggtgtcat ctttatgttg cccacaatcc cttgaacatg 
1080 

tagcacaact tcctttcctt tcagttctgc caaatgctac aatcagaagt gcagtatctt 
1140 

ttgtgctggt tatttaaccc cttgacactt aggtgctaat gtgcaaatga gggaacttgg 
1200 

atcttgctgc caaggggtta aaattgggaa cctaagttgc tactaaatca tagttcaaaa 
1260 

cctaataatg ttgtcgttgt tgctatctga tttcatagca gcagtcacta aattggaaac 
1320 

aaaaggttgc aacgtgacaa aaaaaattgt gtagtattta ccagcaccat tcagtaatac 
1380 

agccttaacc atacctcctt gaactacttc ataacttgtc aagaaaagca gtttgcagca 
1440 

agggcatgtg gtgtgcacct agtattaaaa ttgctttgtc ttaaaattga acatgaggat 
1500 

attaaaaata cattgtgaag aagactgctt atctcagagt gaagatactg cggctgaaaa 
1560 

gcactagttt gatataaaat taaaatgacc aaaaccctcc aactttgaag ctaaagaagg 
1620 

taaacctttc cattattgca ttacatgttg tggaatctct cgagtgcaaa gactgtctag 
1680 

ttatttatca ggctatttct actgatgaac tgcttcaggt gggggaggga aacttatttt 

1740 

tatttgcctg atttaagtgt ctgagaaaca aatctttgtt ctcttaggct gcaatggaac 
1800 

aactttacca gggttttggc atttcctttc ctttccttta taaaacatgc tcagcaaact 
1860 

gcaccagtta actacagttt ggtaaattgt tatgttaaca attatgacat ctgcaatgtt 
1920 

ctataaagca actaatttaa taaaatcact gttgtgagga cttaaatttt gtgttacctc 
1980 
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ccaagagata ctttttgaga gtatagaaca 
2040 

tctactaaat cttaataaat gcttgacata 
2100 

aggtccttat gttgtcacca tagagcaaca 
2160 

ttggggacat tattttgtta tttagatacc 
2220 

ctatttattt ggagtaactg agcctgtaac 
2280 

ggaatcttta ttatgtcttc tcctaagcag 
2340 

attcccctaa gacagaaaga acaaaaaatg 
2400 

ggaacgtcaa agctctgtat acctactaag 
2460 

gagaaattaa caaaagtagt gactacacag 
2520 

ctttaaggca gacaagggct aagatttcct 
2580 

aaatctattt tattacagaa agatcagttt 
2640 

taactgtgta aataataatt aaatttcttt 
2700 

ttaatcatta ttggatcatc taaagtagaa 
2760 

ttaatactag tatctatata aaatggtgtg 
2820 

taaataggaa tttcctcctg aaaagtttct 
2880 

atatggtaca gtaccgggat tgttcaactt 
2940 

catcacatct gtcagaatct gctaacagta 
3000 

acctgctagc atgtccttta gacagcaacc 
3060 

aatttcataa aacttgtgtt cgtatgccaa 
3120 

tgtgagtaat ttcttcaggt tttccatgac 
3160 

tttggaaatc tcttcaaata tactggactt 
3240 

gtaattaaag tctcctttaa gaatcacttg 
3300 

aaaatcgtag gccctcagcc acaatagaag 
3360 

agtccatcag cttgtggcgg cccaagttga 
3420 

agtgaatctg cagagttatc aacttggtga 
3480 

aggagtcctt ggcataactc tctgctgcat 
3540 

gttgtttcag ctggtgccca tccttgaggc 
3600 



cagctcttgg gagtacagtt ctctacgttc 
gttacagctt taaaacatga gtgatttgcc 
aaggtatagg gctgccttcc tcttatttat 
aaggcctaat taattaagta cctataagaa 
tcaggtttat ggctgttaag tatagattgg 
tttaaccaaa tgtgtggtta gtgttttttt 
ttttaaattt ctcttatata ggaaataata 
tggaaaacaa gaccatcatc taagtgattt 
caataattac agtaaattaa ataaagattc 
tagcagtaat aatgacatac actgaattga 
ctaacaaatg aaaatgtatc acctgttcct 
gaaactggaa tctgcaggta caggtattct 
gctgtcctga ggaagaggaa gcttttgatc 
gatgaacaat catctaaaat caatctattt 
tacttgctac ctactaccca caaaggactg 
tagcaaagat ctccaatgca ttcttcttct 
caagaaaaca gacacctatg aaatcatcta 
tgtctgaggg tccttcagaa gcacatttac 
cttgtaatac aggtaaacat cttcacaata 
catgtcagta ggctgatgtt gtttatattt 
taataacctt tgctgcttaa attcttccaa 
ctggtacaaa atttcagccc aatctggaac 
cctggtagaa ccgaggtagg gccagaatac 
tgagcattgt gttctggcca gtgttcagaa 
gccgctgaca gtgctgggcc tgtcgcacac 
ccaacatcag agtcagggcc ttcagcagca 
tgtcctccca gggctgagac tcaatcaatt 
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tcagttggat gcgggcagct gcctcgtggt 
3660 

acagggcaat catattgtgc ttttcactgt 
3720 

gcagggctgt tttcagggta ccactcggat 
3780 

agtgcttttt atgcagcaaa tcaaatatgt 
3840 

tgaggagccg taccaccagc ccatactcct 
3900 

tgtgggcggc ctgtaggact cggatgatgc 
3960 

gatgggccag gatcaggagc tctgtggtgc 
4020 

tcttatccaa caacttcatg cctaccaatg 
4080 

gaaatgtctg gctttcctct gttgggttga 
4140 

aagtaagcag ctcccgtgtc acctcttctg 
4200 

ggccctgtgt gctgatgaag gcctgggctc 
4260 

agattttccg gagcatggct tcaccatcct 
4320 

actccttggc aagatcatac agacagagga 
4380 

atttgcttgt cagcacttcc aggttagtta 
4440 

ccaggatcag gagctctgtg gtgcaagaaa 
4481 

<210> 4792 

<211> 179 

<212> PRT 

<213> Homo sapiens 

<400> 4792 



Tyr 


Cys 


Tyr 


Lys 


Ser 
5 


Arg 


His 


Leu 


1 
Ser 


Lys 


He 


Lys 


Leu 


His 


Thr 


Tyr 








20 










Asn Lys 


Asn 


Lys 


Gin 


Trp 


Gly 


Lys 






35 










40 


Trp Asp 


Asn 


Ser 


Leu 


Ala 


He 


Cys 




50 










55 




Pro 


Ser 


Arg 


Tyr 


Thr 


Lys 


He 


Asn 


65 










70 






He 


Lys 


Pro 


Lys 


Ser 


He 


Lys 


Phe 










85 








He 


Leu 


Asp 


He 


Ser 


Ala 


Gly 


Lys 








100 










Ala 


He 


Thr 


Thr 


Lys 


Thr 


Lys 


He 






115 










120 


Asn 


Asn 


Phe 


Cys 


Thr 


Ala 


Lys 


Glu 



tctcgccaat ctcccggcac atgctgaagc 
ctccaggacg gcagcgtttg atgtagtcca 
ccaacttctt cctcattagc acttcaaagt 
atgtcatctc gttgtacctt ccaatgccag 
cactgggggc caggtggtta tctgtgagca 
cctccatgtg gcacgtcagg gtgaagcaat 
aagacagttc cccatgggga acggaggaaa 
tgcggtcttg acacagagtg gtcagctgaa 
acatctgctt atgtcctgtt ccctgtgatg 
ccacgagttc agccacagta tctggcttaa 
gtttgcatcg gtcaggctgc tgagaggcca 
gagcagcaac atctgtgtag gaacagccca 
cctgtcgaca gtagttcttc ccatggaggc 
ccacttcatt actggtgaag cacgtatggg 
gttccccatg g 



Ser Gin 


Trp 


Asn 


Arg 


He 


Glu 


His 


10 










15 




His His 


Leu 


He 


Val 


Asp 


Lys 


Ala 


25 








30 






Gly Thr 


Leu 


Phe 


Asn 
45 


Lys 


Trp 


Cys 


Arg He 


Val 


Lys 
60 


Leu 


Asp 


Pro 


Tyr 


Ser Arg 


Trp 
75 


He 


Lys 


Asp 


Leu 


Asn 
80 


Leu Glu Asp 


Asn 


Pro 


Gly Asn 


Ala 


90 










95 




Asp Leu 


Met 


Met 


Asn 


Thr 


Xaa 


Lys 


105 








110 






Asp Lys 


Trp 


Asp 


Leu 
125 


He 


Lys 


Leu 


Thr He 


Asn Arg 


Val 


Asp Arg 


Gin 
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130 

Pro Thr Glu Trp 
14 5 

Tyr Ala Ser Asp 
Gin He Tyr 



135 

Glu Lys Val Leu 
150 

Lys Gly Leu He 
165 



140 

Ala Trp Glu Lys 
155 

Ser Ser He Tyr 
170 



He Phe Ser Asn 

160 

Lys Glu Leu Lys 
175 



<210> 4793 

<211> 1242 

<212> DNA 

<213> Homo sapiens 

caattgcaat taaacatgga cagaaaatcc tcctccccgt tgttcttaga acaagaataa 
caatgaagtt aaaagccacc tggaagggcc cctccccacc cttggtctct caaattccat 
tttttagtcc tcctgaaggc ccacagcacc actgctgtca gccagcctct tggcaggttg 
"aggtgact tcatctggta ccaacaacac agatgctttc caacatcata acaacctcac 

2 4 0 

agatgccctt tttaatatct gcgtatgtta cgttatagag ctgtaccatg agttagtgtc 
tattttcgtc catttacatt gctataaagg attacctgag gctgggtaat taaagaggtt 
"cttggctc acggctctgc aggctgtaca agcagcacgg tgccagcgtc tgcttctggt 

420 

gagggcctca ggctacttcc agcatggcag aaggcgaagg agagctagcg tgtgcagaga 
480 

tcacatggca acagaggaag aaggcagagg tgctctttaa caaccagttc ttccgagaga 
gjtccacgtg gctggaactt cacaatcatg gcagaaggca cgtctgcgag gcatcctggg 
gctgcactgc tgatcctctt ctctctcccc tggccctgag tgctgccttc atgtggctca 
gcccttccgt ccttcaagcc ttcatcagct tcagggcagc cccgagtctg tgcccaggta 
cactggctaa aatgcagtgt cttccaaata gccatatctc atttcaatca gggagcaatt 

780 

ccagcatgga agtccccatc atgctcctgc tggcaggtac aggtgccagt ttgtgacgga 

840 

tgaaagcacc gacagcccac gcgtcttcat catggaggcc tgtgccccag actgtgccca 

gcacaacagc tgggcggcaa gggtgggcca gggtcgagca aatgacacgt tccctttggc 

taaggaagac accccagaag caaaatgctc catgcaacag ccaggcactc aggctacaag 
1020 

ctcggtggcg gggaggcagc cgggagcctt ctcagaggag aagggtcccg tgatcattcc 

1080 

acagatgctt ttagagctct gggctcaggg taaccgacca attatggtgc tgccagaggg 

cc^gcattta ctatacacac gtcacaaaat caggcttccc cgggaggagc catcggactc 
1200 
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tgtgcagagg gcccatgtga caatataaaa ggtcgacgcg gc 
1242 

<210> 4794 

<211> 118 

<212> PRT 

<213> Homo sapiens 

<400> 4794 



Met Glu 


Ala 


Cys 


Ala 


Pro Asp 


Cys Ala Gin His 


Asn 


Ser Trp 


Ala 


Ala 


1 




5 




10 








15 




Arg val 


Gly 


Gin 


Gly 


Arg Ala 


Asn Asp Thr Phe 


Pro 


Leu 


Ala 


Lys 


Glu 


20 






25 






30 






Asp Thr 


Pro 


Glu 


Ala 


Lys Cys 


Ser Met Gin Gin 


Pro 


Gly 


He 


Gin 


Ala 


35 








40 




4 5 








Thr Ser 


Ser 


Val 


Ala 


Gly Arg 


Gin Pro Gly Ala 


Phe 


Ser 


Glu 


Glu 


Lys 


50 








55 




60 










Gly Pro 


Val 


lie 


He 


Pro Gin 


Met Leu Leu Glu 


Leu 


Trp 


Ala 


Gin 


Gly 


65 








70 


75 










80 


Asn Arg 


Pro 


lie 


Met 


Val Leu Pro Glu Gly Leu 


His 


Leu 


Leu 


Tyr 


Thr 






85 




90 








95 




Arg His 


Lys 


He 


Arg 


Leu Pro 


Arg Glu Glu Pro 


Ser 


Asp 


Ser 


Val 


Gin 




100 






105 






110 






Arg Ala 


His 
115 


Val 


Thr 


He 















<210> 4795 

<211> 2117 

<212> DNA 

<213> Homo sapiens 

<400> 4795 

nnattgtttt cctgatttca ttaagttgtc tatttatatt cctttatatc tcactgagtc 
60 

tccttaagat cattatgtgg aattctcttt cagaaaactc atacattttc atttatttgg 
120 

ggtcagttag cagagaatta ttgttttccc ttggtagtat cacttttcct tgctttttct 
180 

tatttcttgt gtccctgcat aggtgtctcc acatctggtg gtataatcgg ctctctcaaa 
240 

ctttatagag tggctttcag aggggaagat tttcatctgc agatgggcct ggggcttttg 
300 

gttgagcagg ctctggtggc tttcatttca tgtgggtcca ggccctccgg cagcagtgaa 
360 

ttgagagccc aggcctgcac ggcccacagt gcaggggtcc ccgggctctc catccccact 
420 

tccagttggc tacccctgat gaaggggcca cctgaggtgg ctcagagtaa tatccagacc 
480 

cagccagtga acagggagat ggatgctgcc ggctttgact tctcactgcc atgcactcaa 
540 

aagctaacac agaatggcac aaggagtcag tggggcctct ccctgccagc tctcatgacc 
600 

gagggcagtg taaaacatgg tttaggagat gtttctatcc tcaagaagac attcagcacc 
660 
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aggcttcaga actcagattg gtttctcacc actttgaaag actgcatgac tcttcaccca 
720 

ctagaggcat cacctcccca ggacaaacag ccctccatca tgaaggacca acattgcatg 
780 

aactggtgct tggccccacc agagggaaat gcaaacgtgg catttagccc atatggcttt 
840 

cttgcatggg gtcactacat cagtgccatg gacccctgca ccctcttacc cttggcgggt 
900 

ccacatgccc aggcccccca gggtgtggcc ccaaaagtga caaccagagg attgggacca 
960 

gcaggagcat cactgtggac agtctatgag gacagtaaga gacagggcct gtccctggag 
1020 

attgtacagg gcttgcaagg acaggctggt cctgagagca tcagccctgt cgtgactgta 
1080 

ccccaaagag gcatcaggcc ctttgggaag ttggacagga acaccagaat ggccagcctt 
1140 

gactgcaagt ccctggagtg gcagcccctg gcaatacttc tggaacagaa aaacatggca 
1200 

gcagacgggc ccgtgctcaa ttcaccagag cccaagccag cccaaggcag ctgcttcctg 
1260 

ctacagagag tcgcttcaga agtgctttgt gctacagtcc ctgcccgtgg catccagggc 
1320 

tggccagagc ccaagccctc cccaggctca gagctctcag ccctcaaagc acacgaagtc 
1380 

ttacaaatca tgctgggctt acccactgag gacatgctgg tgagaaagca ggcaccacag 
1440 

cccctgttcc ttcctgatgg tcatgtgcag ctgtgctcca aaggacagca gaggttggaa 
1500 

cagagggcgt gtcggaggag atccagggac aacactcaac agaggaacac tgatatgtct 
1560 

ccatatcccc agcgcccagc ccagggcctg gtgtggagca gagcagaccc caccacggtt 
1620 

acagacagcg atgcagacat aacactacaa gcatatccat caggagtcaa gtcatggggc 
1680 

tgtccccagg aaatcagctc attagtgtgg ctgaccaagg ccatgctggc ccttagaggt 
1740 

ggctgctcca gctccagcag cgactctatg ggcaggaaag cctgggttct gttcaaccca 
1800 

cagcagacca cactcaggtg ggccctgtaa gtgagccctt tcttccaaaa tggccactgg 
1860 

atccaatttc tctcactggg aatcaaggca gcattggtag gtaacaaatg tgtgaacaga 
1920 

caaaccagct tctgagtaga atcctattac ataaaacctg acaagctgca gagggcatct 
1980 

ggtcacccat gtagttctat cagtgggcaa atccaagcac tctggagagg gacaagtact 
2040 

tgcctaatga ctgcaagact cccaacccag cactgtatcc aagcacacac cacaaccatg 
2100 

tcctcccaga ctcctgg 
2117 

<210> 4796 
<211> 541 
<212> PRT 



3976 



WO 00/58473 



PCT/US00/08621 



<213> Homo sapiens 



<400> 4796 



val 


Ser 


Thr 


Ser 


Gly 


Gly He He Gly Ser Leu Lys Leu Tyr Arg 


Val 


l 








5 


10 15 




Ala 


Phe 


Arg 


Gly 
20 


Glu 


Asp Phe His Leu Gin Met Gly Leu Gly Leu 

25 30 


Leu 


Val 


Glu 


Gin 
35 


Ala 


Leu 


Val Ala Phe He Ser Cys Gly Ser Arg Pro 
40 45 


Ser 


Gly 


Ser 


Ser 


Glu 


Leu 


Arg Ala Gin Ala Cys Thr Ala His Ser Ala Gly 




50 








55 60 




Val 


Pro 


Gly 


Leu 


Ser 


He Pro Thr Ser Ser Trp Leu Pro Leu Met 


Lys 


65 










70 75 


80 


Gly 


Pro 


Pro 


Glu 


Val 
85 


Ala Gin Ser Asn He Gin Thr Gin Pro Val 

90 95 


Asn 


Arg 


Glu 


Met 


Asp 
100 


Ala 


Ala Gly Phe Asp Phe Ser Leu Pro Cys Thr 

105 110 


Gin 


Lys 


Leu 


Thr 
115 


Gin 


Asn 


Gly Thr Arg Ser Gin Trp Gly Leu Ser Leu 
120 125 


Pro 


Ala 


Leu 
130 


Met 


Thr 


Glu 


Gly Ser Val Lys His Gly Leu Gly Asp Val 
135 140 


Ser 


He 


Leu 


Lys 


Lys 


Thr 


Phe Ser Thr Arg Leu Gin Asn Ser Asp Trp 


Phe 


145 










150 155 


160 


Leu 


Thr 


Thr 


Leu 


Lys 
165 


Asp Cys Met Thr Leu His Pro Leu Glu Ala 

170 175 


Ser 


Pro 


Pro 


Gin 


Asp 
180 


Lys 


Gin Pro Ser He Met Lys Asp Gin His Cys 

185 190 


Met 


Asn 


Trp 


Cys 
195 


Leu 


Ala 


Pro Pro Glu Gly Asn Ala Asn Val Ala Phe 
200 205 


Ser 


Pro 


Tyr 
210 


Gly 


Phe 


Leu 


Ala Trp Gly His Tyr He Ser Ala Met Asp 
215 220 


Pro 


Cys 


Thr 


Leu 


Leu 


Pro 


Leu Ala Gly Pro His Ala Gin Ala Pro Gin Gly 


225 










230 235 


240 


val 


Ala 


Pro 


Lys 


Val 
245 


Thr Thr Arg Gly Leu Gly Pro Ala Gly Ala 

250 255 


Ser 


Leu 


Trp 


Thr 


Val 
260 


Tyr 


Glu Asp Ser Lys Arg Gin Gly Leu Ser Leu 

265 270 


Glu 


He 


Val 


Gin 
275 


Gly 


Leu 


Gin Gly Gin Ala Gly Pro Glu Ser He Ser 
280 285 


Pro 


Val 


Val 


Thr 


Val 


Pro 


Gin Arg Gly He Arg Pro Phe Gly Lys Leu Asp 




290 








295 300 




Arg 


Asn 


Thr 


Arg 


Met 


Ala Ser Leu Asp Cys Lys Ser Leu Glu Trp Gin 



305 310 315 320 

Pro Leu Ala He Leu Leu Glu Gin Lys Asn Met Ala Ala Asp Gly Pro 



325 330 335 



Val 


Leu 


Asn 


Ser 


Pro 


Glu 


Pro 


Lys 


Pro Ala Gin Gly Ser Cys Phe 


Leu 








340 










345 




350 




Leu 


Gin 


Arg 


Val 


Ala 


Ser 


Glu 


Val 


Leu Cys 


Ala 


Thr Val Pro Ala 


Arg 






355 










360 






365 




Gly 


He 


Gin 


Gly 


Trp 


Pro 


Glu 


Pro 


Lys Pro 


Ser 


Pro Gly Ser Glu Leu 




370 










375 








380 




Ser 


Ala 


Leu 


Lys 


Ala 


His 


Glu 


Val 


Leu Gin 


He 


Met Leu Gly Leu 


Pro 


385 










390 








395 




400 


Thr 


Glu 


Asp 


Met 


Leu 


Val 


Arg 


Lys 


Gin Ala 


Pro 


Gin Pro Leu Phe 


Leu 
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405 










410 




415 




Pro Asp 


Gly His 


Val 


Gin 


Leu 


Cys 


Ser 


Lys 


Gly Gin Gin Arg Leu 




420 










425 






430 




Gin Arg 


Ala Cys 


Arg 


Arg 


Arg 


Ser 


Arg Asp 


Asn Thr Gin 


Gin Arg 


Ti c r> 


435 








440 






445 






Thr Asp 


Met Ser 


Pro 


Tyr 


Pro 


Gin Arg 


Pro 


Ala Gin Gly 


Leu Val 


Trp 


450 








455 








460 






Ser Arg 


Ala Asp 


Pro 


Thr 


Thr 


Val 


Thr 


Asp 


Ser Asp Ala 


Asp He 


Thr 


465 






470 










475 




4B0 


Leu Gin 


Ala Tyr 


Pro 


Ser Gly 


Val 


Lys 


Ser 


Trp Gly Cys 


Pro Gin 


Glu 




485 










490 




495 




He Ser 


Ser Leu 


Val 


Trp 


Leu 


Thr 


Lys 


Ala 


Met Leu Ala 


Leu Arg 


Gly 




500 










505 






510 




Gly Cys 


Ser Ser 


Ser 


Ser 


Ser 


Asp 


Ser 


Met 


Gly Arg Lys 


Ala Trp 


Val 


515 








520 






525 






Leu Phe 


Asn Pro 


Gin 


Gin 


Thr 


Thr 


Leu 


Arg 


Trp Ala Leu 






530 








535 








540 







<210> 4797 
<211> 2848 
<212> DNA 

<213> Homo sapiens 
<400> 4797 

ncctccctcc ttccttccgc cgcaacatgg ctaacaacag ccccgcgctg acaggcaact 
60 

cgcagccgca gcaccaggcg gctgcagctg cggctcagca acagcagcag tgcggcggcg 
120 

gcggcgctac caagccggcg gtctccggca agcagggcaa tgtgctcccg ctctggggca 
180 

acgagaagac catgaacctc aaccccatga tcctgaccaa catcctgtcg tcgccttact 
240 

tcaaagtaca gctctacgag ctcaagacct accacgaggt ggtggacgag atctacttta 
300 

aggtcacgca cgttgaacca tgggagaaag gaagcaggaa aacagcgggc cagacaggga 
360 

tgtgcggagg ggtaagtaga agttcgaggt gttggaacag gaggaattgt ttctacagca 
420 

ttttgcctgt tatacaaatt atttaccctg aagttaactc gaaagcaagt gatgggtctt 
480 

ataacacaca cagactctcc atatattaga gcgcttggat ttatgtatat aagatataca 
540 

cagcccccta cagatctgtg ggactggttt gaatccttcc ttgatgatga agaggactta 
600 

gatgtgaagg ctggtggagg ctgtgtaatg accattggag aaatgctacg atcttttctc 
660 

acaaaactgg agtggttttc taccttgttt ccaagaattc cagttccagt tcaaaagaat 
720 

attgatcaac agattaaaac ccgacctaga aaaatcaaga aagatgggaa ggaaggtgct 
780 

gaggaaatag acagacatgt tgaacgcaga cgttcaaggt ctccaaggag atctctgagt 
840 

ccacggaggt ccccaagaag gtcaagaagt agaagtcatc atcgggaggg ccatgggtct 
900 



3978 



WO 00/58473 



PC17USO0/O8621 



tctagtttcg acagagaatt agaaagagag aaagaacgcc agcgactaga gcgtgaagcc 
960 

aaagaaaggg agaaagaacg gcgaagatcc cgaagtattg accgggggtt agaacgcagg 
1020 

cgcagcagaa gtagggaaag gcatagaagt cgcagtcgaa gtcgtgatag gaaaggggat 
1080 

agaagggaca gggatcgaga aagagagaaa gaaaatgaga gaggtagaag acgagatcgt 
1140 

gactatgata aggaaagagg aaatgaacga gaaaaagaga gagagcgatc aagagaaagg 
1200 

tccaaggaac agagaagtag gggagaggta gaagagaaga aacataaaga agacaaagat 
1260 

gataggcggc acagagatga caaaagagat tccaagaaag agaaaaaaca cagtagaagc 
1320 

agaagcagag aaaggaaaca cagaagtagg agtcgaagta gaaatgcagg gaaacgaagt 
1380 

agaagtagaa gcaaagagaa atcaagtaaa cataaaaatg aaagtaaaga aaaatcaaat 
1440 

aaacgaagtc gaagtggcag tcaaggaaga actgacagtg ttgaaaaatc aaaaaaacgg 
1500 

gaacatagtc ccagcaaaga aaaatctaga aagcgtagta gaagcaaaga acgttcccac 
1560 

aaacgagatc acagtgatag taaggaccag tcagacaaac atgatcgtcg aaggagccaa 
1620 

agtatagaac aagagagcca agaaaaacag cataaaaaca aagatgagac tgtgtgaaaa 
1680 

tattttgtaa aagtggatca cattgaatcc tataaatgat taaatctgct tttttccccc 
1740 

acgttgagat tgtgcagtag ttcgcactcc tcaagctctc cctgtaggct gcattttcat 
1800 

ttccfcctttc gtgcagggaa gtgcctttgt aattccattt attgcattgg tgttttcacc 
1860 

caattgttaa gtttgataca tgatgcacag attgttcttg catttttatt gtttgttttt 
1920 

gaaatgtaca gtctgtacat atgtcctgaa aatgttttaa ttcctttggc atggttgcca 
1980 

tgttggttaa atttgtataa ggcaataaac tgccactaat ctatttttgt tttgtaggtg 
2040 

tgggattatg gtttgtgtac tgaagttagc atggctgtgc ttttcgtaat agaatgctaa 
2100 

agactttgag aatggatctt ggatgtctat tataggagaa gtatgtgctg ccaatgtaca 
2160 

agaaggcagc attgtaggat taacattctt gtctactgta tattatcttg gaaggctctt 
2220 

gttaatatgt tacacttaat attctccaca gttaccttta gagagaattt atgagaagtt . 
2280 

agtttctgat gcagaggttt ttaggctgtg atttcatcaa aagtcctttt agcattctac 
2340 

ctcaaaggga cacttagtat gcctaaaatt tattcactta gttttccttt tttatttgaa 
2400 

aaaatacatg acatgtaatc tttttttctt gaattctttc tcagatttta aagtactata 
2460 

ttaaagaaaa aaattaatgt ctaaagccta gcattcttgc agaaccctat actaacatgt 
2520 
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aatggggaga gggtggggca 

2580 

catttttata aatggaaaat 
2640 

aaaattcaga acttttttta 
2700 

tagaacagag gagtattaaa 
2760 

atttgataga ttgttcttac 
2820 

aaatactgga ttaaatcctt 
2848 



gatgagtaga gaaacagatt 
ccttaaatta tgaaacagct 
ttgataatgg agattgctgt 
agtaatgctg tgctgcatta 
aacttgtatt ctgattacag 
taaaaaaa 



caagcctcaa gcttccaaag 
tgatatagtg tccttttttt 
ttgagttttt aaacttaatc 
tttaagacta tcagcaaatt 
aaccatcatg agtgtggaat 



<210> 4798 

<211> 401 

<212> PRT 

<213> Homo sapiens 



<400> 4798 

Met Gly Leu He Thr His Thr Asp Ser Pro Tyr He Arg Ala Leu Gly 

1 5 10 15 

Phe Met Tyr He Arg Tyr Thr Gin Pro Pro Thr Asp Leu Trp Asp Trp 

20 25 30 

Phe Glu Ser Phe Leu Asp Asp Glu Glu Asp Leu Asp Val Lys Ala Gly 

35 40 45 

Gly Gly Cys Val Met Thr He Gly Glu Met Leu Arg Ser Phe Leu Thr 

50 55 60 

Lys Leu Glu Trp Phe Ser Thr Leu Phe Pro Arg He Pro Val Pro Val 
65 70 75 80 

Gin Lys Asn He Asp Gin Gin He Lys Thr Arg Pro Arg Lys He Lys 

85 90 95 

Lys Asp Gly Lys Glu Gly Ala Glu Glu He Asp Arg His Val Glu Arg 

100 105 HO 

Arg Arg Ser Arg Ser Pro Arg Arg Ser Leu Ser Pro Arg Arg Ser Pro 

115 120 125 

Arg Arg Ser Arg Ser Arg Ser His His Arg Glu Gly His Gly Ser Ser 

130 135 140 

Ser Phe Asp Arg Glu Leu Glu Arg Glu Lys Glu Arg Gin Arg Leu Glu 
145 150 155 160 

Arg Glu Ala Lys Glu Arg Glu Lys Glu Arg Arg Arg Ser Arg Ser He 

165 170 175 

Asp Arg Gly Leu Glu Arg Arg Arg Ser Arg Ser Arg Glu Arg His Arg 

180 185 190 

Ser Arg Ser Arg Ser Arg Asp Arg Lys Gly Asp Arg Arg Asp Arg Asp 

195 200 205 

Arg Glu Arg Glu Lys Glu Asn Glu Arg Gly Arg Arg Arg Asp Arg Asp 

210 215 220 

Tyr Asp Lys Glu Arg Gly Asn Glu Arg Glu Lys Glu Arg Glu Arg Ser 
225 230 235 240 

Arg Glu Arg Ser Lys Glu Gin Arg Ser Arg Gly Glu Val Glu Glu Lys 

245 250 255 

Lys His Lys Glu Asp Lys Asp Asp Arg Arg His Arg Asp Asp Lys Arg 

260 265 270 

Asp Ser Lys Lys Glu Lys Lys His Ser Arg Ser Arg Ser Arg Glu Arg 
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275 








280 






285 








Lys 


His 


Arg 


Ser 


Arg 


Ser Arg 


Ser 


Arg Asn Ala 


Gly 


Lys 


Arg 


Ser 


Arg 




290 








295 






300 










Ser 


Arg 


Ser 


Lys 


Glu 


Lys Ser 


Ser 


Lys His Lys 


Asn 


Glu 


Ser 


Lys 


Glu 


305 










310 




315 










320 


Lys 


Ser 


Asn 


Lys 


Arg 


Ser Arg 


Ser 


Gly Ser Gin 


Gly 


Arg 


Thr 


Asp 


Ser 










325 






330 








335 




Val 


Glu 


Lys 


Ser 


Lys 


Lys Arg 


Glu 


His Ser Pro 


Ser 


Lys 


Glu 


Lys 


Ser 








340 








345 






350 






Arg Lys 


Arg 


Ser 


Arg 


Ser Lys 


Glu 


Arg Ser His 


Lys 


Arg 


Asp 


His 


Ser 






355 








360 






365 








Asp 


Ser 


Lys 


Asp Gin 


Ser Asp 


Lys 


His Asp Arg 


Arg 


Arg 


Ser 


Gin 


Ser 




370 








375 






380 










lie 


Glu 


Gin 


Glu 


Ser 


Gin Glu 


Lys 


Gin His Lys 


Asn 


Lys 


Asp 


Glu 


Thr 


385 










390 




395 










400 


Val 



























<210> 4799 
<211> 358 
<212> DNA 

<213> Homo sapiens 
<400> 4799 

gctagcctgg ctggagaacg tgtggctctg gatcaccttt ctgggcgatc ccaagatcct 
60 

ctttctgttc tacttccccg cggcctacta cgcctcccgc cgtgtgggca tcgcggtgct 
120 

ctggatcagc ctcatcaccg agtggctcaa cctcatcttc aagtggtgag acagagaagc 
180 

cctccggcat cctggtcccc acccccgagg gccctgagtc atgtgtttct ttttggagac 
240 

aggccctttt ggtgggtcca tgagtctggt tactacagcc aggctccagc ccaggttcac 
300 

cagttcccct cttcttgtga gactggtcca ggcagccctt ctggacactg catgatca 
358 



<210> 4800 

<211> 119 

<212> PRT 

<213> Homo sapiens 



<400> 4800 
Ala Ser Leu Ala 
1 

Ser Gin Asp Pro 

20 

Pro Pro Cys Gly 
35 

Ala Gin Pro His 
50 

Trp Ser Pro Pro 
65 

Arg Pro Phe Trp 



Gly Glu Arg Val 
5 

Leu Ser Val Leu 

His Arg Gly Ala 

40 

Leu Gin Val Val 
55 

Pro Arg Ala Leu 
70 

Trp Val His Glu 



Ala Leu Asp His 
10 

Leu Pro Arg Gly 
25 

Leu Asp Gin Pro 

Arg Gin Arg Ser 

60 

Ser His Val Phe 
75 

Ser Gly Tyr Tyr 



Leu Ser Gly Arg 
15 

Leu Leu Arg Leu 
30 

His His Arg Val 
45 

Pro Pro Ala Ser 

Leu Phe Gly Asp 

80 

Ser Gin Ala Pro 
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85 90 95 

Ala Gin Val His Gin Phe Pro Ser Ser Cys Glu Thr Gly Pro Gly Ser 

100 105 110 

Pro Ser Gly His Cys Met lie 
115 

<210> 4801 

<211> 1447 

<212> DNA 

<213> Homo sapiens 

<400> 4801 

ttggagatca gagggtcgac gctgcttcgt tgcctggact ctggtttccg ccctggagca 
60 

agccggggcc tggtcggcag ctgggccgcc atggagtcca cgctgggcgc gggcatcgtg 
120 

atagccgagg cgctacagaa ccagctagcc tggctggaga acgtgtggct ctggatcacc 
180 

tttctgggcg atcccaagat cctctttctg ttctacttcc ccgcggccta ctacgcctcc 
240 

cgccgtgtgg gcatcgcggt gctctggatc agcctcatca ccgagtggct caacctcatc 
300 

ttcaagtggt ttctttttgg agacaggccc ttttggtggg tccatgagtc tggttactac 
360 

agccaggctc cagcccaggt tcaccagttc ccctcttctt gtgagactgg tccaggcagc 
420 

ccttctggac actgcatgat cacaggagca gccctctggc ccataatgac agccctgtct 
480 

tcgcaggtgg ccactcgggc ccgcagccgc tgggtaaggg tgatgcctag cctggcttat 
540 

tgcaccttcc ttttggcggt tggcttgtcg cgaatcttca tcttagcaca tttccctcac 
600 

caggtgctgg ctggcctaat aactggcgct gtcctgggct ggctgatgac tnnccccgag 
660 

tgcctatgga gcgggagcnt aagcttctat gggttgactg cactggccct catgctaggc 
720 

accagcctca tctattggac cctctttaca ctgggcctgg atctttcttg gtccatcagc 
780 

ctagccttca agtggtgtga gcggcctgag tggatacacg tggatagccg gccctttgcc 
840 

tccctgagcc gtgactcagg ggctgccctg ggcctgggca ttgccttgca ctctccctgc 
900 

tatgcccagg tgcgtcgggc acagctggga aatggccaga agatagcctg ccttgtgctg 
960 

gccatggggc tgctgggccc cctggactgg ctgggccacc cccctcagat cagcctcttc 
1020 

tacattttca atttcctcaa gtacaccctc tggccatgcc tagtcctggc cctcgtgccc 
1080 

tgggcagtgc acatgttcag tgcccaggaa gcaccgccca tccactcttc ctgacttctt 
1140 

gtgtgcctcc ctttcctttc cctcccacaa agccaacact ctgtgaccac cacactccag 
1200 

gaggcagccc catccccttc cagcccctaa gtaggccctc ccctccctaa atctgcttcc 
1260 
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gcaccacctg gtcttagccc caaagatggg ccttctctct cccagataag ttggtcctcc 
1320 

ctctgccttt cctctcaagc ccccaaagag caaaggcaac agcaagacca gcgggttctt 
1380 

gcaacactgt gaggggcagc cagggcggcc ccaataaagc ccttgaatac tttgaaaaaa 

1440 

aaaaaaa 

1447 

<210> 4802 
<211> 377 
<212> PRT 

<213> Homo sapiens 



<400> 4802 



Leu Glu 


He 


Arg 


Gly 


Ser 


Thr 


Leu 


Leu 


Arg 


Cys 


Leu 


Asp 


Ser 


Gly 


Phe 


1 






5 










10 










15 




Arg Pro 


Gly 


Ala 


Ser 


Arg Gly 


Leu 


Val 


Gly 


Ser 


Trp 


Ala 


Ala 


Met 


Glu 






20 










25 










30 






Ser Thr 


Leu 


Gly 


Ala 


Gly 


He 


Val 


He 


Ala 


Glu 


Ala 


Leu 


Gin 


Asn 


Gin 




35 










40 










45 








Leu Ala 


Trp 


Leu 


Glu 


Asn 


Val 


Trp 


Leu 


Trp 


He 


Thr 


Phe 


Leu 


Gly 


Asp 


50 










55 










60 










Pro Lys 


He 


Leu 


Phe 


Leu 


Phe 


Tyr 


Phe 


Pro 


Ala 


Ala 


Tyr 


Tyr 


Ala 


Ser 


65 








70 










75 










80 


Arg Arg 


Val 


Gly 


He 


Ala 


Val 


Leu 


Trp 


lie 


Ser 


Leu 


He 


Thr 


Glu 


Trp 








85 










90 










95 




Leu Asn 


Leu 


He 


Phe 


Lys 


Trp 


Phe 


Leu 


Phe 


Gly 


Asp 


Arg 


Pro 


Phe 


Trp 






100 










105 










110 






Trp Val 


His 


Glu 


Ser 


Gly Tyr 


Tyr 


Ser 


Gin 


Ala 


Pro 


Ala 


Gin 


Val 


His 




115 










120 










125 








Gin Phe 


Pro 


Ser 


Ser 


Cys 


Glu 


Thr Gly 


Pro 


Gly 


Ser 


Pro 


Ser 


Gly 


His 


130 










135 










140 










Cys Met 


He 


Thr 


Gly 


Ala 


Ala 


Leu 


Trp 


Pro 


He 


Met 


Thr 


Ala 


Leu 


Ser 


145 








150 










155 










160 


Ser Gin 


Val 


Ala 


Thr 


Arg 


Ala 


Arg 


Ser 


Arg 


Trp 


Val 


Arg 


Val 


Met 


Pro 








165 










170 










175 




Ser Leu 


Ala 


Tyr 


Cys 


Thr 


Phe 


Leu 


Leu 


Ala 


Val 


Gly 


Leu 


Ser 


Arg 


He 






180 










185 










190 






Phe He 


Leu 


Ala 


His 


Phe 


Pro 


His 


Gin 


Val 


Leu 


Ala 


Gly 


Leu 


He 


Thr 




195 










200 










205 








Gly Ala 


Val 


Leu 


Gly 


Trp 


Leu 


Met 


Thr 


Xaa 


Pro 


Glu 


Cys 


Leu 


Trp 


Ser 


210 










215 










220 










Gly Ser 


Xaa 


Ser 


Phe 


Tyr Gly 


Leu 


Thr 


Ala 


Leu 


Ala 


Leu 


Met 


Leu 


Gly 


225 








230 










235 










240 


Thr Ser 


Leu 


He 


Tyr 


Trp 


Thr 


Leu 


Phe 


Thr 


Leu 


Gly 


Leu 


Asp 


Leu 


Ser 




» 




245 










250 










255 




Trp Ser 


He 


Ser 


Leu 


Ala 


Phe 


Lys 


Trp 


Cys 


Glu 


Arg 


Pro 


Glu 


Trp 


He 






260 










265 










270 






His Val 


Asp 


Ser 


Arg 


Pro 


Phe 


Ala 


Ser 


Leu 


Ser 


Arg 


Asp 


Ser 


Gly 


Ala 




275 










280 










285 








Ala Leu 


Gly 


Leu 


Gly 


He 


Ala 


Leu 


His 


Ser 


Pro 


Cys 


Tyr 


Ala 


Gin 


Val 


290 










295 










300 










Arg Arg 


Ala 


Gin 


Leu 


Gly Asn 


Gly Gin 


Lys 


He 


Ala 


Cys 


Leu 


Val 


Leu 
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305 310 
Ala Met Gly Leu Leu Gly Pro Leu 

325 

He Ser Leu Phe Tyr He Phe Asn 

340 

Cys Leu Val Leu Ala Leu Val Pro 
355 360 
Gin Glu Ala Pro Pro He His Ser 
370 375 



315 320 
Asp Trp Leu Gly His Pro Pro Gin 

330 335 
Phe Leu Lys Tyr Thr Leu Trp Pro 
345 350 
Trp Ala Val His Met Phe Ser Ala 

365 

Ser 



<210> 4803 
<211> 564 
<212> DNA 

<213> Homo sapiens 



<400> 4803 

ggaaagccca ggacttagaa 
60 

ataaaaaaag agagagagtg 
120 

ccaaaacctg ctaatgcctg 
180 

gaatattaca gagatggtgt 
240 

attttagctt agtgacattt 
300 

gaagttaaat ttagatgctt 
360 

gcaaatcagt tatagaatat 
420 

agctttattc atactgttgc 
480 

agtgacaaac tagttgcaac 
540 

agagtcagca tcatgtctta 
564 



tcagcacact taggcactag 
cctgtgtgca catgctgccc 
atttccatta cgtgctactc 
gctgtttgct tttctctttt 
gtcaagaata gcaacctttt 
tcctctcttc ttattttgtg 
attagcattg ttatatttta 
attttatatt tcacagggag 
aagtaaaatc accctacaag 
cgcg 



cttataaaat attctgttgt 
tgtacctagc cacatgactt 
ctcaaatggc agcggcttct 
gttgtagcat aaaactgttc 
tgcttccaag ggacttgaag 
gaggtatttc ctgttcagta 
aactaatgac taatcatttc 
caatagaaaa agtgaaagaa 
acaaacagaa catggtgaag 



<210> 4804 

<211> 53 

<212> PRT 

<213> Homo sapiens 

<400> 4804 

Met Thr Asn His Phe Ser Phe He His Thr Val Ala Phe Tyr He Ser 

15 10 15 

Gin Gly Ala He Glu Lys Val Lys Glu Ser Asp Lys Leu Val Ala Thr 

20 25 30 

Ser Lys He Thr Leu Gin Asp Lys Gin Asn Met Val Lys Arg Val Ser 

35 40 45 

He Met Ser Tyr Ala 
50 



<210> 4805 
<211> 1619 
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<212> DNA 

<213> Homo sapiens 
<400> 4805 

ggccttggat acctggcccg ggatgctggg 

60 

cggagtacca ttcttttcaa tgcctacaaa 
120 

aaatccatgc agaaaaaact tcggagtaat 
180 

acatctgaga agttaaatgg agtaaaactg 
240 

actgcagctg agtttgaaat cctgaagaaa 
300 

atgctagggg aaggtggaga atccagattt 
360 

tatggaatca tggttaataa tgatgctgtg 
420 

cctaaagaag ctctagtttc cagtggagtc 
480 

aaggctgtgc tggcgatcat tgatgaggaa 
540 

tttgtgtatc cttttggtgc cacattgagt 
600 

acaggttctg tctgcttccc acttaacaga 
660 

caaggtggga agctggcagt gcttggttca 
720 

aaagaagaaa acagcaaaat catggatgtt 
780 

atccacctaa accagattga tgctgaggac 
840 

tacacagcca ccctatcaaa gcggaatcga 
900 

agggacttta ccaccctctt cgacctgtcc 
960 

agcgtcatcg aggctcacga gcagctaaat 
1020 

cctcagtttg agacgccgct gccaaccctt 
1080 

gagttaccac ctcctcctct ggagctattt 
1140 

gcacggctgg ctcagattac caataagtgt 
1200 

aagtgtggtg atattcttgg agtaaccagt 
1260 

catatccttg agcacgtctt cttccaagtg 
1320 

gacatcgata caagtgaaac agcattccag 
1380 

ctttttctgc ctcctgattc tctctttgta 
1440 

atcaaaattg tttatacact ctttcctcca 
1500 



cggcgtcagg taaccatgga gaaagagctg 
aaggagatat ttaccaccaa caatggctac 
tggaagattc agagcttaaa agatgaaatc 
tggattacag ctgggccaag ggaaaaattt 
tatcttgaca ctggtgggga tgtccttgtg 
gacaccaata ttaacttttt actagaagaa 
gttagaaatg tatatcacaa atatttccat 
ttgaacaggg aaattagccg agctgcagga 
agcagtggaa acaatgccca ggctctcacc 
gtcatgaaac cagcagtggc ggttctgtct 
cccattttgg ctttctatca ctcaaagaac 
tgtcacatgt tcagtgatca atatttggac 
gttgttttcc agtggctcac gacaggagac 
ccagagattt ctgactacat gatgctgccc 
gagtgtctcc aggagagtga tgagatccca 
atcttccagc tggataccac ctccttccac 
gtgaaacatg aaccactcca gctcatccag 
cagcctgcgg tttttcctcc cagtttccgg 
gatttagatg aaacgttctc ctctgagaag 
actgaagaag acctggaatt ttatgtcagg 
aaactaccaa aggaccaaca ggatgccaaa 
gtggagttca agaaattgaa ccaggaacat 
aacaatttct gaagaccatg cctcttgaag 
aactattttc aaattgtttt tcaactcctt 
tgagctctgg aaggtatatg catcttctgt 
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aatactcaga taggtataag atttttcaca aaatccttat gtaagataca ttccattttt 
1560 

aaaaattaaa tgtatggttg catctgtctt tttataccct aaaaaaaaaa aaaaaaaaa 
1619 

<210> 4806 
<211> 438 
<212> PRT 

<213> Homo sapiens 
<400> 4806 

Met Glu Lys Glu Leu Arg Ser Thr He Leu Phe Asn Ala Tyr Lys Lys 

1 * 5 10 15 

Glu He Phe Thr Thr Asn Asn Gly Tyr Lys Ser Met Gin Lys Lys Leu 

20 25 30 

Arg Ser Asn Trp Lys He Gin Ser Leu Lys Asp Glu He Thr Ser Glu 

35 40 45 

Lys Leu Asn Gly Val Lys Leu Trp He Thr Ala Gly Pro Arg Glu Lys 

50 55 60 

Phe Thr Ala Ala Glu Phe Glu He Leu Lys Lys Tyr Leu Asp Thr Gly 
65 70 75 80 

Gly Asp Val Leu Val Met Leu Gly Glu Gly Gly Glu Ser Arg Phe Asp 

85 90 95 

Thr Asn He Asn Phe Leu Leu Glu Glu Tyr Gly He Met Val Asn Asn 

100 105 HO 

Asp Ala Val Val Arg Asn Val Tyr His Lys Tyr Phe His Pro Lys Glu 

115 120 125 

Ala Leu Val Ser Ser Gly Val Leu Asn Arg Glu He Ser Arg Ala Ala 

130 135 140 

Gly Lys Ala Val Leu Ala He He Asp Glu Glu Ser Ser Gly Asn Asn 
145 150 155 160 

Ala Gin Ala Leu Thr Phe Val Tyr Pro Phe Gly Ala Thr Leu Ser Val 

165 170 175 

Met Lys Pro Ala Val Ala Val Leu Ser Thr Gly Ser Val Cys Phe Pro 

180 185 190 

Leu Asn Arg Pro He Leu Ala Phe Tyr His Ser Lys Asn Gin Gly Gly 

195 200 205 

Lys Leu Ala Val Leu Gly Ser Cys His Met Phe Ser Asp Gin Tyr Leu 

210 215 220 

Asp Lys Glu Glu Asn Ser Lys He Met Asp Val Val Val Phe Gin Trp 
225 230 235 240 

Leu Thr Thr Gly Asp He His Leu Asn Gin He Asp Ala Glu Asp Pro 

245 250 255 

Glu He Ser Asp Tyr Met Met Leu Pro Tyr Thr Ala Thr Leu Ser Lys 

260 265 270 

Arg Asn Arg Glu Cys Leu Gin Glu Ser Asp Glu He Pro Arg Asp Phe 

275 280 285 

Thr Thr Leu Phe Asp Leu Ser He Phe Gin Leu Asp Thr Thr Ser Phe 

290 295 300 

His Ser Val He Glu Ala His Glu Gin Leu Asn Val Lys His Glu Pro 
305 310 315 320 

Leu Gin Leu He Gin Pro Gin Phe Glu Thr Pro Leu Pro Thr Leu Gin 

325 330 335 

Pro Ala Val Phe Pro Pro Ser Phe Arg Glu Leu Pro Pro Pro Pro Leu 
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340 






345 






350 






Glu 


Leu 


Phe 


Asp 


Leu 


Asp 


Glu Thr Phe Ser Ser Glu Lys Ala Arg 


Leu 






355 








360 




365 








Ala 


Gin 
370 


He 


Thr 


Asn 


Lys 


Cys Thr Glu Glu Asp 
375 


Leu 
380 


Glu 


Phe 


Tyr 


Val 


Arg 


Lys 


Cys 


Gly 


Asp 


He 


Leu Gly Val Thr Ser 


Lys 


Leu 


Pro 


Lys 


Asp 


385 








390 


395 










400 


Gin 


Gin 


Asp 


Ala 


Lys 
405 


His 


He Leu Glu His Val 

410 


Phe 


Phe 


Gin 


Val 
415 


Val 


Glu 


Phe 


Lys 


Lys 
420 


Leu 


Asn 


Gin Glu His Asp He 
425 


Asp 


Thr 


Ser 
430 


Glu 


Thr 


Ala 


Phe 


Gin 
435 


Asn 


Asn 


Phe 















<210> 4807 
<211> 1177 
<212> DNA 

<213> Homo sapiens 
<400> 4807 

ntgggactct gcccctctac ctcagcacag aatcgccccg ggtcctacta cagaatcaat 
60 

ccttgaacac tgcctccacg tcgccggctc aatctgggcg agaacccaga cttccaccgc 
120 

agccccgcaa tctgcagacc tcagcggcag cgcaggtggc agacctgcct cctttgcctg 
180 

tgagtcatgg cagctcccat gaatggccaa gtgtgtgtgg tgactggtgc ctccaggggt 
240 

attggccgtg gcattgcctt gcagctctgc aaagcaggcg ccacagttta catcactggc 
300 

cgccatctgg acacccttcg cgttgttgct caggaggcac aatccctcgg gggccaatgt 
360 

gtgcctgtgg tgtgcgattc aagccaggag agtgaagtgc gaagcctgtt tgagcaagtg 
420 

gatcgggaac agcaagggcg tctagatgtg ctggtcaaca atgcttatgc aggggtccag 
480 

acgatcctga acaccaggaa taaggcattc tgggaaaccc ctgcctccat gtgggatgat 
540 

atcaacaacg tcggactcag aggccactac ttttgctcag tgtatggggc acggctgatg 
600 

gtaccagctg gccaggggct catcgtggtc atctcctccc caggaagcct gcagtatatg 
660 

ttcaatgtcc cctatggtgt gggcaaagct gcgtgtgaca agctggctgc tgactgtgcc 
720 

cacgagctgc ggcgccatgg ggtcagctgt gtgtctctgt ggccggggat tgtgcagaca 
780 

gaactgctga aggagcatat ggcaaaggag gaggtcctgc aggatcctgt gttgaagcag 
840 

ttcaaatcag ccttctcatc tgcggaaacc acagaattga gtggcaaatg tgtggtggct 
900 

ttggcaacag atcccaatat cctgagcctg agtggtaagg tgctgccatc ctgtgacctt 
960 

gctcgacgct atggccttcg ggatgtggac ggccgccccg tccaagacta tttgtctttg 
1020 
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agctctgttc tctcacacgt gtccggcctg ggctggctgg cctcctacct gccctccttc 
1080 

ctccgtgtgc ccaagtggat tattgccctc tacactagca agttctaacc ctcctggtct 
1140 

gacactacgt ctctgcttgt ctgagaagac aacgcgt 
1177 

<210> 4808 
<211> 313 
<212> PRT 

<213> Homo sapiens 
<400> 4808 

Met Ala Ala Pro Met Asn Gly Gin Val Cys Val Val Thr Gly Ala Ser 

15 10 15 

Arg Gly He Gly Arg Gly He Ala Leu Gin Leu Cys Lys Ala Gly Ala 

20 25 30 

Thr Val Tyr He Thr Gly Arg His Leu Asp Thr Leu Arg Val Val Ala 

35 40 45 

Gin Glu Ala Gin Ser Leu Gly Gly Gin Cys Val Pro Val Val Cys Asp 

50 5S 60 

Ser Ser Gin Glu Ser Glu Val Arg Ser Leu Phe Glu Gin Val Asp Arg 
6S 70 75 80 

Glu Gin Gin Gly Arg Leu Asp Val Leu Val Asn Asn Ala Tyr Ala Gly 

85 90 95 

Val Gin Thr lie Leu Asn Thr Arg Asn Lys Ala Phe Trp Glu Thr Pro 

100 105 HO 

Ala Ser Met Trp Asp Asp He Asn Asn Val Gly Leu Arg Gly His Tyr 

115 120 125 

Phe Cys Ser Val Tyr Gly Ala Arg Leu Met Val Pro Ala Gly Gin Gly 

130 135 140 

Leu He Val Val He Ser Ser Pro Gly Ser Leu Gin Tyr Met Phe Asn 
145 150 155 160 

Val Pro Tyr Gly Val Gly Lys Ala Ala Cys Asp Lys Leu Ala Ala Asp 

165 170 175 

Cys Ala His Glu Leu Arg Arg His Gly Val Ser Cys Val Ser Leu Trp 

180 185 190 

Pro Gly He Val Gin Thr Glu Leu Leu Lys Glu His Met Ala Lys Glu 

195 200 205 

Glu Val Leu Gin Asp Pro Val Leu Lys Gin Phe Lys Ser Ala Phe Ser 

210 215 220 

Ser Ala Glu Thr Thr Glu Leu Ser Gly Lys Cys Val Val Ala Leu Ala 
225 230 235 240 

Thr Asp Pro Asn He Leu Ser Leu Ser Gly Lys Val Leu Pro Ser Cys 

245 250 255 

Asp Leu Ala Arg Arg Tyr Gly Leu Arg Asp Val Asp Gly Arg Pro Val 

260 265 270 

Gin Asp Tyr Leu Ser Leu Ser Ser Val Leu Ser His Val Ser Gly Leu 

275 280 285 

Gly Trp Leu Ala Ser Tyr Leu Pro Ser Phe Leu Arg Val Pro Lys Trp 

290 295 300 

He He Ala Leu Tyr Thr Ser Lys Phe 
305 310 
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<210> 4809 
<211> 999 
<212> DNA 

<213> Homo sapiens 
<400> 4809 

tccggagagg gccttgtcac attctcctac tccccaagtg aggcctccgt ccttctgttc 
60 

cccatgtgag gcctccatgg aatgaggagg ggtctgtccc agcagtgcct accctgcttc 
120 

tcctgtaaga gactgttccc tcctcccaca cttccttgag aagcacttgc ccctccagga 
180 

taacagcatc actgagcctg gggaacagac agtccctagt ccaagccctg gaggtaagaa 
240 

aggaggggcc ggccaggatg ctcagtgtgg tcagcatagg ccaggcccct gctaccttga 
300 

ccctgagggc cagagcacag gcggaactcg gacatagggc cacaggtgac tgcttaatga 
360 

caaccatgct agctcctggc aatgaggggt caggagcgtg tgtgaataat ggggcacctg 
420 

acccagggct ggggtacaga gggtgggggt tacaaatggt tcatctgtcg caggacacct 
480 

ggaggatgag gaaagagccc ccaggcaaac ccattctgtg agcaattccc atctgctgtc 
540 

tccaaatcct gtctagactc tgaccctgct ggccccttcc agggctccca gcctggttgc 
600 

cacagcggcc tcctaaccaa cacccctgcg gctctggtac cagcccacgc cagacagaga 
660 

agccagccat cattgctcct gtcttcctcc ccgagaaagt cgaggtcctg gcagggctca 
720 

gggcctatgt ggccaggccc tggatacttc cctgacctca cctcccctac agcacagccc 
780 

cttcagctcc tgggggcttt gcacggctgc tcctttcctc cccctctgcc ctcaggccag 
840 

ccttgtccct gatcactacc ttcttcattt ctgtacctgg ctgacatctg tccttccccg 
900 

ccaactacaa ggtagacccc gggagggcag ggatggtgca ctgtgttcag ggtgcatttg 
960 

ccgccagtgg agggaggcac ccaggccact cccgccggc 
999 

<210> 4810 
<211> 120 
<212> PRT 

<213> Homo sapiens 
<400> 4810 

Gly Lys Ser Pro Gin Ala Asn Pro Phe Cys Glu Gin Phe Pro Ser Ala 

15 10 15 

Val Ser Lys Ser Cys Leu Asp Ser Asp Pro Ala Gly Pro Phe Gin Gly 

20 25 30 

Ser Gin Pro Gly Cys His Ser Gly Leu Leu Thr Asn Thr Pro Ala Ala 

35 40 45 

Leu Val Pro Ala His Ala Arg Gin Arg Ser Gin Pro Ser Leu Leu Leu 
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50 55 
Ser Ser Ser Pro Arg Lys Ser Arg 
65 70 
Trp Pro Gly Pro Gly Tyr Phe Pro 

85 

Pro Leu Gin Leu Leu Gly Ala Leu 

100 

Leu Pro Ser Gly Gin Pro Cys Pro 
115 120 



60 

Ser Trp Gin Gly Ser Gly Pro Met 

75 80 
Asp Leu Thr Ser Pro Thr Ala Gin 

90 95 
His Gly Cys Ser Phe Pro Pro Pro 
105 HO 



<210> 4811 

<211> 3207 

<212> DNA 

<213> Homo sapiens 



<400> 4811 

nttagtctgc ccccacctct gcacccgccc 
60 

cagatcctgc ctcgatggcc ccgccacccc 
120 

atgaacccgt cccagaagcc cccagcccca 
180 

acccctcggc acctgccccc ctccctaagg 
240 

acccggcgtg ccaggagatc ctgtttgacc 
300 

ttgtgcgcca gtgggtgccc caagtccagc 
360 

tgcgccgagg ctgccatgtg aacgatcgtg 
420 

atgcgtgcaa agctggggcc cacggagtcg 
480 

cagctgctgg cgctgggcga gatgtgacgc 
540 

tcactacgcg gcctattttg atgtgcccga 
600 

gccgcgagtg gtgaactcca cgtgcagtga 
660 

tgcttccagc ctgtgcctgg gcgccgcaaa 
720 

ctgaggaatc gaaaaggaca ggtgccggcg 
780 

ctggacaagg cagaggcggc actggtggcc 
840 

gtgccactat cttgcgccct ccccaaggtc 
900 

aatctcatgc ttagcgcact gggcttgcgc 
960 

aagacgggca cactgcggtt ctgtgggacc 
1020 

gtggagctgg acgaacctga gggcaagaac 
1080 

atctgccctc ccaagcaggg tctctttgcc 
1140 



ccggagggca cccgaggacc atgactatga 
gagaagagga ggaagaagag gaggaggagg 
cccaggagcg ccggcagaag cctgttgtgc 
actacgcttt taccttcttc gaccccaatg 
ctcagaccac catccccgag ctgtttgcca 
acaagataga cgtcatcggc aatgagattc 
acgggctgac cgacatgaca ctgctccact 
gggacccgcg gcagcgtgcg cctctcgcag 
tgcgtagcgc tggaccaaca tgaacgcgct 
cctcgtgcgt gtgctgctga agggtgcgag 
cttcaaccac ggctcagccc tgcacatcgc 
tgtttgctgg agcacggcgc caaccctgcg 
gaggtggtcc cagatcctat ggacatgtcc 
aaggagctgc ggacgcttct ggaagaggca 
acgctaccca actatgacaa cgtcccaggc 
ctgggagacc gcgtgctgct ggatggccag 
acggagtttg ccagcggcag ttgggtgggc 
gatggcagcg ttgggggcgt tcggtacttc 
tccgtgtcca agatctccaa ggcagtggac 
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gcacccccct cctctgtcac 
1200 

accggcaaag gccgcaggga 
1260 

ggcagcttgc agcagcgtga 
1320 

ggccagaagc aggggatcgt 
1380 

tatggcattg agctggacca 
1440 

tacttcactt gccccccgag 
1500 

ggcggatcca ctgattcccc 
1560 

atgacgcagc ccaaacgcac 
1620 

aactccattt ccaggttgct 
1680 

cagtcttaga ggccctggac 
1740 

acccgaggag ccctgagtca 
1800 

acccctgtta gccagccctc 
1860 

acccccaaat acagacccca 
1920 

tagtccctat ccccaacccc 
1980 

caaatgatgg tgaccctctc 
2040 

ccctggatca gaaacctccc 
2100 

ataggtcaca cccccaaagc 
2160 

catcagtcct ctcaagatgt 
2220 

cctcaatcag agacttcctt 
2280 

ccaccataac cagcccactg 
2340 

ctaattacag gaccccccaa 
2400 

ttgtatgaag cccaccccac 
2460 

tctctatttt ttaagtaacg 
2S20 

tctaggactc tggggatccc 
2580 

caagtcctac agcccctaga 
2640 

aatcccaaat ccccagggaa 
2700 

caatcatgag gtccttgtgc 
2760 



ctccacaccc ggaccccccc 
acacaaaggc aagaagaaga 
cggggccaag gctgaggttg 
gcgcttctac gggaagacag 
gcccacaggc aagcatgatg 
gcatggggtc ttcgcaccag 
cggggacagc gttggagcca 
cttcaccaca gtccggaccc 
gttctgctgc tggttcccct 
acctgacaaa gagacagagt 
ccctgagata gagattccca 
gatcattgag gccccattat 
tgtcacccag aaagagattc 
tcagagcaga ttcccagatt 
cacataatgc attacaacag 
cattaacaaa cactgcccct 
aaaagagtaa cagacattca 
cgtgacccca tggtcaccct 
cattaacaaa gacccttgtt 
tcacccctaa tttacagaca 
gtcttcctac cctctgcacc 
atggcccaca gctcctgtgc 
acttccccct ttgggggacc 
aaaccctaga gtacacacgt 
agaccccaat gccgtaactc 
tcccaaattt gaaaatccaa 
ctggtatgga ggagactgca 



ggatggactt ctcccgtgtc 
ccccatcatc cccatctctg 
gagaccaggt ccttgtcgcg 
actttgcccc aggttactgg 
gctctgtctt cggtgtccgg 
catcccgtat tcagaggatt 
aaaaagtgca tcaagtgaca 
caaaggacat tgcatcagag 
ggatgctgag ggcggagatg 
ccccactagc atctcctgac 
gtaacacatc cagagtagag 
taacagatac tcccataata 
cctgagtagc accttcaggc 
aacagatttc catatcaccc 
aacattcttg aatcacccaa 
taagtcctct tgaaataaac 
tgtcattgtt ccccatttaa 
gaagccctta gattccaacc 
cttatccctc aagaagaaac 
ccaaaacagt cctggaagtg 
ctcaagaaac ccccagtgcc 
tggccagact cccagaaaat 
ccaaaatttg gaggccccat 
cccaaactcc cctgtgccct 
ctaggacccc caaatcatgg 
tcccaagtcc ccaggaaacc 
gtcaggatat gcattccagg 
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ctcccagaca cctcaagccc tattcacagg 
2820 

ccctggaaac tggagaattt caatgccccg 
2880 

agagccccag ccctaaggga accccaaatc 
2940 

ccccaaggcc ctgaggggat ctcaaatcct 
3000 

actggcccca aaggacccca cagcacctgg 
3060 

aggcccaggg ggtccagggc ggacctgggg 
3120 

cccttcactg catgtcccca aactcagcat 
3180 

tatggccaaa aaaaaaaaaa aaaaaaa 



caccaggaaa ccccacacag gaattcccat 
agtccatggg tttcaagaca ccaaattcca 
ctaaagcctc catctctaat aaatggaagg 
ggaaccccga tttcaatcta cgttctagtc 
gccagaccaa cagctcgagg gagaacctga 
ccccgaccac caaggacagc tcacgactgc 
gactcctgtc ctcttcaata aagacgtttc 



<210> 4812 

<211> 306 

<212> PRT 

<213> Homo sapiens 



<400> 4812 
Met Asp Met 
1 

Leu Arg Thr 

Lys Val Thr 
35 

Ser Ala Leu 
50 

Lys Thr Gly 
65 

Ser Trp Val 

Ser Val Gly 

Phe Ala Ser 
115 

Ser Val Thr 

130 
Thr Gly Lys 
145 

Ser Pro Ser 

Val Gly Asp 

Phe Tyr Gly 
195 

Leu Asp Gin 

210 
Tyr Phe Thr 
225 

lie Gin Arg 



Ser Leu Asp Lys 
5 

Leu Leu Glu Glu 
20 

Leu Pro Asn Tyr 

Gly Leu Arg Leu 

55 

Thr Leu Arg Phe 
70 

Gly Val Glu Leu 
85 

Gly Val Arg Tyr 
100 

Val Ser Lys He 

Ser Thr Pro Gly 

135 

Gly Arg Arg Glu 
150 

Leu Gly Ser Leu 
165 

Gin val Leu Val 
180 

Lys Thr Asp Phe 

Pro Thr Gly Lys 

215 

Cys Pro Pro Arg 
230 

He Gly Gly Ser 



Ala Glu Ala Ala 
10 

Ala Val Pro Leu 
25 

Asp Asn Val Pro 
40 

Gly Asp Arg Val 

Cys Gly Thr Thr 

75 

Asp Glu Pro Glu 
90 

Phe He Cys Pro 
105 

Ser Lys Ala Val 
120 

Pro Pro Arg Met 

His Lys Gly Lys 

155 

Gin Gin Arg Asp 
170 

Ala Gly Gin Lys 
185 

Ala Pro Gly Tyr 
200 

His Asp Gly Ser 

His Gly Val Phe 

235 

Thr Asp Ser Pro 



Leu Val Ala 

Ser Cys Ala 
30 

Gly Asn Leu 
45 

Leu Leu Asp 
60 

Glu Phe Ala 

Gly Lys Asn 

Pro Lys Gin 
110 

Asp Ala Pro 

125 
Asp Phe Ser 
140 

Lys Lys Thr 

Gly Ala Lys 

Gin Gly He 
190 

Trp Tyr Gly 

205 
Val Phe Gly 
220 

Ala Pro Ala 
Gly Asp Ser 



Lys Glu 
15 

Leu Pro 

Met Leu 

Gly Gin 

Ser Gly 
80 

Asp Gly 
95 

Gly Leu 

Pro Ser 

Arg Val 

Pro Ser 
160 
Ala Glu 
175 

Val Arg 

He Glu 

Val Arg 

Ser Arg 
240 
Val Gly 
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Ala Lys Lys Val 

260 

Thr Thr Val Arg 
275 

Arg Leu Leu Phe 

290 
Gin Ser 
305 



245 

His Gin Val Thr 

Thr Pro Lys Asp 

280 

Cys Cys Trp Phe 
295 



250 

Met Thr Gin Pro 
265 

lie Ala Ser Glu 

Pro Trp Met Leu 

300 



255 

Lys Arg Thr Phe 
270 

Asn Ser He Ser 
2B5 

Arg Ala Glu Met 



<210> 4813 

<211> 400 

<212> DNA 

<213> Homo sapiens 



<400> 4813 
tggccacact 
60 

gtgggtgtcc 
120 

agtgactgtg 
180 

ctcgcccaca 
240 

aacacagatt 
300 

actgcacctc 
360 

ccctgtgccc 
400 



tacccaacag 
tgcacatgct 
ggtgggaaag 
gggcttggct 
tgaacattca 
caagcagcct 
tgccatgacc 



gtaggaggta 
gctgtctcct 
gaggccgtgg 
tttcctccag 
cgaagaaact 
tcctgaaagg 
agcctttccc 



cagggaggat 
tggggctctg 
tggctgcagc 
ctgtccagga 
tccagggtga 
gaaaagagta 
cttcacgcgt 



taaactgaac 
cacctgccct 
tttcctctgc 
aaccaccatc 
gccaaaccct 
cagacctgcc 



gcggttcctg 
cctgtctgcc 
aaacctccac 
atgattgtta 
cttcctcccc 
ctctggggac 



<210> 4814 

<211> 125 

<212> PRT 

<213> Homo sapiens 



<400> 4814 



Met 


Ala 


Gly 


His 


Arg 


Gly 


Pro 


Gin 


Arg 


Ala Gly Leu Tyr 


Ser 


Phe 


Pro 


1 








5 










10 




15 




Phe 


Gin 


Glu 


Gly 


Cys 


Leu 


Glu 


Val 


Gin 


Trp Gly Gly Arg 


Gly 


Phe 


Gly 








20 










25 




30 






Ser 


Pro 


Trp 


Lys 


Phe 


Leu 


Arg 


Glu 


Cys 


Ser Asn Leu Cys 


Leu 


Thr 


He 






35 










40 




45 








Met 


Met 


Val 


Val 


Ser 


Trp 


Thr 


Ala 


Gly 


Gly Lys Ala Lys 


Pro 


Cys 


Gly 




50 










55 






60 








Arg 


Gly 


Gly 


Gly 


Leu 


Gin 


Arg 


Lys 


Ala 


Ala Ala Thr Thr 


Ala 


Ser 


Phe 


65 










70 








75 






80 


Pro 


Thr 


His 


Ser 


His 


Trp 


Gin 


Thr 


Gly 


Gly Gin Val Gin 


Ser 


Pro 


Lys 










85 










90 




95 




Glu 


Thr 


Ala 


Ala 


Cys 


Ala 


Gly 


His 


Pro 


Pro Gly Thr Ala 


Phe 


Ser 


Leu 








100 










105 




110 






He 


Leu 


Pro 


Val 


Pro 


Pro 


Thr 


Cys 


Trp 


Val Ser Val Ala 












115 










120 




125 
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<210> 4815 

<211> 528 

<212> DNA 

<213> Homo sapiens 

<400> 4815 

nngcgcgcca ggagctctgc attgaaggca ctggggtaaa gtgaatgccg aagacagaag 
60 

atttggatga tacaccactg actttctttg tttggaatac acgttatgaa ccctttctgg 
120 

agcatgtcta caagctctgt acgcaaacga tctgaaggtg aagagaagac attaacaggg 
180 

gacgtgaaaa ccagtcctcc acgaactgca ccaaagaaac agctaccttc tattcccaaa 
240 

aatgctttgc ccataactaa gcctacatca cctgccccag cagcacagtc aacaaatggc 
300 

acccatgcct cttacggacc cttctacctg gaatattcac tccttgcaga atttaccttg 
360 

gttgtgaagc agaagctacc aggcgtctat gtgcagccat cttatcgctc tgcattaatg 
420 

tagtttggag taatattcat acggcatgga ctttaccaag atggcgtatt taagtttaca 
480 

gtttacatcc ctgataacta tccagatggt gactgtccac gcttggtg 
528 

<210> 4816 

<211> 105 

<212> PRT 

<213> Homo sapiens 

<400> 4816 



Met Asn 


Pro 


Phe 


Trp Ser Met Ser Thr Ser 


Ser Val Arg 


Lys 


Arg 


Ser 


1 






5 10 






15 




Glu Gly Glu 


Glu 


Lys Thr Leu Thr Gly Asp 


Val Lys Thr 


Ser 


Pro 


Pro 






20 


25 




30 






Arg Thr 


Ala 


Pro 


Lys Lys Gin Leu Pro Ser 


He Pro Lys 


Asn 


Ala 


Leu 


35 




40 


45 








Pro He 


Thr 


Lys 


Pro Thr Ser Pro Ala Pro 


Ala Ala Gin 


Ser 


Thr 


Asn 


50 






55 


60 








Gly Thr 


His 


Ala 


Ser Tyr Gly Pro Phe Tyr 


Leu Glu Tyr 


Ser 


Leu 


Leu 


65 






70 


75 






80 


Ala Glu 


Phe 


Thr 


Leu Val Val Lys Gin Lys Leu Pro Gly Val Tyr 


Val 








85 90 






95 




Gin Pro 


Ser 


Tyr 
100 


Arg Ser Ala Leu Met 

105 











<210> 4817 

<211> 1106 

<212> DNA 

<213> Homo sapiens 

<400> 4817 

nntgatcagg aagcgggagc gtagggccac gcctgcggcg ctgctggttg aggctgtgtg 
60 
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ggtgggggac 
120 

aagttcgtgg 
180 

caggccgggc 
240 

tgcagacagc 
300 

ggtcgaaatc 
360 

caagttaaag 
420 

tctaaagtat 
480 

cctccttaac 
540 

ggctgggact 
600 

acccctcagc 
660 

gcggagctgt 
720 

tgacccctca 
780 

tcttggaaat 
840 

tttcttttaa 
900 

ctaggaaaaa 
960 

attatatttt 
1020 

tggatttcaa 
1080 

aaaaaaaaaa 
1106 



gggccgaggc 
agaacattcg 
tcaaccaaaa 
agcttcatga 
cccagctcta 
gcaagatcga 
ttccggaaga 
cagctcaccc 
gcgagtgctg 
ccctctgtcc 
gccccagctg 
tcactgtggg 
gttaaatatg 
catacttttt 
tttttttaaa 
acattctcaa 
ttagacatgc 
aaaaaaaaaa 



gatggcggag 
gcagctcggc 
gctgaatttt 
tattactgta 
caccaaagag 
caccatgaag 
catggctaag 
tccctgtgtg 
acgccacctt 
tcattgtttg 
ttccagcagc 
gatcattctc 
atgggtaaat 
ctgttctatt 
aaaagaaaaa 
gtatagtgca 
ctataataaa 
aaaaaa 



aagtttgacc 
atcatcgtca 
attgttactg 
ccgttagaag 
tgcctggaga 
aaatttaaaa 
tatcgaagca 
aagatccccc 
cctgctgagg 
gcctcatggg 
ttgtctggcg 
tctgagggca 
taaaagtttt 
gtattatggt 
tcagtttaat 
taaagaatgt 
ctaagtatgt 



acctagagga 
gtgacttcca 
gcttacagga 
tttttgaata 
gggctctagc 
gcctgttgat 
tccgggggga 
gggactgcga 
tgggactggg 
accgaggggc 
tcaactggct 
gatgaggcgc 
acaacattct 
gtccgaaagc 
gtgggaagta 
tttaaatgta 
ggcttaaaaa 



gcacctggag 
gcccagcagc 
tattgacaag 
tatagatcaa 
taaaaatgag 
tcaagaactt 
ggatcacccg 
tgcggcgtga 
ccctggacac 
tggaggagag 
ttcagagtgc 
aggaaaatag 
acctaatatt 
taaataacga 
cttaagtggt 
actgttttca 
aaaaaaaaaa 



<210> 4818 

<211> 135 

<212> PRT 

<213> Homo sapiens 



<400> 4818 
Met Ala Glu Lys 
1 

Glu Asn lie Arg 

20 

Ser Gin Ala Gly 
35 

Gin Asp lie Asp 
50 

Leu Glu val Phe 
65 

Thr Lys Glu Cys 



Phe Asp His Leu 
5 

Gin Leu Gly lie 

Leu Asn Gin Lys 

40 

Lys Cys Arg Gin 
55 

Glu Tyr He Asp 
70 

Leu Glu Arg Ala 



Glu Glu His Leu 
10 

He Val Ser Asp 
25 

Leu Asn Phe He 

Gin Leu His Asp 

60 

Gin Gly Arg Asn 
75 

Leu Ala Lys Asn 



Glu Lys Phe Val 
15 

Phe Gin Pro Ser 
30 

Val Thr Gly Leu 
45 

He Thr Val Pro 

Pro Gin Leu Tyr 

80 

Glu Gin Val Lys 
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Gly Lys lie Asp 

100 

Leu Ser Lys Val 
115 

Gly Glu Asp His 
130 



85 

Thr Met Lys Lys 

Phe Pro Glu Asp 

120 

Pro Pro Ser 
135 



90 

Phe Lys Ser Leu 
105 

Met Ala Lys Tyr 



95 

Leu He Gin Glu 
110 

Arg Ser He Arg 
125 



<210> 4819 

<211> 1655 

<212> DNA 

<213> Homo sapiens 

<400> 4819 

cggccgcggc ccggactccg 
60 

ggcctcccct tggagctgtg 
120 

cgctgcagcc tggtatgcag 
180 

tggcggcagc tgtgtctggg 
240 

gatgtggagc ctgagtcttg 
300 

tggaccaaga atgccttgga 
360 

agggaacgac gtaccctgag 
420 

ttggccatgg ccagcctgta 
480 

ggtgaaatca tcttgaaggt 
540 

gccctgctgg ccagcattga 
600 

acgccagcct ggttctcacc 
660 

aactgcaact ttgagaacgg 
720 

ttctgtacct tcaaaaacac 
780 

aactgtgaat ttgtgggcag 
840 

gataagaact gggcctacaa 
900 

cccacagagg actctgactt 
960 

agcccaaaga cctgtgacat 
1020 

agctccccaa agccaggctc 
1080 

gaaagggtgg cccagacccc 
1140 

gaagatgagg accagctgat 
1200 



cggtgggcga gcgccctgtg 
gcgcatgatc ttagcctact 
ggcctggtat gaactgatcc 
ttgcaccgag tgccgccatc 
gagagaagcc ttcaagcagc 
cttggagtct tccatctgct 
tgttgggcca ggccgtgagt 
tgaccgaatt gtgctcttcc 
gcctgtggag attgtagggc 
tcagcactgc tcaaccacac 
catcatgtat aagacaacat 
gcacatccag gtccatggcc 
ccatatcttc ctgcacaacg 
tgaaaacaac tctgtgactg 
gtatctacta gggcttatca 
tttaatgtcc ctggacctag 
tgttatcgag ggcagccaga 
caaggctggc tcacaggagg 
ggacagcagc gatggaggcc 
gtacagacta tcctaccaag 



aggtgaccat ggaggctggt 
tgcaccttcc cgacctgggc 
tcagtctcga cagcacccgc 
ccaattggcc caaccagcca 
attaccttgc atccaagaca 
tttctctatt ccgccggagg 
ttgacagcct gggcagtgcc 
caggtgtgta cgaagagcaa 
aggggaagtt gggtgaagtg 
gcctgtgcaa cctcgtcttc 
caggtcacgt ccagtttgac 
cgggtacttg ccaagtgaag 
tgcccctgtg tgtcctggaa 
ttgagggtca cccatctgcg 
agtcctcacc cacttttctc 
agagccggga ccaggcctgg 
gccctaccag cccagcttct 
cagaggtggg tagtgatggt 
tgagtcccag cggtgaggat 
tgcagggccc acgccctgta 
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ttggggggct catttctggg cccacctcta ccaggagcat ccattcagct gcccagctgc 
1260 

ctagtgctga actcactgca gcaggagctg cagaaggata aggaggccat ggcactggcc 
1320 

aactccgtgc agggctgcct catccgcaag tgcctcttcc gggacgggaa gggaggcgtc 
1380 

ttcgtctgct cccacggcag agccaagatg gaaggaaaca tcttccggaa cctgacttac 
1440 

gcagtgcggt gtatacataa tagcaagatc atcatgctca ggaacgacat ttaccgctgc 
1500 

cgagcgtcag gcatctttct tcgcttggag ggcggtggct tgattgccgg caacaacatt 
1560 

taccacaatg cagaggctgg tgtagacatc cggaaaaagt ccaacccact tcagattggt 
1620 

aaccctcgtg ccgaattctt ggcctcgagg gccaa 
1655 

<210> 4820 
<211> 551 
<212> PRT 

<213> Homo sapiens 



<400> 4820 



Arg 


Pro 


Arg 


Pro 


Gly 


Leu 


Arg 


Gly 


Gly 


Arg 


Ala 


Pro 


Cys 


Glu 


Val 


Thr 


1 








5 










10 










15 




Met 


Glu 


Ala 


Gly 
20 


Gly 


Leu 


Pro 


Leu 


Glu 
25 


Leu 


Trp 


Arg 


Met 


He 
30 


Leu 


Ala 


Tyr 


Leu 


His 
35 


Leu 


Pro 


Asp 


Leu 


Gly 
40 


Arg 


Cys 


Ser 


Leu 


Val 
45 


Cys 


Arg 


Ala 


Trp 


Tyr 
50 


Glu 


Leu 


He 


Leu 


Ser 
55 


Leu 


Asp 


Ser 


Thr 


Arg 
60 


Trp 


Arg 


Gin 


Leu 


Cys 


Leu 


Gly 


Cys 


Thr 


Glu 


Cys 


Arg 


His 


Pro 


Asn 


Trp 


Pro 


Asn 


Gin 


Pro 


65 










70 










75 










80 


Asp 


Val 


Glu 


Pro 


Glu 
85 


Ser 


Trp 


Arg 


Glu 


Ala 
90 


Phe 


Lys 


Gin 


His 


Tyr 
95 


Leu 


Ala 


Ser 


Lys 


Thr 
100 


Trp 


Thr 


Lys 


Asn 


Ala 
105 


Leu 


Asp 


Leu 


Glu 


Ser 
110 


Ser 


He 


Cys 


Phe 


Ser 
115 


Leu 


Phe 


Arg 


Arg 


Arg 
120 


Arg 


Glu 


Arg 


Arg 


Thr 
125 


Leu 


Ser 


Val 


Gly 


Pro 
130 


Gly 


Arg 


Glu 


Phe 


Asp 
135 


Ser 


Leu 


Gly 


Ser 


Ala 
140 


Leu 


Ala 


Met 


Ala 


Ser 


Leu 


Tyr 


Asp 


Arg 


He 


Val 


Leu 


Phe 


Pro 


Gly 


Val 


Tyr 


Glu 


Glu 


Gin 


145 










150 










155 










160 


Gly Glu 


He 


He 


Leu 


Lys 


Val 


Pro 


Val 


Glu 


He 


Val 


Gly 


Gin 


Gly 


Lys 










165 










170 










175 




Leu Gly 


Glu 


Val 


Ala 


Leu 


Leu 


Ala 


Ser 


He 


Asp 


Gin 


His 


Cys 


Ser 


Thr 








160 










185 










190 






Thr Arg 


Leu 


Cys 


Asn 


Leu 


Val 


Phe 


Thr 


Pro 


Ala 


Trp 


Phe 


Ser 


Pro 


He 






195 










200 










205 








Met 


Tyr 
210 


Lys 


Thr 


Thr 


Ser 


Gly 
215 


His 


Val 


Gin 


Phe 


Asp 
220 


Asn 


Cys 


Asn 


Phe 


Glu 


Asn 


Gly 


His 


He 


Gin 


Val 


His 


Gly 


Pro 


Gly 


Thr 


Cys 


Gin 


Val 


Lys 


225 










230 










235 










240 


Phe 


Cys 


Thr 


Phe 


Lys 


Asn 


Thr 


His 


He 


Phe 


Leu 


His 


Asn 


Val 


Pro 


Leu 
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Cys val Leu Glu 

260 

Thr Val Glu Gly 
275 

Leu Leu Gly Leu 
290 

Ser Asp Phe Leu 
305 

Ser Pro Lys Thr 

Ser Pro Ala Ser 

340 

Glu Ala Glu Val 
355 

Ser Ser Asp Gly 
370 

Gin Leu Met Tyr 
385 

Leu Gly Gly Ser 

Leu Pro Ser Cys 

420 

Asp Lys Glu Ala 
435 

Arg Lys Cys Leu 
450 

His Gly Arg Ala 
465 

Ala Val Arg Cys 

He Tyr Arg Cys 

500 

Gly Leu He Ala 
515 

Asp He Arg Lys 
530 

Glu Phe Leu Ala 
545 



245 

Asn Cys Glu Phe 

His Pro Ser Ala 

280 

He Lys Ser Ser 
295 

Met Ser Leu Asp 
310 

Cys Asp He Val 
325 

Ser Ser Pro Lys 

Gly Ser Asp Gly 

360 

Gly Leu Ser Pro 
375 

Arg Leu Ser Tyr 
390 

Phe Leu Gly Pro 
405 

Leu Val Leu Asn 

Met Ala Leu Ala 

440 

Phe Arg Asp Gly 
455 

Lys Met Glu Gly 

470 

He His Asn Ser 
485 

Arg Ala Ser Gly 

Gly Asn Asn He 

520 

Lys Ser Asn Pro 
535 

Ser Arg Ala 
550 



250 

Val Gly Ser Glu 
265 

Asp. Lys Asn Trp 

Pro Thr Phe Leu 

300 

Leu Glu Ser Arg 
315 

He Glu Gly Ser 
330 

Pro Gly Ser Lys 
345 

Glu Arg val Ala 

Ser Gly Glu Asp 

380 

Gin Val Gin Gly 
395 

Pro Leu Pro Gly 
410 

Ser Leu Gin Gin 
425 

Asn Ser Val Gin 

Lys Gly Gly Val 

460 

Asn He Phe Arg 
475 

Lys He He Met 
490 

He Phe Leu Arg 
505 

Tyr His Asn Ala 

Leu Gin He Gly 

540 



255 

Asn Asn Ser Val 
270 

Ala Tyr Lys Tyr 
285 

Pro Thr Glu Asp 

Asp Gin Ala Trp 

320 

Gin Ser Pro Thr 
335 

Ala Gly Ser Gin 
350 

Gin Thr Pro Asp 
365 

Glu Asp Glu Asp 

Pro Arg Pro Val 

400 

Ala Ser He Gin 
415 

Glu Leu Gin Lys 
430 

Gly Cys Leu He 
445 

Phe Val Cys Ser 

Asn Leu Thr Tyr 

480 

Leu Arg Asn Asp 
495 

Leu Glu Gly Gly 
510 

Glu Ala Gly Val 
525 

Asn Pro Arg Ala 



<210> 4821 

<211> 585 

<212> DNA 

<213> Homo sapiens 



<400> 4821 
ggccgcgtgg 
60 

cactttggta 
120 

agagaactgg 
180 

gactgccagc 
240 



aggtgctgac 
caatcctcaa 
gggagctgct 
tggcgctgca 



cgatgccgga 
ttacctgcgg 
gggcgaagca 
gcaaaaaagg 



ggttgggtgc 
gatgggtctg 
cgctactacc 
gagacgctgt 



tgattgaccg 
tgccactgcc 
tggtgcaggg 
ccccgctgtg 



gagcggccgt 
ggagagtacg 
cctgattgag 
cctcatcccc 
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atggtgacat ctccccggga ggagcagcag ctcctggcca gcacctccaa gcccgtggtg 
300 

aagctcctgc acaaccgcag taacaacaag tactcctaca ccagcacttc agatgacaac 
360 

ctacttaaga acatcgagct gttcgacaag ctggccctgc gcttccacgg gcggctactc 
420 

ttcctcaagg atgtcctggg ggacgagatc tgctgctggt ctttctacgg gcagggccgc 
480 

aaaatcgccg aggtgtgctg cacctccatt gtctatgcta cggagaagaa gcagaccaag 
540 

gtcagagggg ctccagagcc tatgttgggg gctgggggtg gccac 
585 

<210> 4822 

<211> 195 

<212> PRT 

<213> Homo sapiens 

<400> 4822 



Gly Arg Val 


Glu 


val 


Leu Thr Asp Ala Gly Gly Trp Val 


Leu 


He 


Asp 


1 








5 


10 




15 




Arg Ser Gly Arg 


His 


Phe Gly Thr lie Leu Asn Tyr Leu 


Arg 


Asp 


Gly 








20 




25 


30 






Ser 


Val 


Pro 


Leu 


Pro 


Glu Ser Thr Arg Glu Leu Gly Glu 


Leu 


Leu 


Gly 






35 






40 45 








Glu 


Ala 


Arg 


Tyr 


Tyr 


Leu Val Gin Gly Leu lie Glu Asp 


Cys 


Gin 


Leu 




50 








55 60 








Ala 


Leu 


Gin 


Gin 


Lys 


Arg Glu Thr Leu Ser Pro Leu Cys 


Leu 


He 


Pro 


65 










70 75 






80 


Met 


Val 


Thr 


Ser 


Pro 


Arg Glu Glu Gin Gin Leu Leu Ala 


Ser 


Thr 


Ser 










85 


90 




95 




Lys 


Pro 


Val 


Val 


Lys 


Leu Leu His Asn Arg Ser Asn Asn 


Lys 


Tyr 


Ser 






100 




105 


110 






Tyr 


Thr 


Ser 


Thr 


Ser 


Asp Asp Asn Leu Leu Lys Asn lie 


Glu 


Leu 


Phe 




115 






120 125 








Asp 


Lys 


Leu 


Ala 


Leu 


Arg Phe His Gly Arg Leu Leu Phe 


Leu 


Lys 


Asp 




130 








135 140 








Val 


Leu Gly Asp 


Glu 


He Cys Cys Trp Ser Phe Tyr Gly 


Gin Gly 


Arg 


14 5 










150 155 






160 


Lys 


lie 


Ala 


Glu 


Val 


Cys Cys Thr Ser He Val Tyr Ala 


Thr 


Glu 


Lys 








165 


170 




175 




Lys 


Gin 


Thr 


Lys 


Val 


Arg Gly Ala Pro Glu Pro Met Leu 


Gly Ala 


Gly 






180 




185 


190 







Gly Gly His 
195 



<210> 4823 

<211> 1984 

<212> DNA 

<213> Homo sapiens 

<400> 4823 

nggtttttgt tttttgagcc gcaccccgcg gaggcgagga agcagcagcc gcagcacagc 
60 
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agcagctcca atggcgttaa aatggagaat gatgaatcag caaaagaaga gaaatctgac 
120 

ttaaaggaaa aatctacagg aagtaagaag gccaatagat ttcatcctta ttcaaaagac 
180 

aagaattcgg gcactggaga aaagaagggt ccaaatcgta acagagtttt cattagcaac 
240 

atcccatatg acatgaaatg gcaagctatt aaagatctaa tgagagagaa agttggtgag 
300 

gttacatacg tggagctctt taaggatgcg gaaggaaaat caaggggttg tggtgtggtt 
360 

gaattcaaag atgaagaatt tgtaaagaaa gccctagaaa ctatgaacaa atatgatctt 
420 

agtggaagac cccttaatat taaagaggat cctgatggag aaaatgctcg tagggcattg 
480 

cagcgaacag gaggatcatt tccaggagga cacgtccctg atatgggatc agggttgatg 
540 

aatttaccac cttccatact caataatcca aacattcctc ctgaagtcat cagtaatttg 
600 

caggccggta gacttggttc cacaattttt gttgccaatc ttgacttcaa agttggttgg 
660 

aagaagctaa aggaagtgtt cagcatagct ggaactgtga agcgggcaga tattaaagaa 
720 

gacaaagatg gcaagagcag aggaatgggc actgtcactt ttgagcaagc aattgaagca 
7B0 

gttcaagcaa tttctatgtt caatgggcag tttttatttg atagacctat gcatgtgaaa 
840 

atggatgaca agtctgttcc tcatgaagag taccgttcac ctgatggtaa aacaccacaa 
900 

Ctaccacgtg gtcttggagg cattgggatg ggacttggtc cgggtggaca gcctattagt 
960 

gccagccagt tgaacatagg tggagtaatg ggaaatttag gtccaggtgg tatgggaatg 
1020 

gatggtccag gttttggagg aatgaataga attggaggag gaatagggtt tggtggtctg 
1080 

gaagcaatga atagcatggg aggatttgga ggagttggcc gaatgggaga gctgtaccgt 

1140 

ggtgcgatga ctagtagcat ggagcgagat ttcggacgtg gtgatattgg aataaatcga 
1200 

gcctttggcg attcctttgg tagacttggc agtgcaatga ttggagggat tacaggaaga 
1260 

ataggatctt ctaacatggg tccagtagga tctggaataa gtggtggaat gggtagcatg 
1320 

aacagtgtga ctggaggaat ggggatggga ctggaccgga tgagttccag ctttgataga 
1380 

atgggaccag gtataggagc tatactggaa aggagcatcg atatggatcg aggattttta 
1440 

tcgggtccaa tgggaagcgg aatgagagag agaataggct ccaaaggcaa ccagatattt 
1500 

gtcagaaatc taccttttga cttgacttgg cagaaactaa aagagaaatt cagtcagtgt 
1560 

ggtcatgtaa tgtttgcaga aataaaaatg gagaatggaa agtcaaaagg ctgtggaaca 
1620 

gtcagatttg actccccaga atcagctgaa aaagcctgca gaataatgaa tggcataaaa 
1680 
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atcagtggca gagaaattga tgttcgcttg gatcgtaatg cataatttca agccatggtt 
1740 

ggaacattcc tacatctgtt ttgctgaatc tcctagtaaa agtcattttt ttaaagtaat 
1800 

attgtatgct tacaaaagct gtaaaaatga acttttaaaa ctcccaccag cttttaacag 
1860 

gtataatggt aaaaatatac tgtaaatttt tggtaatctc aagtttgggt ttttaaagac 
1920 

agcaagtctg gtcattcagt ttaaatgaat gggtatactg gtttttaatg aaataagcca 

1980 

tttt 

1984 

<210> 4824 
<211> 547 
<212> PRT 

<213> Homo sapiens 



<400> 4824 



Met 


Glu 


Asn 


Asp 


Glu 


Ser 


Ala 


Lys 


Glu 


Glu 


Lys Ser 


Asp 


Leu Lys Glu 


1 








5 










10 






15 


Lys 
i 


Ser 


Thr 


Gly 


Ser 


Lys 


Lys 


Ala 


Asn 


Arg 


Phe His 


Pro 


Tyr Ser Lys 








20 










25 








30 


Asp 


Lys 


Asn 


Ser 


Gly 


Thr 


Gly 


Glu 


Lys 


Lys 


Gly Pro Asn 


Arg Asn Arg 






35 










40 








45 




Val 


Phe 


lie 


Ser 


Asn 


He 


Pro 


Tyr 


Asp 


Met 


Lys Trp 


Gin 


Ala He Lys 




50 










55 








60 






Asp 


Leu 


Met 


Arg 


Glu 


Lys 


Val 


Gly 


Glu 


Val 


Thr Tyr Val 


Glu Leu Phe 


65 










70 










75 




80 


Lys 


Asp 


Ala 


Glu 


Gly 


Lys 


Ser 


Arg 


Gly 


Cys 


Gly Val Val 


Glu Phe Lys 










85 










90 






95 


Asp 


Glu 


Glu 


Phe 


Val 


Lys 


Lys 


Ala 


Leu 


Glu 


Thr Met 


Asn 


Lys Tyr Asp 








100 










105 








110 


Leu 


Ser 


Gly 


Arg 


Pro 


Leu 


Asn 


He 


Lys 


Glu 


Asp Pro 


Asp 


Gly Glu Asn 






115 










120 








125 




Ala 


Arg 


Arg 


Ala 


Leu 


Gin 


Arg 


Thr 


Gly 


Gly 


Ser Phe 


Pro 


Gly Gly His 




130 










135 








140 






Val 


Pro 


Asp 


Met 


Gly 


Ser 


Gly 


Leu 


Met 


Asn 


Leu Pro 


Pro 


Ser He Leu 


145 










150 










155 




160 


Asn 


Asn 


Pro 


Asn 


lie 


Pro 


Pro 


Glu 


Val 


He 


Ser Asn 


Leu 


Gin Ala Gly 










165 










170 






175 


Arg 


Leu 


Gly 


Ser 


Thr 


He 


Phe 


Val 


Ala 


Asn 


Leu Asp 


Phe 


Lys Val Gly 








180 










185 








190 


Trp 


Lys 


Lys 


Leu 


Lys 


Glu 


Val 


Phe 


Ser 


lie 


Ala Gly Thr 


Val Lys Arg 






195 










200 








205 




Ala 


Asp 


He 


Lys 


Glu 


Asp 


Lys 


Asp 


Gly 


Lys 


Ser Arg Gly 


Met Gly Thr 




210 










215 








220 






Val 


Thr 


Phe 


Glu 


Gin 


Ala 


He 


Glu 


Ala 


Val 


Gin Ala 


He 


Ser Met Phe 


225 










230 










235 




240 


Asn 


Gly 


Gin 


Phe 


Leu 


Phe 


Asp 


Arg 


Pro 


Met 


His Val 


Lys 


Met Asp Asp 










245 










250 






255 


Lys 


Ser 


Val 


Pro 


His 


Glu 


Glu 


Tyr 


Arg 


Ser 


Pro Asp Gly 


Lys Thr Pro 








260 










265 








270 


Gin 


Leu 


Pro 


Arg 


Gly 


Leu 


Gly 


Gly 


He 


Gly 


Met Gly Leu 


Gly Pro Gly 
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275 




280 










285 






Gly Gin 


Pro 


He Ser Ala Ser 


Gin 


Leu 


Asn 


He 


Gly 


Gly Val 


Met 


Gly 




290 




295 










300 








Asn 


Leu 


Gly 


Pro Gly Gly Met 


Gly 


Met 


Asp 


Gly 


Pro 


Gly Phe Gly 


Gly 


305 






310 








315 








320 


Met 


Asn 


Arg 


He Gly Gly Gly 


He 


Gly 


Phe 


Gly 


Gly 


Leu Glu 


Ala 


Met 








325 






330 








335 




Asn 


Ser 


Met 


Gly Gly Phe Gly 


Gly 


Val 


Gly 


Arg 


Met 


Gly Glu Leu 


Tyr 








340 




345 








350 






Arg Gly 


Ala 


Met Thr Ser Ser 


Met 


Glu 


Arg 


Asp 


Phe 


Gly Arg Gly 


ASp 






355 




360 










365 






lie 


Gly 


He 


Asn Arg Ala Phe 


Gly 


Asp 


Ser 


Phe 


Gly 


Arg Leu Gly 


Ser 




370 




375 










380 








Ala 


Met 


He 


Gly Gly He Thr 


Gly 


Arg 


He 


Gly 


Ser 


Ser Asn 


Met 


Gly 


385 






390 








395 








400 


Pro 


Val 


Gly 


Ser Gly He Ser 


Gly 


Gly 


Met 


Gly 


Ser 


Met Asn 


Ser 


Val 








405 






410 








415 




Thr Gly 


Gly 


Met Gly Met Gly 


Leu 


Asp 


Arg 


Met 


Ser 


Ser Ser 


Phe 


Asp 








420 




425 








430 






Arg 


Met 


Gly 


Pro Gly He Gly 


Ala 


He 


Leu 


Glu 


Arg 


Ser He 


Asp 


Met 






435 




440 










445 






Asp Arg 


Gly 


Phe Leu Ser Gly 


Pro 


Met 


Gly 


Ser 


Gly 


Met Arg 


Glu 


Arg 




450 




455 










460 








He 


Gly 


Ser 


Lys Gly Asn Gin 


He 


Phe 


Val 


Arg 


Asn 


Leu Pro 


Phe 


Asp 


465 






470 








475 








480 


Leu 


Thr 


Trp 


Gin Lys Leu Lys 


Glu 


Lys 


Phe 


Ser 


Gin 


Cys Gly His 


Val 








465 






490 








495 




Met 


Phe 


Ala 


Glu He Lys Met 


Glu 


Asn 


Gly 


Lys 


Ser 


Lys Gly Cys 


Gly 








500 




505 








.510 






Thr 


val 


Arg 


Phe Asp Ser Pro 


Glu 


Ser 


Ala 


Glu 


Lys 


Ala Cys 


Arg 


He 






515 




520 










525 






Met 


Asn 


Gly 


He Lys He Ser 


Gly 


Arg 


Glu 


He 


Asp 


Val Arg 


Leu 


Asp 




530 




535 










540 








Arg 


Asn 


Ala 





















545 



<210> 4825 

<211> 2380 

<212> DNA 

<213> Homo sapiens 

<400> 4825 

nnagagaatt cggcacgggt ggagaagcaa ctgcagcaag ctctggagga gggtaagcag 
60 

ggccggcggg gcctggggtc gtcgcgacca ggcagtgcag accggcttcg tcagcyccat 
120 

ccggcccctg gggcbkcagc tgggcgcccg gccggccgct gtctgcagcc ctttggagcg 
180 

cgtkctgggc tcgcccgckc gctccccggc cggccccctc gcgccctccg cggccagcct 
240 

ctcgtcgtcc tccacctcca cctccaccac ctattcctcg tcggcccgct tcatgcccgg 
300 

caccatctgg tcgttctcgc acgnccgccg gctcgggccg ggactggagc ccactctggt 
360 
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gcaagggcct gggttgtmgt 
420 

cacgcccgag atccgcgctc 
480 

gtacaagcgg aggtgggaag 
540 

tgagctccag gaggaagccc 
600 

ggaacagttg aaggctgagc 
660 

gctggacacc aagatccagg 
720 

cgacatcacc gccaagctct 
780 

gatgttccag aagaagctgg 
840 

cgtcgaggag gacacctccc 
900 

gaggagagca cagccctcag 
960 

gagtatgatt ttgaggacga 
1020 

ctgctttggg aggatttctc 
1080 

gaagatagcc tggagaaggt 
1140 

gagtatcagg agaccattga 
1200 

aaccggcacc tgcacgagta 
1260 

atggagacct gccgccggct 
1320 

gcggtcccgc ttagcgaccc 
1380 

gtctcatctg acagctccat 
1440 

cagcagggag ctcagcgagg 
1500 

tctgcaccag gccggtccct 
1560 

cttggcttct ccagggctct 
1620 

catttccacc acagttgggg 
1680 

ctttaaaatg ctgccagagc 
1740 

atgtgggacc tttcctccat 
1800 

gctaactggc ccaggcactg 
1860 

gcagcacacg cagctggaga 
1920 

gccggggcac cttgtccctg 
1980 



gggtgcaccc ggatggggtg 
tctacaacgt gctggccaaa 
aggagtacac ggtgcggatc 
aggaggctga tgcctgccag 
tggtggtctt caaggggctc 
agaaagccat gaaggtggat 
gcgatgtggc tcagcagcgc 
tcccatccat gggggggcgg 
tgtcggagag tgaggggccc 
catcaacgag gagatgcagc 
ctgtgacagc ctgacttggg 
aggctatgcc atggcagctg 
gattaaagat acggagtccc 
ccagatagag ctggagttgg 
catggagatg tgcagcatga 
catcacccag tctggagacc 
gccgccgccg ccaagcgagg 
gagatagaga cctgcctccc 
cagagggtgg ggctgcacag 
ggggactggg gcgctcctcc 
ggggtgtctg gagctaggct 
ctctcctgcc ttcacgcgtg 
gattgcggcc cctcaccttg 
ccctgttgtc cggagccagc 
gagtggaata gaatgcagct 
gggcttctgt ccctgtcagc 
ctatggtcca catgctcacg 



ggcgtccaga tcgacaccat 
gtgaagcggg agcgggacga 
cagctgcaag accgtgtaaa 
gaggagctgg cactgaaggt 
atgagtaaca acctgtcgga 
atggacatct gccgccgcat 
aactgcgagg acatgatcca 
aagcgggagc gcaaggctgc 
gccagcccga tggggatgag 
gcatgctcaa ccagctgagg 
aggagactga ggagaccctg 
cagaggccca gggagagcag 
tgttcaaaac ccgggagaag 
ccacggccaa gaacgacatg 
agcgcggcct ggacgtgcag 
gaaagtctcc tgctttcact 
ctgaggactc cgatcgcgat 
ccttgcaccc gaggccctcg 
aggggaacat cagctgcagc 
ctcaggcttt ctccctcagt 
tggccctacc attctggggc 
ggtgtctgct acttccccat 
tccacgtatc aggaatgtga 
tcactgtctt ccacactggt 
ggaggctacg catggcctct 
ggcagagggc gttggggctg 
ctgtccacct gccaggtgga 
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gtgtatgtgg 
2040 

cgggatgggc 
2100 

atgacagaga 
2160 

tgtttaagta 
2220 

gctacagtgt 
2280 

gcctcggtat 
2340 

actggcgagt 
2380 



ctgtggccct 
acagtgtttt 
aggtgaagct 
tcagctaaag 
ccctgattct 
aggaggctgt 
atttattgtg 



ccctcgtgga 
gaagggaggt 
ccatgcatgt 
atgtgcttcc 
tggaaaagcc 
gttgagctga 
caaaaaaaaa 



ggtgccgtgc 
gggagctctt 
gtgcgcgggt 
tccgtgtctg 
tggagaagct 
cattcaaatg 
aaaaaaaaaa 



tttaaagagg 
gctctcctgg 
gtatgtgcgc 
tcatacactg 
ggggagatgc 
gattctttaa 



ccttagtgcc 
tcactgcaga 
tcagggtctc 
agaccaacag 
ggttcacaat 
taataatgaa 



<210> 4826 

<211> 105 

<212> PRT 

<213> Homo sapiens 

<400> 4826 

Leu Glu Lys Val lie Lys Asp Thr Glu Ser Leu Phe Lys Thr Arg Glu 

15 10 15 

Lys Glu Tyr Gin Glu Thr lie Asp Gin He Glu Leu Glu Leu Ala Thr 

20 25 30 

Ala Lys Asn Asp Met Asn Arg His Leu His Glu Tyr Met Glu Met Cys 

35 40 45 

Ser Met Lys Arg Gly Leu Asp Val Gin Met Glu Thr Cys Arg Arg Leu 

50 55 60 

He Thr Gin Ser Gly Asp Arg Lys Ser Pro Ala Phe Thr Ala Val Pro 
65 70 75 80 

Leu Ser Asp Pro Pro Pro Pro Pro Ser Glu Ala Glu Asp Ser Asp Arg 

85 90 95 

Asp Val Ser Ser Asp Ser Ser Met Arg 

100 105 

<210> 4827 

<211> 6277 

<212> DNA 

<213> Homo sapiens 

<400> 4827 

ntaattaaca ccatcgtttc agcctaccac attgtagttt ggcaggccag gctctgcatt 
60 

ccaagggggc aggtgctggt tgctccagag gccttgagga gaaatctagg ggcagaccag 
120 

gtgtgtgctt cagctccaag tttctcttgc tttagcagca aaatgcggcc tctcatctct 
180 

accaaagcaa cagtggactc gtacccctcc ccacctccca agtagttcag gggatggggt 
240 

gggatgtgcg aataaaaata aagatgagtc aagaccagca tcttcaaatt aacaaactgt 
300 

aattgttttc ccaaagatac atttttttca tacacatcca tcatacactg taaccaaaaa 
360 
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aagcagtgta 
420 

tctagtctgg 
480 

aagaatgcct 
540 

agtacttgaa 
600 

tcctgcaata 
660 

cgtgagatcc 
720 

agggtgatac 
780 

gtggatctgc 
840 

gttggctcca 
900 

gaccgattct 
960 

ggcccctccg 
1020 

tgggtcaaag 
1080 

tttctctttg 
1140 

tttaacattc 
1200 

ataactctgt 
1260 

cgagccagac 
1320 

tattgccaaa 
1380 

ttcttccttc 
1440 

ttcctcttct 
1500 

atctagcatc 
1560 

caaccacttc 
1620 

aactgatgtc 
1680 

ggattccgtg 
1740 

ctgcggcacc 
1800 

ctcgtggttc 
1860 

ggacatcttc 
1920 

gagccgggcc 
1980 



catgaaataa 
agcacagctg 
gctagcaagg 
acagttctgt 
ggcagagcta 
aaatacagca 
tccagggtta 
accaaggact 
aactgcactc 
attgagtagg 
cccagaacat 
ggaaagttat 
aggatctgga 
caatcataca 
gatcggtata 
actgcaccat 
ttttcttttt 
atctcatagt 
tctgaagtca 
tcaacatcca 
aattgctgac 
agatttgggt 
atgttgcagt 
aggaactggc 
ttgtcgaaga 
ccctcatctc 
cggagccgcc 



gagaaaataa 
agtttccagc 
gttccagcaa 
gtttgttttt 
tcacgtccag 
ttcaaaggta 
gccgtcttct 
tgtaggactg 
gtgctttccc 
cactgctcca 
accctccaga 
ctttaaagga 
gatcgttgtg 
gactgtcatt 
tatccctgag 
ttaaatggtc 
caattccttc 
gatctaagtc 
cttcttctgt 
ggtgcttagg 
gaagcaaatt 
cttcagaatc 
ggagcgtgag 
agtgcagctc 
tggacgccag 
cggcgggagg 
gtcacggccg 



attaaaaatc 
aatataagga 
ggtggttggt 
tttccttagc 
gaaaaatgag 
attggtccag 
tttgggggtg 
ctgtgctctt 
cttcaccagt 
gccctgtttg 
gaggactgga 
aaagttaagt 
caaagcgctg 
cacgagttcc 
ctctttcatc 
ttgcctttga 
atcctctgac 
ttctatatct 
tgtcccattc 
aaggttatat 
gttgttctta 
cacaaaccat 
tggcggcggc 
gtccagcttc 
gaacttcagc 
ggcgcggaag 
cgaccgcccc 



catagcatag 
ggctcgaaag 
tggtctgtaa 
gtttagaata 
ggagggaacc 
tggtgcctgg 
tgtaccagcc 
gtcagactgt 
gtggcactga 
gtgagaagtt 
gacacaaccc 
agaatgaagt 
tcctggtcaa 
actgaataaa 
agccggtcag 
gtctttttaa 
tttttcccac 
tcagccatct 
tgacccgtgg 
aaactgcaga 
gtatcttcta 
atcggtgaag 
agcgagtgcg 
caactgacga 
tcggccttga 
gggagccggg 
gcgggccggc 



gtaaggaggc 
tttcttttat 
gtcagtcttg 
gccatcattg 
acagaggcag 

ggagggagga 
gttttttttc 

attgagattt 
tctgcatgat 
ccatgcagat 
tgacaaatgg 
cggctccttc 
ctttgaggag 
tccctgtttt 
tggcctgcac 
ttttctctaa 
taataggctc 
cttcttcttc 
gtagtggttg 
gttcacatat 
gacgttccag 
aagatggata 
ggctgccctg 
tgcggaatcg 
gccctgacac 
cgcggaaggg 
ctgggccgcg 
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ctctccgcct cgtcgagcgc tgctggaaaa 
2040 

gggagcccgc ggccggagaa gggctgcggg 
2100 

ccagaattgg aaataacggg agggaggacc 
2160 

attgacacct ggcgtgagaa ggggttttgc 
2220 

gattcaaggg gactgcccgc ctggacctcc 
2280 

gaaacaatgg attccttaga ccatatgctg 
2340 

gatggccatg gcacgcgcat catggaggat 
2400 

cccgaggacc ttctggagga tcctgagatc 
2460 

caggaagtgt taagtgattc tcaacgtgaa 
2520 

gaagacagtg ctgagcagca gaatgaactc 
2580 

cgctttggaa accctctgca cattgcccag 
2640 

gaggtggtca agtaccggca gttatgcttc 
2700 

cagcagcagt atttccatcg gctgctgaag 
2760 

gagatggccc ggcggagtgg ccccgccctt 
2820 

cgcacacctg aggagcggga gtggcggacc 
2880 

gtgaaagagg agtgtggtga cacagccctg 
2940 

cttccgagct ctccagcacg ttctcctagt 
3000 

ctttcaacca cggatatgaa aactgcagat 
3060 

ataatgttaa agaagcacca cgagaagcgg 
3120 

acaggggacc tgactctcaa tgacatcatg 
3180 

ctggcagcct tatatgactt ggctgtcctt 

3240 

aagaagaaga aaataaaaac gatcaaatca 
3300 

agtactgaag gggtcgcacc tctctcacag 
3360 

aaggaagagc cccttgaaga cctcaagcct 
3420 

ttcttctctc ttctattaga gatcttgctg 
3480 

gaggagcgag ttttggattg gcagtcatcg 
3540 

gcggccccca actgggctga gttggtacta 
3600 



tggcgagggg gcgcggaagc ctcggcgtct 
ttagggggcc ggcgcccgcg gttcaggatt 
tggtccagct tcccttcctc aaataaggaa 
catgttcgct aggctggtct caaactcatg 
caaagtactg agattagtac ctgtggagaa 
acagatcctc tggaacttgg tccgtgtgga 
tgcctcctgg gaggcaccag agttagtctg 
ttctttgatg ttgtcagcct ctcaacatgg 
cacctccagc agtttctgcc ccagtttcct 
atcttagcct tgttcagtgg ggagaacttc 
aagcttttcc gagacggaca ctttaacccc 
aagtcacagt acaagcgcta cctcaactcc 
caaattcttg cttcccggag tgatctgctg 
cccttccggc agaaacgccc ttcaccatcc 
cagcagcgct acttgaaggt cttaagggaa 
tcatctgatg aagaggatct cagctcatgg 
cctgcggtgc ccctgcgggt ggtgcccaca 
aaagtagaac tgggggacag tgacctgaag 
aaacatcagc cagatcaccc ggaccttttg 
actcgagtaa atgctggcag gaagggctct 
aaaaaaaagg ttaaggaaaa agaggaaaag 
gaggcagagg acctggccga gccgctaagc 
gccccctctc cgctggcaat tcctgctatc 
tgccttggaa tcaatgaaat atcttccagc 
ctggagagtc aggctagcct tcctatgcta 
ccagccagct ccctcaacag ctggttctct 
ccagccctgc agtatcttgc tggagaaagt 
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cgagctgttc cttccagttt ctctccattt 
3660 

aagttgcttg gccaatccca agataatgaa 
3720 

ctagagacca aagatcaggc cttctgtaag 
3780 

acacctgtcc ctcgggtaag aactgactat 
3840 

cgggtttttc aggagcagga gcgttacagg 
3900 

cgcatgcacg gctttgagtc tgtggtgggg 
3960 

tcgctcaaca aggctcggga gcactccctg 
4020 

attctgtctc ttgttcggga cgctgcggct 
4080 

gagatctgtg aactgcttaa ggactcccag 
4140 

gtaaatacag tagtgagtgg tgcactggat 
4200 

aaatacgaca ttggacgaaa gctgtggatc 
4260 

tttgagcgga ttcaccaagc acaagcagct 
4320 

aaacccaagc ccccatccaa ggtgaagtcc 
4380 

agcagtggcc cttctgagca gagccagatg 
4440 

ccagtcacac ctgtaacccc caccacacca 
4500 

cctgtatcgg cagtgaacaa aagcggccct 
4560 

tcgggtgttc ttctggtgtc ttcaccaaca 
4620 

gcttccagcc agactgcacc cagttctcag 
4680 

tctgctggac tgtctcaggt gcgagtggtg 
4740 

cagtcgggag ggccggcaca gacattgcca 
4800 

ccagccactg ccacacagac caaagtagtg 
4860 

aaagcgcaga ctacggcagc cactgtgcag 
4920 

gtgacaagtc tccctgccac agccagccct 
4980 

acctctgctc ccagtgcctc cacggctgcc 
5040 

atcaagcagg tggcaatcac tgggcagctt 
5100 

ccactcacag ccactaactt ccgcatccag 
5160 

tccatcacca cagatgccaa gggccagacg 
5220 



gttgaattca aagagaaaac ccagcagtgg 
aaggaattag ctgccctctt ccagctatgg 
caagaaaatg aagacagctc agatgccaca 
gtggtgcgtc ccagcacggg ggaggagaaa 
tatagccaac cccataaggc gttcaccttt 
ccagtgaagg gcgtgtttga caaggagacc 
ctgcgctccg accggcctgc ctacgtcacc 
cgactgccta atggagaagg cacacgggca 
tttcttgcac cagatgtcac cagcactcag 
cggctacatt acgaaaaaga tccctgtgtg 
tacctgcatc gtgaccggag tgaagaagag 
gcagctaaag ccagaaaagc tcttcagcaa 
agtagcaagg agagctccat aaaggtcctt 
agcctcagtg actccagtat gccacccacc 
gcattgcccg ccattcccat ctcccctcca 
tccacagtct cagaaccagc taagtctagc 
atgccacatc tgggaacaat gctttcccca 
gctgccgccc gggtcgtgag ccactctggc 
gcccagccta gccttcctgc tgttccccag 
cagatgccag caggaccgca gatccgggtt 
ccccagacag taatggccac tgtgcccgtc 
cggcctggac ccgggcagac agggctcacg 
gtgagtaagc cagccacgag ttctcctggg 
gtcattcaaa atgtcacagg acagaacatc 
ggtgtgaagc cccaaacagg caacagcatt 
ggtaaggatg tattgcgtct gccgccctct 
gttctgcgaa tcactccgga catgatggcc 
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acattggcca 
5280 

ggcaacacta 
5340 

gcagctgata 
5400 

accactgtgg 
5460 

cgcttgatgc 
5520 

tcttcagaag 
5580 

cccaaagcag 
5640 

agtgggtctg 
5700 

tccaagactg 
5760 

gcccccaccg 
5820 

aagttgccta 
5880 

agcgtggtca 
5940 

cgcaacatca 
6000 

gttagtttcc 
6060 

gtgcgcatcc 
6120 

aaagcagtct 
6180 

caatgattat 
6240 

gaagggacca 
6277 



agtcccaggt 
caggcaaagg 
gccctgccaa 
tcaaagtgac 
cagctcttgg 
caaaaccagc 
gccagaccat 
gaactgtcca 
tagctgtggc 
tgcggcaggt 
cacggatcac 
cagcccccat 
tcctcacaac 
tcactgctca 
agactgtccc 
ccactgttgt 
gagagaggat 
gggaggttgc 



taccacagtc 
catctctgcc 
ggccagttca 
tcctgacctc 
cgtgagtgtg 
tgccacgatc 
caccgttgca 
tacttcagcg 
ttctggggct 
ccctgtcagc 
agttcccctc 
catcaaaggc 
tatgccagca 
gcagttgcag 
tgcatccnat 
tgtgactaca 
gggcttccgt 
atcattattc 



aaattgaccc 
accttacacg 
gccagtgccc 
aagccaacag 
gctgaccaga 
cgcatcgtgc 
acccacgcca 
gtgtccttac 
gcaagcaccc 
accacggttg 
tctgtgatca 
aaccttggag 
ggcactaagc 
cagcttcagc 
ctccaacagg 
gctccgtctc 
gaaagaccat 
taagctt 



aggacctctt 
tcacttccaa 
cttcatccac 
aagcctcaag 
agggaaaaag 
agggactggg 
agcaaggggc 
ccagtatgaa 
ccatcagcat 
tgtccacgtc 
gccagccaat 
ccaacctcag 
tcattgctgg 
agcaaggtca 
gaacagcttc 
ctaaacaggc 
gcctggtctg 



cgggacagga 
tccagtacat 
tccaacaggt 
ttcggctttt 
cacagtggcc 
agtgatgcct 
ctcggtggcc 
tgctgctgtg 
cagcacagga 
ccaggctggg 
gaagggcaag 
tgggttgggc 
caataagcct 
ggccacacag 
tggctcctcc 
acctgagcaa 
tcctggctga 



<210> 4828 
<211> 1322 
<212> PRT 

<213> Homo sapiens 



<400> 4828 

Met Asp Ser Arg Gly Leu Pro Ala 

1 5 
Ser Thr Cys Gly Glu Glu Thr Met 

20 

Asp Pro Leu Glu Leu Gly Pro Cys 

35 40 
Met Glu Asp Cys Leu Leu Gly Gly 

50 55 
Leu Leu Glu Asp Pro Glu lie Phe 
65 70 
Trp Gin Glu Val Leu Ser Asp Ser 



Trp Thr Ser Gin Ser Thr Glu He 

10 15 
Asp Ser Leu Asp His Met Leu Thr 
25 30 
Gly Asp Gly His Gly Thr Arg He 

45 

Thr Arg Val Ser Leu Pro Glu Asp 

60 

Phe Asp Val Val Ser Leu Ser Thr 

75 80 
Gin Arg Glu His Leu Gin Gin Phe 
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85 








90 








95 




Leu 


Pro 


Gin 


Phe 


Pro 


Glu 


Asp 


Ser 


Ala Glu Gin 


Gin 


Asn 


Glu 


Leu 


He 




• 




100 










105 






110 






Leu 


Ala 


Leu 


Phe 


Ser Gly Glu Asn 


Phe Arg Phe Gly 


Asn 


Pro 


Leu 


His 






115 










120 






125 








He 


Ala 


Gin 


Lys 


Leu 


Phe 


Arg Asp 


Gly His Phe 


Asn 


Pro 


Glu 


Val 


Val 




130 










135 






140 










Lys 


Tyr 


Arg 


Gin 


Leu 


Cys 


Phe 


Lys 


Ser Gin Tyr Lys 


Arg 


Tyr 


Leu 


Asn 


145 










150 






155 










160 


Ser 


Gin 


Gin 


Gin 


Tyr 


Phe His Arg 


Leu Leu Lys 


Gin 


He 


Leu 


Ala 


Ser 










165 








170 








175 




Arg 


Ser 


Asp 


Leu 


Leu 


Glu 


Met 


Ala 


Arg Arg Ser Gly 


Pro 


Ala 


Leu 


Pro 








180 










185 






190 






Phe 


Arg 


Gin 


Lys 


Arg 


Pro 


Ser 


Pro 


Ser Arg Thr 


Pro 


Glu 


Glu 


Arg 


Glu 






195 










200 






205 








Trp 


Arg 


Thr 


Gin 


Gin 


Arg 


Tyr 


Leu 


Lys Val Leu 


Arg 


Glu 


Val 


Lys 


Glu 




210 










215 






220 










Glu 


Cys 


Gly 


Asp 


Thr 


Ala 


Leu 


Ser 


Ser Asp Glu 


Glu 


Asp 


Leu 


Ser 


Ser 


225 










230 






235 










240 


Trp 


Leu 


Pro 


Ser 


Ser 


Pro 


Ala 


Arg 


Ser Pro Ser 


Pro 


Ala 


Val 


Pro 


Leu 








245 








250 








255 




Arg 


Val 


Val 


Pro 


Thr 


Leu 


Ser 


Thr 


Thr Asp Met 


Lys 


Thr Ala Asp 


Lys 








260 










265 






270 






Val 


Glu 


Leu 


Gly 


Asp 


Ser 


Asp 


Leu 


Lys He Met 


Leu 


Lys 


Lys 


His 


His 






275 










280 






285 








Glu 


Lys 


Arg 


Lys 


His 


Gin 


Pro 


Asp 


His Pro Asp 


Leu 


Leu Thr Gly 


Asp 




290 










295 






300 










Leu 


Thr 


Leu 


Asn 


Asp 


lie 


Met 


Thr 


Arg Val Asn 


Ala 


Gly Arg 


Lys 


Gly 


305 










310 






315 










320 


Ser 


Leu 


Ala 


Ala 


Leu Tyr Asp 


Leu 


Ala Val Leu 


Lys 


Lys 


Lys 


Val 


Lys 










325 








330 








335 




Glu Lys 


Glu 


Glu 


Lys 


Lys 


Lys 


Lys 


Lys He Lys 


Thr 


He 


Lys 


Ser 


Glu 








340 










345 






350 






Ala 


Glu 


Asp 


Leu 


Ala 


Glu 


Pro 


Leu 


Ser Ser Thr 


Glu 


Gly Val Ala 


Pro 






355 










360 






365 








Leu 


Ser 


Gin 


Ala 


Pro 


Ser 


Pro 


Leu 


Ala He Pro 


Ala 


He 


Lys 


Glu 


Glu 




370 










375 






380 










Pro 


Leu 


Glu 


Asp 


Leu 


Lys 


Pro 


Cys 


Leu Gly He 


Asn 


Glu 


He 


Ser 


Ser 


385 










390 






395 










400 


Ser 


Phe 


Phe 


Ser 


Leu 


Leu 


Leu 


Glu 


He Leu Leu 


Leu 


Glu 


Ser 


Gin 


Ala 










405 








410 








415 




Ser 


Leu 


Pro 


Met 


Leu Glu Glu Arg 


Val Leu Asp 


Trp 


Gin 


Ser 


Ser 


Pro 








420 










425 






430 






Ala 


Ser 


Ser 


Leu 


Asn 


Ser 


Trp 


Phe 


Ser Ala Ala 


Pro 


Asn Trp Ala 


Glu 






435 










440 






445 








Leu 


Val 


Leu 


Pro 


Ala Leu Gin Tyr 


Leu Ala Gly Glu 


Ser Arg 


Ala 


Val 




450 










455 






460 










Pro 


Ser 


Ser 


Phe 


Ser 


Pro 


Phe 


Val 


Glu Phe Lys 


Glu 


Lys 


Thr 


Gin 


Gin 


465 










470 






475 










480 


Trp Lys 


Leu 


Leu 


Gly Gin Ser Gin 


Asp Asn Glu Lys 


Glu 


Leu 


Ala 


Ala 










485 








490 








495 




Leu 


Phe 


Gin 


Leu 


Trp 


Leu 


Glu 


Thr 


Lys Asp Gin Ala 


Phe 


Cys 


Lys 


Gin 








500 










505 






510 






Glu 


Asn 


Glu 


Asp 


Ser Ser Asp Ala 


Thr Thr Pro 


Val 


Pro Arg Val 


Arg 
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515 

Thr Asp Tyr Val 
530 

Gin Glu Gin Glu 
54 5 

Phe Arg Met His 

Phe Asp Lys Glu 

580 

Arg Ser Asp Arg 
595 

Ala Ala Ala Arg 
610 

Glu Leu Leu Lys 
625 

Gin Val Asn Thr 

Lys Asp Pro Cys 

660 

Leu His Arg Asp 
675 

Gin Ala Ala Ala 
690 

Pro Pro Ser Lys 
705 

Leu Ser Ser Gly 

Ser Met Pro Pro 

740 

Leu Pro Ala lie 
755 

Ser Gly Pro Ser 
770 

Leu Leu Val Ser 
785 

Pro Ala Ser Ser 

Val Ser His Ser 

820 

Gin Pro Ser Leu 
835 

Thr Leu Pro Gin 
850 

Ala Thr Gin Thr 
865 

Val Lys Ala Gin 

Gin Thr Gly Leu 

900 

Ser Lys Pro Ala 
915 

Thr Ala Ala Val 
930 

Val Ala He Thr 



520 

Val Arg Pro Ser 
535 

Arg Tyr Arg Tyr 
550 

Gly Phe Glu Ser 
565 

Thr Ser Leu Asn 

Pro Ala Tyr Val 

600 

Leu Pro Asn Gly 
615 

Asp Ser Gin Phe 
630 

Val Val Ser Gly 
645 

Val Lys Tyr Asp 

Arg Ser Glu Glu 

680 

Ala Lys Ala Arg 
695 

Val Lys Ser Ser 
710 

Pro Ser Glu Gin 
725 

Thr Pro Val Thr 

Pro He Ser Pro 

760 

Thr Val Ser Glu 
775 

Ser Pro Thr Met 

790 • 
Gin Thr Ala Pro 
805 

Gly Ser Ala Gly 

Pro Ala Val Pro 

840 

Met Pro Ala Gly 
855 

Lys Val Val Pro 
870 

Thr Thr Ala Ala 
885 

Thr Val Thr Ser 

Thr Ser Ser Pro 

920 

He Gin Asn Val 
935 

Gly Gin Leu Gly 



Thr Gly Glu Glu 

540 

Ser Gin Pro His 
555 

Val Val Gly Pro 
570 

Lys Ala Arg Glu 
585 

Thr He Leu Ser 

Glu Gly Thr Arg 

620 

Leu Ala Pro Asp 
635 

Ala Leu Asp Arg 
650 

He Gly Arg Lys 
665 

Glu Phe Glu Arg 

Lys Ala Leu Gin 

700 

Ser Lys Glu Ser 
715 

Ser Gin Met Ser 
730 

Pro Val Thr Pro 
745 

Pro Pro Val Ser 

Pro Ala Lys Ser 

780 

Pro His Leu Gly 
795 

Ser Ser Gin Ala 
810 

Leu Ser Gin Val 
825 

Gin Gin Ser Gly 

Pro Gin He Arg 

860 

Gin Thr Val Met 
875 

Thr Val Gin Arg 
890 

Leu Pro Ala Thr 
905 

Gly Thr Ser Ala 

Thr Gly Gin Asn 

940 

Val Lys Pro Gin 



525 

Lys Arg Val Phe 

Lys Ala Phe Thr 

560 

Val Lys Gly Val 
575 

His Ser Leu Leu 
590 

Leu Val Arg Asp 
605 

Ala Glu He Cys 

Val Thr Ser Thr 

640 

Leu His Tyr Glu 
655 

Leu Trp He Tyr 
670 

He His Gin Ala 
685 

Gin Lys Pro Lys 

Ser He Lys Val 

720 

Leu Ser Asp Ser 
735 

Thr Thr Pro Ala 
750 

Ala Val Asn Lys 
765 

Ser Ser Gly Val 

Thr Met Leu Ser 

800 

Ala Ala Arg Val 
815 

Arg Val Val Ala 
830 

Gly Pro Ala Gin 
845 

Val Pro Ala Thr 

Ala Thr Val Pro 

880 

Pro Gly Pro Gly 
895 

Ala Ser Pro Val 
910 

Pro Ser Ala Ser 
925 

He He Lys Gin 
Thr Gly Asn Ser 



4010 



WO 00/58473 



PCT/US00/08621 



945 950 955 960 

He Pro Leu Thr Ala Thr Asn Phe Arg lie Gin Gly Lys Asp Val Leu 

965 970 975 

Arg Leu Pro Pro Ser Ser He Thr Thr Asp Ala Lys Gly Gin Thr Val 

980 985 990 

Leu Arg He Thr Pro Asp Met Met Ala Thr Leu Ala Lys Ser Gin Val 

995 1000 1005 

Thr Thr Val Lys Leu Thr Gin Asp Leu Phe Gly Thr Gly Gly Asn Thr 

1010 1015 1020 

Thr Gly Lys Gly He Ser Ala Thr Leu His Val Thr Ser Asn Pro Val 
1025 1030 1035 1040 

His Ala Ala Asp Ser Pro Ala Lys Ala Ser Ser Ala Ser Ala Pro Ser 

1045 1050 1055 

Ser Thr Pro Thr Gly Thr Thr Val Val Lys Val Thr Pro Asp Leu Lys 

1060 1065 1070 

Pro Thr Glu Ala Ser Ser Ser Ala Phe Arg Leu Met Pro Ala Leu Gly 

1075 1080 1085 

Val Ser Val Ala Asp Gin Lys Gly Lys Ser Thr Val Ala Ser Ser Glu 

1090 1095 1100 

Ala Lys Pro Ala Ala Thr He Arg He Val Gin Gly Leu Gly Val Met 
1105 1110 1115 1120 

Pro Pro Lys Ala Gly Gin Thr He Thr Val Ala Thr His Ala Lys Gin 

1125 1130 1135 

Gly Ala Ser Val Ala Ser Gly Ser Gly Thr Val His Thr Ser Ala Val 

1140 1145 1150 

Ser Leu Pro Ser Met Asn Ala Ala Val Ser Lys Thr Val Ala Val Ala 

1155 1160 1165 

Ser Gly Ala Ala Ser Thr Pro He Ser He Ser Thr Gly Ala Pro Thr 

1170 1175 1180 

Val Arg Gin Val Pro Val Ser Thr Thr Val Val Ser Thr Ser Gin Ala 
1185 1190 1195 1200 

Gly Lys Leu Pro Thr Arg He Thr Val Pro Leu Ser Val He Ser Gin 

1205 1210 1215 

Pro Met Lys Gly Lys Ser Val Val Thr Ala Pro He He Lys Gly Asn 

1220 1225 1230 

Leu Gly Ala Asn Leu Ser Gly Leu Gly Arg Asn He He Leu Thr Thr 

1235 1240 1245 

Met Pro Ala Gly Thr Lys Leu He Ala Gly Asn Lys Pro Val Ser Phe 

1250 1255 1260 

Leu Thr Ala Gin Gin Leu Gin Gin Leu Gin Gin Gin Gly Gin Ala Thr 
1265 1270 1275 1280 

Gin Val Arg He Gin Thr Val Pro Ala Ser Xaa Leu Gin Gin Gly Thr 

1285 1290 1295 

Ala Ser Gly Ser Ser Lys Ala Val Ser Thr Val Val Val Thr Thr Ala 

1300 1305 1310 

Pro Ser Pro Lys Gin Ala Pro Glu Gin Gin 
1315 1320 

<210> 4829 

<211> 1605 

<212> DNA 

<213> Homo sapiens 

<400> 4829 



4011 



WO 00/58473 



PCT/US00/08621 



cccggagagc gaggacgacg 
60 

ctggagacca tggccaaaat 
120 

ggggatatgg ttcttttaga 
180 

cgctttgacc acagtgaaat 
240 

tatcggtctt tacccattta 
300 

tatgaactga gccctcacat 
360 

caagataagg accaatgtat 
420 

agtaagcttg tcatgtccta 
480 

gttaaagaac agcttttaca 
540 

gtaaggaatg acaactcctc 
600 

ggcgatccac taggaggagt 
660 

cagccaagag gtgaaagaaa 
720 

gagctcctca ataaacttaa 
780 

gattcggcca aagtgaatgg 
840 

atgcagattg tgggctttat 
900 

gtgttgaaac tggggaacat 
960 

agcaaaatca aagataaaaa 
1020 

tcagttctag aacgagcatt 
1080 

actacactga atgtggctca 
1140 

agcaggttgt tttcatggtt 
1200 

gtgagaaaga aggtcatggg 
1260 

agctttgagc agttcattat 
1320 

cttactctta aagaagagca 
1380 

gactacttca ataatgctat 
1440 

gccatgttgg atgaagagtg 
1500 

aagctgaacc aagtatgtgc 
1560 

cggttcctca atgacacgtc 
1605 



tgaaggcgga gtggcgcccg 
ggaggtgaaa acctcacttc 
acctctcaat gaggagacct 
atacacttac attggaagtg 
ttcaccagag aaagtggaag 
ctttgccctt tcggatgaag 
tctcattact ggggaaagtg 
tgtggcagct gtttgtggaa 
gtccaacccg gtcctggaag 
tagatttggc aaatatatgg 
aataagtaac tatcttttag 
cttccatgtg ttctatcagc 
gcttgagagg gatttcagca 
agtggatgat gcagcaaatt 
ggatcatgaa gctgagtctg 
tgagttcaag cccgaatctc 
tgagttaaaa gaaatttgtg 
cagtttccga acagttgagg 
ggcttattat gcccgtgatg 
ggtaaatcga atcaatgaaa 
tgttctggac atttatggct 
taattattgt aacgaaaagc 
ggaggagtat atacgggagg 
catttgtgac ctaatagaaa 
cctcagacct ggcacagtca 
cacccaccag cattttgaaa 
tctgcctcac agctgcttca 



gcgaggtagc gccaggcgag 
tggacaatat gattggagtt 
tcatcaacaa cctcaagaag 
tggttatatc tgttaaccca 
aatacaggaa cagaaatttt 
catacagatc cctacgagat 
gagcaggaaa aacagaggcc 
aaggagcaga agttaatcaa 
cttttggaaa tgccaaaact 
atattgaatt tgactttaaa 
agaaatctcg ggttgttaaa 
tgctctctgg tgcctctgaa 
ggtataacta cctgagtctg 
ttagaaccgt gcggaatgcc 
tcttggcggt ggtggcagca 
gagtgaatgg tctagatgaa 
aattgaccgg cattgatcaa 
ccaaacagga gaaagtttca 
ctctggctaa aaacctctac 
gcattaaggc acaaacaaaa 
ttgagatttt cgaggacaac 
tgcaacaaat cttcattgaa 
atatagaatg gactcacatt 
ataacacaaa tggaatcctg 
ctgatgagac cttcttagaa 
gcaggatgag caagtgctct 
ggatc 
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<210> 4830 
<211> 512 
<212> PRT 

<213> Homo sapiens 
<400> 4830 

Met Ala Lys Met Glu Val Lys Thr Ser Leu Leu Asp Asn Met He Gly 

15 10 15 

Val Gly Asp Met Val Leu Leu Glu Pro Leu Asn Glu Glu Thr Phe lie 

20 25 30 

Asn Asn Leu Lys Lys Arg Phe Asp His Ser Glu He Tyr Thr Tyr He 

35 40 45 

Gly Ser Val Val He Ser Val Asn Pro Tyr Arg Ser Leu Pro He Tyr 

50 55 60 

Ser Pro Glu Lys Val Glu Glu Tyr Arg Asn Arg Asn Phe Tyr Glu Leu 
65 70 75 80 

Ser Pro His He Phe Ala Leu Ser Asp Glu Ala Tyr Arg Ser Leu Arg 

85 90 95 

Asp Gin Asp Lys Asp Gin Cys He Leu He Thr Gly Glu Ser Gly Ala 

100 105 HO 

Gly Lys Thr Glu Ala Ser Lys Leu Val Met Ser Tyr Val Ala Ala Val 

115 120 125 

Cys Gly Lys Gly Ala Glu Val Asn Gin Val Lys Glu Gin Leu Leu Gin 

130 135 140 

Ser Asn Pro Val Leu Glu Ala Phe Gly Asn Ala Lys Thr Val Arg Asn 
145 150 155 160 

Asp Asn Ser Ser Arg Phe Gly Lys Tyr Met Asp He Glu Phe Asp Phe 

165 170 175 

Lys Gly Asp Pro Leu Gly Gly Val He Ser Asn Tyr Leu Leu Glu Lys 

180 185 190 

Ser Arg Val Val Lys Gin Pro Arg Gly Glu Arg Asn Phe His Val Phe 

195 200 205 

Tyr Gin Leu Leu Ser Gly Ala Ser Glu Glu Leu Leu Asn Lys Leu Lys 

210 215 220 

Leu Glu Arg Asp Phe Ser Arg Tyr Asn Tyr Leu Ser Leu Asp Ser Ala 
225 230 235 240 

Lys Val Asn Gly Val Asp Asp Ala Ala Asn Phe Arg Thr Val Arg Asn 

245 250 255 

Ala Met Gin He Val Gly Phe Met Asp His Glu Ala Glu Ser Val Leu 

260 265 270 

Ala Val Val Ala Ala Val Leu Lys Leu Gly Asn He Glu Phe Lys Pro 

275 280 285 

Glu Ser Arg Val Asn Gly Leu Asp Glu Ser Lys He Lys Asp Lys Asn 

290 295 300 

Glu Leu Lys Glu He Cys Glu Leu Thr Gly He Asp Gin Ser Val Leu 
305 310 315 320 

Glu Arg Ala Phe Ser Phe Arg Thr Val Glu Ala Lys Gin Glu Lys Val 

325 330 335 

Ser Thr Thr Leu Asn Val Ala Gin Ala Tyr Tyr Ala Arg Asp Ala Leu 

340 345 350 

Ala Lys Asn Leu Tyr Ser Arg Leu Phe Ser Trp Leu Val Asn Arg He 

355 360 365 

Asn Glu Ser He Lys Ala Gin Thr Lys Val Arg Lys Lys Val Met Gly 
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370 




375 






380 








val 


Leu 


Asp 


He Tyr Gly Phe Glu He Phe Glu Asp Asn 


Ser 


Phe 


Glu 


385 






390 




395 








400 


Gin 


Phe 


He 


He Asn Tyr Cys 


Asn 


Glu Lys Leu 


Gin Gin 


He 


Phe 


He 








405 




410 






415 




Glu 


Leu 


Thr 


Leu Lys Glu Glu 


Gin 


Glu Glu Tyr 


He Arg 


Glu 


Asp 


He 








420 




425 




430 






Glu 


Trp 


Thr 


His He Asp Tyr 


Phe 


Asn Asn Ala 


He He 


Cys 


Asp 


Leu 






435 




440 




445 








He 


Glu 


Asn 


Asn Thr Asn Gly 


He 


Leu Ala Met 


Leu Asp 


Glu 


Glu 


Cys 




450 




455 






460 








Leu 


Arg 


Pro 


Gly Thr Val Thr Asp Glu Thr Phe 


Leu Glu 


Lys 


Leu 


Asn 


465 






470 




475 








480 


Gin 


Val 


Cys 


Ala Thr His Gin 


His 


Phe Glu Ser Arg Met 


Ser 


Lys 


Cys 








485 




490 






495 




Ser 


Arg 


Phe 


Leu Asn Asp Thr 


Ser 


Leu Pro His 


Ser Cys 


Phe 


Arg 


He 








500 




505 




510 







<210> 4831 
<211> 578 
<212> DNA 

<213> Homo sapiens 
<400> 4831 

cggacggtgg ccctcaaagg cccagtcacc aatgccgcca tcctgctggc gcccgtcagc 
60 

atgctgagct cagacttcag gcccagcctg ccgctgcccc acttcaacaa gcacctgctg 
120 

ggcgccgagc acggggacga gccgcgccac gggggcctca ctctgcgcct gggcctccac 
180 

cagcagagcg tgctcggcgg ccaggaccag ctgcgcgtcc gtgtgacgga gctggaggac 
240 

gaggtgcgca acctgcgcaa gatcaatcgg gacctgttcg acttctccac gcgcttcatc 
300 

acgcggccgg ccaagtgagg cccggagacc ccggcccgag gcgcccaggc ctgagcccca 
360 

tgcctcccag caaccagggc ccgcgggtgt ggcccccacc agcccaggcc tggactctcc 
420 

tcagttctgt gtcgtgttcg ggtttttcct ctgtgactgg gccgtcttgg tgtctcgtgg 
480 

cacgcgtcac agtggtgcta gtctgttttt aacaaaagag gatgaaaagc caaaaaaaaa 
54 0 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaa 
578 

<210> 4832 
<211> 105 
<212> PRT 

<213> Homo sapiens 
<400> 4832 

Arg Thr Val Ala Leu Lys Gly Pro Val Thr Asn Ala Ala He Leu Leu 

15 10 15 

Ala Pro Val Ser Met Leu Ser Ser Asp Phe Arg Pro Ser Leu Pro Leu 
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20 

Pro His Phe Asn Lys His Leu Leu 

35 40 
Arg His Gly Gly Leu Thr Leu Arg 

50 55 
Leu Gly Gly Gin Asp Gin Leu Arg 
65 70 
Glu Val Arg Asn Leu Arg Lys lie 

65 

Thr Arg Phe He Thr Arg Pro Ala 

100 



25 30 
Gly Ala Glu His Gly Asp Glu Pro 

45 

Leu Gly Leu His Gin Gin Ser Val 

60 

Val Arg Val Thr Glu Leu Glu Asp 

75 80 
Asn Arg Asp Leu Phe Asp Phe Ser 
90 95 

Lys 
105 



<210> 4833 

<211> 872 

<212> DNA 

<213> Homo sapiens 



<400> 4833 
nnctggacag 
60 

ctttgagaag 
120 

ctcaacaact 
180 

gaactatatc 
240 

gcagcccaag 
300 

ccgtgctctg 
360 

gacagcccca 
420 

ccctgcagaa 
460 

gcagggctcg 
54 0 

aaccagcatg 
600 

gcggagggct 
660 

gagaaggcca 
720 

atgcagcgga 
780 

gtggtgacct 
840 

cgtccatcat 
872 



aatttttaaa 
gaactgagta 
gagatgaacg 
ctgggttcca 
gaggtcgtca 
tccacactgc 
acagcggcta 
tgacccacca 

tgggggtgac 

ggaaagccat 
tcttcggcat 
tcaagctggc 
acctgaagat 
gtcccatgga 
cagggctcgg 



agcaatgaag 
ggcagtgaga 
tcgactcgct 
gaaaaggcag 
cttgccggga 
tacggggcca 
ccccaaggag 
ggatctgagc 
ctgcgtgttc 
gtacaaagga 
gtaccgaggg 
ggccaacgac 
ggagatgctt 
aatgctcaag 
cctcagcacc 



ccagttcctt 
agagtcgagt 
tgcaggcaag 
aggttcttac 
aggtggctcg 
gagccaagga 
ccagcagcct 
atcacagcca 
cccatcgact 
atgatcgact 
gctgcagtga 
tttttccggc 
gccgggtgtg 
attcagctgc 
ct 



ggatatatcc 
gaagcctggc 
ttgtcactca 
cgaaagcagg 
ggccaggctg 
agcttccact 
tgtgtcctgg 
aactcatcaa 
tggccaagac 
gcctgatgaa 
acctcactct 
ggctgctcat 
gggctgggat 
aggcatgctg 



acgggctttg 
ccgtgagtgc 
gcagcgatct 
ggaggaagcc 
cactcaaaac 
tcttccccca 
gatccccagc 
tggaggtgta 
tcgcctgcag 
gacggctcgg 
ggtcactcca 
ggaagatggg 
gtgccaggtc 
gacgcctggc 



<210> 4834 

<211> 147 

<212> PRT 

<213> Homo sapiens 
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<400> 4834 

Met Thr His Gin Asp Leu Ser lie Thr Ala Lys Leu lie Asn Gly Gly 

15 10 15 

Val Ala Gly Leu Val Gly Val Thr Cys.Val Phe Pro He Asp Leu Ala 

20 25 30 

Lys Thr Arg Leu Gin Asn Gin His Gly Lys Ala Met Tyr Lys Gly Met 

35 40 45 

He Asp Cys Leu Met Lys Thr Ala Arg Ala Glu Gly Phe Phe Gly Met 

50 55 60 

Tyr Arg Gly Ala Ala Val Asn Leu Thr Leu Val Thr Pro Glu Lys Ala 
65 70 75 80 

He Lys Leu Ala Ala Asn Asp Phe Phe Arg Arg Leu Leu Met Glu Asp 

85 90 95 

Gly Met Gin Arg Asn Leu Lys Met Glu Met Leu Ala Gly Cys Gly Ala 

100 105 110 

Gly Met Cys Gin Val Val Val Thr Cys Pro Met Glu Met Leu Lys He 

115 120 125 

Gin Leu Gin Ala Cys Trp Thr Pro Gly Arg Pro Ser Ser Gly Leu Gly 

130 135 140 

Leu Ser Thr 
145 

<210> 4835 
<211> 1846 
<212> DNA 

<213> Homo sapiens 



<400> 4835 

nctcatttcc gaagtgccct gacagcccac 
60 

ctgcacaaag ctttcgcccg agctgaactg 
120 

cagtgggaga tccagaatac cagccatctg 
180 

cccgtgggta ttccagcacc atcccgcccg 
240 

tacttcacgg agcagcacgc tttctcctgc 
300 

ggggctgacc gggctgatgt ggccgatgtt 
360 

cgctaccacc cggccttgcg gctccagaag 
420 

gatccggccc ggggtatgga atacacgctg 
480 

ggaggccgcc ggcccctcac tcgccgagtg 
54 0 

atcttgcctg tgccctatgt cactgaggcc 
600 

gcggctgagc gtgacctggc ccctggcttc 
660 

cctggtgatg ctgcggcagc cctgaccctg 
720 

cgcgtggccc atgcagatgt cttcgcacct 
780 



cctgtgcgtg 


accctgtgca 


catgtaccag 


gaacgcacgt 


accaggagat 


ccaggagtta 


gccgttgatg 


gggaccgggc 


agctgcttgg 


gcctcccgct 


ttgaggtgct 


gcgctgggac 


gccgatggct 


caccccgctg 


cccactgcgt 


ctggggacag 


ctctagagga 


gctgaaccgc 


cagcagctgg 


tgaatggcta 


ccgacgcttt 


gacttgcagc 


tggaggcact 


gaccccccag 


cagctgctcc 


ggccgctgag 


ccgcgtggag 


tcacgtctca 


ctgtgctgct 


gcctctagct 


ttggaggcct 


ttgccactgc 


agcactggag 


ctgctactgt 


atgagccgcg 


ccaggcccag 


gtcaaggccc 


acgtggcaga 


gctggagcgg 
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cgtttccccg gtgcccgggt 
840 

cgcctcatgg atctactctc 
900 

ccagacacgg tgctcacgcc 
960 

tggcaggcct tctttcccat 
1O20 

gggcctgggc ccccagagct 
1080 

cgaggcctgc ttctacaact 
1140 

gaacaagaag aggagctgct 
1200 

agtctgcatg tgctgcgggc 
1260 

tgcagcgcga ggctcagtga 
1320 

ctcggctccc gaacccagct 
1380 

tgaccccacc ctgtccccgt 
1440 

caaaaccaga gccacctgcc 
1500 

tggcccactg gtcccctctc 
1560 

acgtgccccc agagccaccc 
1620 

gctgattcgg gctgtggcct 
1680 

gcctctgggc cctgggggct 
1740 

gggggcatct cccaacttct 
1800 

tggccaagtg tggaaaaaaa 
1846 



gccatggctc agtgtgcaga 
caagaagcac ccgctggaca 
tgacttcctg aaccgctgcc 
gcatttccaa gccttccacc 
ggggccgtga cactggccgc 
ccgactacgt ggcagcccgt 
ggagagcctg gatgtgtacg 
ggtggagcgg cgctgctgca 
ggacctgtac caccgctgcc 
ggccatgcta ctctttgaac 
gggcccgtgg cattggccac 
agcctcgctg ggcagggctg 
tggctctgtg ggtccctggg 
acttctcatc ccaaacccag 
ccacgtattt atgcagtaca 
gggctgtaga agagttgttg 
cccttttgga ccctgccgaa 
aaaaaaaaaa aaaaaaaaaa 



cagccgcacc ctcaccactg 
cactgttcct gctggccggg 
gcatgcatgc catctccggc 
cagctgtggc cccaccacaa 
tttgatcgcc aggcagccag 
gggcgcctgg gcgcagctca 
agctgttcct ccacttctcc 
gccgctaccg ggcccagacg 
tccagagcgt gcttgagggc 
aggagcaggg caacagcacc 
accccacccc acttctcccc 
gccgtagcca gaccccaagc 
ctctggacaa gcactggggg 
tttccctgcc ccctgacgct 
gtctgcctga cgccagccct 
gggaaggagg gagctgagga 
gctccctgcc tttaataaac 
aaaaaa 



<210> 4836 

<211> 349 

<212> PRT 

<213> Homo sapiens 



<400> 4836 

Xaa His Phe Arg Ser Ala Leu Thr Ala His Pro Val Arg Asp Pro Val 

15 10 15 

His Met Tyr Gin Leu His Lys Ala Phe Ala Arg Ala Glu Leu Glu Arg 

20 25 30 

Thr Tyr Gin Glu He Gin Glu Leu Gin Trp Glu He Gin Asn Thr Ser 

35 40 45 

His Leu Ala Val Asp Gly Asp Arg Ala Ala Ala Trp Pro Val Gly He 

50 55 60 

Pro Ala Pro Ser Arg Pro Ala Ser Arg Phe Glu Val Leu Arg Trp Asp 
65 70 75 80 

Tyr Phe Thr Glu Gin His Ala Phe Ser Cys Ala Asp Gly Ser Pro Arg 
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85 




90 




95 




Cys 


Pro 


Leu 


Arg 


Gly 


Ala Asp Arg Ala Asp Val Ala Asp Val 


Leu 


Gly 








100 






105 


110 






Thr 


Ala 


Leu 


Glu 


Glu 


Leu Asn Arg Arg Tyr His Pro Ala 


Leu 


Arg 


Leu 






115 








120 125 








Gin 


Lys 


Gin 


Gin 


Leu 


Val 


Asn Gly Tyr Arg Arg Phe Asp 


Pro 


Ala 


Arg 




130 










135 140 








Gly 


Met 


Glu 


Tyr 


Thr 


Leu Asp Leu Gin Leu Glu Ala Leu 


Thr 


Pro 


Gin 


145 










150 


155 






160 


Gly 


Gly 


Arg 


Arg 


Pro 


Leu Thr Arg Arg Val Gin Leu Leu Arg 


Pro 


Leu 










165 




170 




175 




Ser 


Arg 


Val 


Glu 


He 


Leu 


Pro Val Pro Tyr Val Thr Glu Ala 


Ser 


Arg 








180 






185 


190 






Leu 


Thr 


Val 


Leu 


Leu 


Pro 


Leu Ala Ala Ala Glu Arg Asp 


Leu 


Ala 


Pro 






195 








200 205 








Gly 


Phe 


Leu 


Glu 


Ala 


Phe 


Ala Thr Ala Ala Leu Glu Pro 


Gly 


Asp 


Ala 




210 










215 220 








Ala 


Ala 


Ala 


Leu 


Thr 


Leu 


Leu Leu Leu Tyr Glu Pro Arg 


Gin 


Ala 


Gin 


225 










230 


235 






240 


Arg 


Val 


Ala 


His 


Ala 


Asp 


Val Phe Ala Pro Val Lys Ala His 


Val 


Ala 










245 




250 




255 




Glu 


Leu 


Glu 


Arg 


Arg 


Phe 


Pro Gly Ala Arg Val Pro Trp 


Leu 


Ser 


Val 








260 






265 


270 






Gin 


Thr 


Ala 


Ala 


Pro 


Ser 


Pro Leu Arg Leu Met Asp Leu 


Leu 


Ser 


Lys 






275 








280 285 








Lys 


His 


Pro 


Leu 


Asp 


Thr 


Leu Phe Leu Leu Ala Gly Pro 


Asp 


Thr 


Val 




290 










295 300 








Leu 


Thr 


Pro 


Asp 


Phe 


Leu 


Asn Arg Cys Arg Met His Ala 


He 


Ser 


Gly 


305 










310 


315 






320 


Trp 


Gin 


Ala 


Phe 


Phe 


Pro 


Met His Phe Gin Ala Phe His 


Pro 


Ala 


Val 










325 




330 




335 




Ala 


Pro 


Pro 


Gin 


Gly 


Pro Gly Pro Pro Glu Leu Gly Pro 














340 






345 









<210> 4837 

<211> 906 

<212> DNA 

<213> Homo sapiens 

<400> 4837 

nagggggagg aggaggaggt ggtggcagcc tttgggaaga aggagtccca ggaggaagag 
60 

gaggaagaag acagtgacga aggggaaaga acaattgaaa ctgcaaaagg gattaatgga 
120 

actgtaaatt atgatagtgt caattctgac aactctaagc caaagatatt taaaagtcaa 
180 

atagagaaca taaatttgac caatggcagc aatgggagga acacagagtc cccagctgcc 
240 

attcaccctt gtggaaatcc tacagtgatt gaggacgctt tggacaagat taaaagcaat 
300 

gaccctgaca ccacagaagt caatttgaac aacattgaga acatcacaac acagaccctt 
360 

acccgctttg ctgaagccct caaggacaac actgtggtga agacgttcag tctggccaac 
420 
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acgcatgccg 
480 

atcaccaacg 
540 

agagctctcc 
600 

atgggcagcc 
660 

aggctgggat 
720 

agaaatatgg 
780 

gatggaggac 
840 

tatgtatctc 
900 

acgcgt 
906 



acgacagtgc 
taaacgtcga 
agcacaacac 
aggtggaaat 
accattttga 
ataaacagag 
ccaatcttag 
ccaggcactc 



agccatggcc 
gtccaacttc 
ggtgctcacg 
ggagattgtc 
actcccagga 
gcaaaaacgt 
gaccaaagtc 
accgtggtca 



attgcagaga 
ataacgggaa 
gagctgcgtt 
aagctgctga 
ccaagaatga 
ttgcaggagc 
tggcaaagag 
tccccaaaac 



tgctcaaagt 
aggggatcct 
tccataacca 
aggagaacac 
gcatgacgag 
aaaaacagca 
gaacacctag 
tcccctacgg 



caatgagcac 
ggccatcatg 
gaggcacatc 
gacgctgctg 
cattttgaca 
ggagggatac 
cccttcccct 
agagacgaca 



<210> 4838 
<211> 302 
<212> PRT 

<213> Homo sapiens 
<400> 4838 

Xaa Gly Glu Glu Glu Glu Val Val Ala Ala Phe Gly Lys Lys Glu Ser 

15 10 15 

Gin Glu Glu Glu Glu Glu Glu Asp Ser Asp Glu Gly Glu Arg Thr lie 

20 25 30 

Glu Thr Ala Lys Gly He Asn Gly Thr Val Asn Tyr Asp Ser Val Asn 

35 40 45 

Ser Asp Asn Ser Lys Pro Lys He Phe Lys Ser Gin He Glu Asn He 

50 55 60 

Asn Leu Thr Asn Gly Ser Asn Gly Arg Asn Thr Glu Ser Pro Ala Ala 
65 70 75 80 

He His Pro Cys Gly Asn Pro Thr Val He Glu Asp Ala Leu Asp Lys 

85 90 95 

He Lys Ser Asn Asp Pro Asp Thr Thr Glu Val Asn Leu Asn Asn He 

100 105 110 

Glu Asn He Thr Thr Gin Thr Leu Thr Arg Phe Ala Glu Ala Leu Lys 

115 120 125 

Asp Asn Thr Val Val Lys Thr Phe Ser Leu Ala Asn Thr His Ala Asp 

130 135 140 

Asp Ser Ala Ala Met Ala He Ala Glu Met Leu Lys Val Asn Glu His 
145 150 155 160 

He Thr Asn Val Asn Val Glu Ser Asn Phe He Thr Gly Lys Gly He 

165 170 175 

Leu Ala He Met Arg Ala Leu Gin His Asn Thr Val Leu Thr Glu Leu 

180 185 190 

Arg Phe His Asn Gin Arg His He Met Gly Ser Gin Val Glu Met Glu 

195 200 205 

He Val Lys Leu Leu Lys Glu Asn Thr Thr Leu Leu Arg Leu Gly Tyr 

210 215 220 

His Phe Glu Leu Pro Gly Pro Arg Met Ser Met Thr Ser He Leu Thr 
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225 

Arg Asn Met Asp 

Gin Glu Gly Tyr 

260 

Arg Gly Thr Pro 
275 

Trp Ser Ser Pro 
290 



230 

Lys Gin Arg Gin 
245 

Asp Gly Gly Pro 

Ser Pro Ser Pro 

280 

Lys Leu Pro Tyr 
295 



235 

Lys Arg Leu Gin 
250 

Asn Leu Arg Thr 
265 

Tyr Val Ser Pro 

Gly Glu Thr Thr 

300 



240 

Glu Gin Lys Gin 
255 

Lys Val Trp Gin 
270 

Arg His Ser Pro 
285 

Thr Arg 



<210> 4839 

<211> 1313 

<212> DNA 

<213> Homo sapiens 



<400> 4839 

nnggcgctca gggcccccac aagaggtcga 
60 

cggcagaaac tggagaaagc gagagacgtc 
120 

tccccgggcc cgcccggccc tgatggccac 
180 

catcccgcgc cagcagtgta gcccccagcc 
240 

ctgctcgggt ccccactttg gcgaccgntg 
300 

ctgtatcagg cgcctgcgcc ttcaagggta 
360 

gtttgcgctc ctcccggaat cgtttgagag 
420 

agatgagcct gtccggagca gaacacccct 
480 

gctcggcaaa gaaggaaggc agcttgttcc 
540 

cctagaacag cctccttact ccagcctggc 
600 

ggatctggaa gctcagccgg cagagctgag 
660 

agaagcagct tccgtctttg ggttcttgct 
720 

ttgtgttttt ctcccccatg ttggggtggt 
780 

aggcccctaa tccttcccca tgcctccatc 
840 

caccttccag ccctgcccat aagctactca 
900 

ggaagggcag atgctccctc cttcctcaag 
960 

catttggggg tcaaagttga gaccagattg 
1020 

tcacaccaag gccacacctg ttctctggcc 
1080 

tgaggtggag gaacagaagt gaaatgagca 
1140 



gggaatgttg 


tgggctgggg 


cacaccaQca 


gccagggacc 


cagggacctc 


tccctccagt 


tcacgctata gcgcccactc 


tQtCCtqqqe 


cgggcgcctg aatgctctcc 


ctccggatcg 


cccccgagtc 


ctgcttcccc 


ggggcctgct 


cccggcccgc 


ctgccctccc 


caagagccga 


aaggacaaac 


ttttggcagg 


atggaaatct 


gattagccag 


gcccaccgcc 


atccacatct 


agaccttggt 


gagcagctgc 


agactgcctg 


agggaaggaa 


ggaacctgac 


ttgcttcgca 


agccgcagtt gcatcctgga 


gcctgatgct 


gcctcggcct 


ctgctctgtt 


cagtttgctg 


ggggtacagg gaaataaaat 


gctttctccc 


agcctcaaag 


ctgctgacag 


tcatgaactg 


aagcaaattc 


aaattctctt 


ctggccaggg 


cctccctggc 


tcattgatcc 


attttgaggg 


cttcagtttg 


tataaaatta 


gcatttctta 


tcacaaacca gtgaggatgt 


aaaggtttgt 


atctgctcca 


tttagaagtc 


agtcgcttcg 
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gctgttcatt ccactaatat ttatctagta cctattctgt gccaagcatt gtctctacct 
1200 

cagtttgcca caaatatgaa aaaaaaaaaa ttcttggaac tgtgaggctt caatgtgttg 
1260 

tggaccaata tacaaataaa ccaatggaaa agaaaaaaaa aaaaaaaaaa aaa 
1313 

<210> 4840 

<211> 66 

<212> PRT 

<213> Homo sapiens 

<400> 4840 

Xaa Ala Leu Arg Ala Pro Thr Arg Gly Arg Gly Asn Val Val Gly Trp 

15 10 15 

Gly Thr Pro Ala Arg Gin Lys Leu Glu Lys Ala Arg Asp Val Ala Arg 

20 25 30 

Asp Pro Gly Thr Ser Pro Ser Ser Ser Pro Gly Pro Pro Gly Pro Asp 

35 40 45 

Gly His Ser Arg Tyr Ser Ala His Ser Val Leu Gly His Pro Ala Pro 

50 55 60 

Ala Val 
65 

<210> 4841 
<211> 558 
<212> DNA 

<213> Homo sapiens 
<400> 4841 

acgcgtgcga gtgtgcggac tcagtggacg acggcggcgg cggcgaaagc ggatgaagac 
60 

cccggagcca acttgtttcc gccgccgctg ccccgacccc ggatctgcat gtggaagtac 
120 

ctggacgtcc attccatgca ccagctggag aagaccacca atgctgagat gagggaggtg 
180 

ctggctgagc tgctggagct agggtgtcct gagcagagcc tgagggacgc catcaccctg 
240 

gacctcttct gccacgcgct cattttctgc cgccagcagg gcttctcact ggagcagacg 
300 

tcagcggctt gtgccctgct ccaggatctt cacaaggctt gtattggcca catccacgtc 
360 

ctccgagcct acatcaagac ccaagtgaac aaagagctgg agcagctcca ggggctggtg 
420 

gaggagcgct caaggccagc gaggaaaggc tcagcagcaa gttgactgca ctagagcggc 
480 

ccttccagct actccgggta aaggcaagag caagaccaag tgacccccaa cattttcccc 
540 

aataaaggtc tgggccag 
558 

<210> 4842 
<211> 118 
<212> PRT 
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<213> Homo sapiens 
<400> 4842 

Met Trp Lys Tyr Leu Asp Val His Ser Met His Gin Leu Glu Lys Thr 

15 10 15 

Thr Asn Ala Glu Met Arg Glu Val Leu Ala Glu Leu Leu Glu Leu Gly 

20 25 30 

Cys Pro Glu Gin Ser Leu Arg Asp Ala He Thr Leu Asp Leu Phe Cys 

35 40 45 

His Ala Leu He Phe Cys Arg Gin Gin Gly Phe Ser Leu Glu Gin Thr 

50 55 60 

Ser Ala Ala Cys Ala Leu Leu Gin Asp Leu His Lys Ala Cys He Gly 
65 70 75 80 

His lie His Val Leu Arg Ala Tyr He Lys Thr Gin Val Asn Lys Glu 

85 90 95 

Leu Glu Gin Leu Gin Gly Leu Val Glu Glu Arg Ser Arg Pro Ala Arg 

100 105 HO 

Lys Gly Ser Ala Ala Ser 
115 

<210> 4843 

<211> 6403 

<212> DNA 

<213> Homo sapiens 

<400> 4843 

ggcacgagct gtaggagcag gggcctagca agcgcccagc ggagcgaccc ctgcctggcc 
60 

gtggctagca tggcccctac gctgttccag aagctcttca gcaagaggac cgggctgggc 
120 

gcgcccggcc gcgacgcccg ggacccagat tgcgggttca gttggccttt accagagttt 
180 

gatccaagcc agattcgact gattgtatat caagactgtg aaagacgagg gagaaatgtt 
240 

ttgtttgact ccagtgttaa gagaagaaat gaggacatat cagtatcgga cttaaatact 
300 

atttattctt atcttcatgg aatggaaata ttatcaaatc tcagggaaca tcagcttaga 
360 

ttaatgtctg caagagcacg ctatgagaga tacagtggca atcaggttct cttttgttca 
420 

gaaacgattg ccagatgttg gtatatccta ctttctggat ctgtgcttgt gaaaggctcc 

480 

atggtcttgc ctccttgcag ttttggtaag cagtttggag gaaaaagagg atgtgattgt 
540 

cttgtattag agccttcaga aatgattgtg gtagagaatg ccaaagataa tgaagatagt 
600 

attctacaaa gagaaattcc tgccagacaa tcccgaagaa gatttcggaa aattaactat 
660 

aaaggagagc gccaaaccat tactgatgat gtggaggtta acagctatct ttctcttcca 
720 

gctgatctta ccaagatgca tctcacagaa aaccctcatc cacaggtgac tcatgtgtct 
780 

tctagtcagt ctggttgtag cattgccagt gactctggaa gcagcagttt atctgatatc 
840 
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tatcaggcta 
900 

gttgattctg 
960 

gggcgagatc 
1020 

attgaacaat 
1060 

gtaaggagag 
1140 

attcttgaag 
1200 

atcagtcatc 
1260 

cccactctgg 
1320 

tttgtctgca 
1380 

cataaagttg 
1440 

agtggaacca 
1500 

ttaatagaag 
1560 

aggacatttc 
1620 

gacagcttaa 
1680 

gattttgaag 
1740 

gatacaaaga 
1800 

tggagacagg 
1860 

ggagggagtg 
1920 

gctgattcag 
1980 

aatattacat 
2040 

gtgaagacca 
2100 

ggtgttcctc 
2160 

gtgccaggag 
2220 

actgtttcag 
2280 

ttgcctccaa 
2340 

ggaacaaggc 
2400 

agcagccctg 
2460 



cggagagtga 
aggatgacga 
ttgttcgaga 
tgctggagtt 
aactctgctc 
atgggcaaga 
cagatggaaa 
ataagcagta 
tagcccagca 
aggaagaggg 
ggaaaggaca 
aacattccat 
ttgaaagtcc 
gagataaggt 
gtgaccctgc 
tgaatggtca 
ttgtgctgca 
agaagggatt 
gactgaaacg 
ttatgaaagc 
acatttttgt 
atattcccaa 
atattgaaca 
gtggaagaaa 
agctatttag 
actgtaggca 
atctcctgca 



ggtaggagat 
agaggaagat 
atgtcttgaa 
tatgcaccag 
agtgatgatt 
gcttgactca 
agttgaaaat 
catgcatgga 
agattattgg 
agaaattgtt 
cattgtgatc 
cgtggatcca 
tttggatgtt 
gacacggatt 
tatgactcga 
tctccggtta 
aaaggcttcc 
tggtattttt 
tggtgatcag 
cgttgaaatt 
gttcaaagag 
aattgctgaa 
gacatcacag 
caaaatcagg 
tgatggaggc 
tagtctggct 
gcctaccacc 



gtagatttga 
gaagagattg 
aaagaacctg 
ctccctgcat 
tttgaagtgg 
tggtatgtta 
ttgtttatgg 
attgtcagga 
agaattttaa 
atggtacatg 
aaggcaacac 
acttatatag 
gggatcaaac 
gtattattat 
tttctagagg 
ttgaatattg 
cgcgagtccc 
gttgaaggag 
attatggaag 
ttgaggaata 
ttacttttta 
aaaaaaagta 
gagaaaggaa 
aagattttgg 
ctaagccaat 
ataatgccca 
agtatgttgg 



cacgtcttcc 
atcgaacaga 
cagacaaaac 
ttgcaaacat 
tagagcaggc 
ttttaaacgg 
gaaatagttt 
ctaaagtaga 
accatgtgga 
agcatcggga 
ctgagcgtct 
aagattttct 
tattggaatg 
gggtaaataa 
aatttgaaaa 
cctgtgctgc 
ctctacaatt 
tagaacctgg 
taaatggaca 
atactcatct 
ggactgaaca 
atcgccattc 
gtaagaaagt 
ataaaacacg 
cacaagatga 
tccctggaac 
atttttccaa 



agaaggacct 
tccattgcag 
tgatgatgac 
gaccatgtct 
tggagctatt 
cactgtggaa 
tggaattact 
tgattgtcag 
aaaaaatacc 
actagaccgg 
cataatgcat 
attaacttac 
gtttaagatc 
tcattttaat 
aaatctggaa 
aaaggctaag 
cagccttaat 
tagcaaagct 
aaactttgag 
tgcacttact 
agagaaatct 
tatccagcat 
taaagcaaat 
atttagtatc 
cagcattgtg 
actctcatcc 
tccttcagat 
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atccctgatc aagttataag 
2520 

agtaaagaca ccacagctaa 
2580 

ggtgcatccg acacatattc 
2640 

cagagaagac ttccagatca 
2700 

tattacttaa aaaataacat 
2760 

ctagttaagg aaagccagct 
2820 

ctgtcaatga gggactttga 
2680 

ctttttaagt taaattccaa 
2940 

aaccaagaga cattctgggt 
3000 

atgaagatta tcaagcattt 
3060 

aattccatgt ttgcaataat 
3120 

acttgggaaa agttaccaag 
3180 

gatccatcta gaaacatggc 
3240 

ccaattattc cactcttccc 
3300 

gactccaaag tagatggttt 
3360 

cgccaagttg ttcgaatgac 
3420 

tcactgagtc aaggaagcac 
3480 

aaaagggcac gccgcagctc 
3540 

gcaaggaagg tgaagcagta 
3600 

cagatgatgt cattacagtg 
3660 

aaaagatcag ccaagnnatc 
3720 

acaactaaag cccacttgca 
3780 

gttaatttgc accccatcag 
3840 

ttacctcaga aagttttagg 
3900 

actatttctg tggcgtcatc 
3960 

cacaaaggtt acacacttat 
4020 

agtgagattt cttcacggtc 
4080 



agttttcaaa gtggatcagc 
agaagtagtt tttcatgctg 
tctctgtgaa gtttctgtta 
gttctccaaa ttagctgata 
ggaaacagaa accttatgtt 
atccatgctg cagctcagta 
tttgtttcgt aatattgaac 
aacaggaaat actcatttga 
tgcctcagaa attttaactg 
tattaaaatt gcacttcatt 
aagtggcttg aacctggcat 
caaatacgag aaacatcttc 
aaagtataga aatattctta 
tgttgtcaag aaagatatga 
agtaaacttt gagaagttaa 
ttctgctaac atggacccag 
aaattcaaac atgctggatg 
tctgcttaat gccaagaagc 
tctttccagt ctcgatgtag 
ggagcctgca tatggtacct 
atctgaaatg tctccagtgc 
tcaaccccac agagtaagcc 
gaagaaggga caaacaaaag 
aacaactgaa gaaataagtg 
tttacattct agtcctcctg 
tccatcagct aaatctgaca 
cagcatcgtg agcaattgtt 



aaagttgcta cattatcatc 
ttcatgaatt tggtttgacc 
ctcctgaggg tgtcataaaa 
gaattcaact caatggaagg 
cagatgaaga tgctcaagaa 
ccattgaggt ggccacccag 
cgactgagta catcgatgac 
agaggtttga ggacattgta 
aagcaaatca gctcaaacga 
gtcgagaatg taagaacttc 
ctgtagcaag actcagagga 
aagatctaca agacattttt 
gtagtcaaag tatgcagcct 
catttctaca tgaaggaaat 
gaatgatttc caaggaaatc 
ctatgatgtt tcgacagagg 
ttcagggagg tgctcacaaa 
tatatgagga tgcccaaatg 
agacagatga ggagaagttc 
tgaccaagaa tttaagtgag 
ctatgaggtc agctggccaa 
aggtgcttca ggtgccagct 
accctgcact gaatacaagt 
gtaagaagca tacagaagac 
catctcctca aggctcccct 
acttgtctga ctccagccat 
ctgttgactc catgtctgca 
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gctctacagg 
4140 

ttggaaaaga 
4200 

acactcttga 
4260 

gagatttctc 
4320 

tcgtgttcaa 
4380 

tttttgaact 
4440 

gactctgagc 
4500 

agcctagaga 
4560 

tatgggacag 
4620 

gaccccaagg 
4680 

ttgattgtgt 
4740 

actcctccag 
4800 

ctaaaacctc 
4860 

tctagactgc 
4920 

gtaactcagc 
4980 

gatgcagata 
5040 

ctatttgaaa 
5100 

ggccattgct 
5160 

ccgagcaatg 
5220 

tttcctgagc 
5280 

cttgggacca 
5340 

agatttttct 
5400 

tgggctgaag 
5460 

aaataactta 
5520 

atattcatgt 
5580 

agaggtgata 
5640 

aggtctcagt 
5700 



atgaacggtg 
cagagcacgc 
agccatctct 
aagagcatat 
gcagctccca 
cttacagaca 
cctattcctg 
gaaagagttg 
ttaaacggag 
atgccactga 
actgtgtcac 
gatatttggg 
cagattatag 
caccagcttc 
ctcagaggca 
gcgaagcaga 
accactgaaa 
aacgaacagc 
aaatagacct 
aatggatgct 
cagttacaga 
ttaacaagct 
gacaaattga 
ttatttgaat 
ttgaggtcat 
tgcttgatct 
ttgagagaaa 



ttcctctcag 
ttcagggata 
aatcaagtgt 
cattatagaa 
tgacaacttc 
tacccatttg 
ttctaaaagc 
gacctcctcc 
agtattggag 
cccagtttat 
ctcacccaag 
gatttcttta 
tgtggcagtg 
tctcagtagc 
taatttgcag 
tgaaaatgaa 
gtcgtggagg 
tcattgctac 
gagttatgct 
atgcctggat 
aaaaatgtaa 
attttaaaga 
aattgtctgc 
tgttgtggtt 
aaaattgtct 
acacagagat 
taggaagccc 



gccctggcag 
ggagatcata 
ttagctgtct 
gcagctgaca 
caaagccttc 
gatgacccca 
tgctctagaa 
agttctctgt 
agcaccccag 
aaaactgtca 
aaggacgata 
gcggacctaa 
cagaggtcaa 
aacctcgagg 
ccattccatc 
caagtttcag 
aatgggcaag 
aaccagtcca 
tcctttcatt 
accagtctcc 
actcagagtg 
taatggcatt 
caataccaag 
ttgtttgtat 
ctggtctgac 
gtgacttgat 
tttgcagttg 



tccctgaatc 
gtcaacatgg 
catcgtctgt 
gtggtcgtgg 
caaacccaaa 
ttgctgaagt 
cttgtgggca 
ctgacacgta 
ctgagtcatc 
cttcaagtac 
ggtataggga 
aggaaggacc 
agatgatgca 
cctgtgttcc 
ctaaactagg 
cagtctagcc 
aaccacctca 
gaggttttat 
taatttctgc 
actttgcacg 
atccttgtgt 
attatttcca 
gatattctta 
ttgagagctc 
caaacagaag 
ctgtagcacc 
aggtgttagg 



cactggggca 
ccctgggtgg 
gagcaatgaa 
aagttggact 
aagctgggat 
tgaacccact 
gtgtaaagga 
tgaaccaaac 
tgaaggcttg 
agaaaagggc 
gccacctccc 
ccacacacac 
taacagcctc 
atcgaagatt 
agatgtgact 
tttggatgac 
cgattctgca 
tccctctact 
agataaatag 
ccggaactgc 
atattgctat 
agccacagct 
tatatttgaa 
ttgttagctg 
tcatctttac 
aatgcaatgt 
aacctgctgg 
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tcatggtgtg gaaggccaaa tgaagctgcc 
5760 

gggagggagt agtttgggga ggagggtggg 
5820 

tgttaaatga catgtataca aattcttcct 
5880 

actgaaagta tagatccaac aaatagagac 
5940 

cccaaaacta aaatctctca taactcaagt 
6000 

catgggtgtt gtaataatga agacgaattt 
6060 

ccccacatct catagcacca ggttgtgtct 
6120 

ctgcagtaac attttgtggg agaaagagga 
6180 

ttctcagttt ttagcccttg agaggacata 
6240 

aattaaaatt tcagtgactg tttactggat 
6300 

aatatatttt atatatatta agtttaattt 
6360 

aattttaata aacttctgta attaccaaaa 
6403 

<210> 4844 

<211> 1675 

<212> PRT 

<213> Homo sapiens 



<400> 4844 



Gly 


Thr 


Ser 


Cys 


Arg 


Ser 


Arg 


Gly 


l 








5 








Pro 


Cys 


Leu 


Ala 


Val 


Ala 


Ser 


Met 








20 










Phe 


Ser 


Lys 


Arg 


Thr 


Gly 


Leu Gly 






35 










40 


Pro 


Asp 


Cys 


Gly 


Phe 


Ser 


Trp 


Pro 




SO 










55 




lie 


Arg 


Leu 


lie 


Val 


Tyr 


Gin Asp 


65 










70 






Leu 


Phe 


Asp 


Ser 


Ser 


Val 


Lys 


Arg 










85 








Asp 


Leu 


Asn 


Thr 


lie 


Tyr 


Ser 


Tyr 








100 










Asn 


Leu 


Arg 


Glu 


His 


Gin 


Leu Arg 






115 










120 


Glu 


Arg 


Tyr 


Ser 


Gly 


Asn 


Gin 


Val 




130 










135 




Arg 


Cys 


Trp 


Tyr 


He 


Leu 


Leu 


Ser 


145 










150 






Met 


Val 


Leu 


Pro 


Pro 


Cys 


Ser 


Phe 










165 








Gly 


Cys 


Asp 


Cys 


Leu 


Val 


Leu 


Glu 



acagggtttc ttgtcagtcc tttgggaaat 
aaccctaatt tccacagaat gaaattttga 
taagtgaaag ttatgctgca tcgaattgta 
tgggttctag agagttctgg tctatagaaa 
atggaatact ttttttaaag aaattcttat 
gactttatgc agtgttctgc agcatgcctc 
gacctgacat accctgcagc tctcagctgg 
gctggagtta cagaaatgat tgtctcttgg 
cttttccagc ctcatgggta tggcactctt 
gaggcagatt tttcacattt ttgcaaatta 
tttcagtttt tttaatgtaa aagcaagtga 
aaaaaaaaaa aaa 



Leu 


Ala 


Ser Ala 


Gin 


Arg 


Ser 


Asp 




10 








15 




Ala 


Pro 


Thr Leu 


Phe 


Gin 


Lys 


Leu 


25 








30 






Ala 


Pro 


Gly Arg 


Asp 


Ala 


Arg 


Asp 








45 








Leu 


Pro 


Glu Phe 


Asp 


Pro 


Ser 


Gin 






60 










Cys 


Glu 


Arg Arg 


Gly 


Arg 


Asn 


Val 






75 








80 


Arg 


Asn 


Glu Asp 


He 


Ser 


Val 


Ser 




90 








95 




Leu 


His 


Gly Met 


Glu 


He 


Leu 


Ser 


105 








110 






Leu 


Met 


Ser Ala 


Arg 


Ala 


Arg 


Tyr 








125 








Leu 


Phe 


Cys Ser 


Glu 


Thr 


He 


Ala 






140 










Gly Ser 


Val Leu 


Val 


Lys 


Gly 


Ser 






155 








160 


Gly Lys 


Gin Phe 


Gly 


Gly 


Lys 


Arg 




170 








175 




Pro 


Ser 


Glu Met 


He 


Val 


Val 


Glu 



4026 



WO 00/58473 



PCT/USOO/08621 



Asn Ala 

Arg Gin 
210 
Gin Thr 
225 

Ala Asp 

Thr His 

Gly Ser 

Gly Asp 
290 
Asp Asp 
305 

Gly Arg 

Thr Asp 

Ala Phe 

Met He 
370 
Gly Gin 
385 

He Ser 

Phe Gly 

Arg Thr 

Tyr Trp 
450 
Glu Glu 
465 

Ser Gly 

Leu He 

He Glu 

Asp Val 
530 
Asp Lys 
545 

Asp Phe 
Lys Asn 
He Ala 
Ala Ser 



180 
Lys Asp Asn 
195 

Ser Arg Arg 

He Thr Asp 

Leu Thr Lys 
245 

Val Ser Ser 

260 
Ser Ser Leu 
275 

Val Asp Leu 

Glu Glu Glu 

Asp Leu Val 
325 

Asp Asp He 

340 
Ala Asn Met 
355 

Phe Glu Val 

Glu Leu Asp 

His Pro Asp 
405 

He Thr Pro 

420 
Lys Val Asp 
435 

Arg He Leu 

Gly Glu He 

Thr Arg Lys 
485 

Met His Leu 
500 

Asp Phe Leu 
515 

Gly He Lys 

Val Thr Arg 

Glu Gly Asp 
565 

Leu Glu Asp 

580 
Cys Ala Ala 
595 

Arg Glu Ser 



185 

Glu Asp Ser He Leu Gin 
200 

Arg Lys He Asn 



Arg Phe 
215 
Asp Val 
230 

Met His 

Ser Gin 

Ser Asp 

Thr Arg 
295 
Asp Glu 
310 

Arg Glu 

Glu Gin 

Thr Met 

Val Glu 
375 
Ser Trp 
390 

Gly Lys 

Thr Leu 

Asp Cys 

Asn His 
455 
Val Met 
470 

Gly His 

He Glu 

Leu Thr 

Leu Leu 
535 
He Val 
550 

Pro Ala 
Thr Lys 
Lys Ala 
Pro Leu 



Glu Val Asn Ser 

235 

Leu Thr Glu Asn 
250 

Ser Gly Cys Ser 
265 

He Tyr Gin Ala 
280 

Leu Pro Glu Gly 



Glu He 

Cys Leu 

Leu Leu 
345 
Ser Val 
360 

Gin Ala 

Tyr Val 

val Glu 

Asp Lys 
425 
Gin Phe 
440 

Val Glu 



Asp Arg 
315 
Glu Lys 
330 

Glu Phe 

Arg Arg 

Gly Ala 

He Leu 
395 
Asn Leu 
410 

Gin Tyr 
Val Cys 
Lys Asn 



Val His Glu His 

475 

He Val He Lys 
490 

Glu His Ser He 
505 

Tyr Arg Thr Phe 
520 

Glu Trp Phe Lys 

Leu Leu Trp Val 

555 

Met Thr Arg Phe 
570 

Met Asn Gly His 
585 

Lys Trp Arg Gin 
600 

Gin Phe Ser Leu 



Arg Glu 
205 
Tyr Lys 
220 

Tyr Leu 

Pro His 

He Ala 

Thr Glu 
285 
Pro Val 
300 

Thr Asp 

Glu Pro 

Met His 

Glu Leu 
365 
He He 
380 

Asn Gly 

Phe Met 

Met His 

He Ala 
445 
Thr His 
460 

Arg Glu 

Ala Thr 

Val Asp 

Leu Glu 
525 
lie Asp 
540 

Asn Asn 

Leu Glu 

Leu Arg 

Val Val 
605 
Asn Gly 



190 

He Pro Ala 

Gly Glu Arg 

Ser Leu Pro 
240 

Pro Gin Val 

255 
Ser Asp Ser 
270 

Ser Glu Val 

Asp Ser Glu 

Pro Leu Gin 
320 

Ala Asp Lys 

335 
Gin Leu Pro 
350 

Cys Ser Val 

Leu Glu Asp 

Thr Val Glu 
400 

Gly Asn Ser 

415 
Gly He Val 
430 

Gin Gin Asp 

Lys Val Glu 

Leu Asp Arg 
480 

Pro Glu Arg 

495 
Pro Thr Tyr 
510 

Ser Pro Leu 

Ser Leu Arg 

His Phe Asn 
560 

Glu Phe Glu 
575 

Leu Leu Asn 
590 

Leu Gin Lys 
Gly Ser Glu 
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610 615 620 

Lys Gly Phe Gly lie Phe Val Glu Gly Val Glu Pro Gly Ser Lys Ala 
625 630 635 640 

Ala Asp Ser Gly Leu Lys Arg Gly Asp Gin He Met Glu Val Asn Gly 

645 650 655 

Gin Asn Phe Glu Asn He Thr Phe Met Lys Ala Val Glu He Leu Arg 

660 665 670 

Asn Asn Thr His Leu Ala Leu Thr Val Lys Thr Asn He Phe Val Phe 

675 680 685 

Lys Glu Leu Leu Phe Arg Thr Glu Gin Glu Lys Ser Gly Val Pro His 

690 695 700 

He Pro Lys He Ala Glu Lys Lys Ser Asn Arg His Ser He Gin His 
705 710 715 720 

Val Pro Gly Asp He Glu Gin Thr Ser Gin Glu Lys Gly Ser Lys Lys 

725 730 735 

Val Lys Ala Asn Thr Val Ser Gly Gly Arg Asn Lys He Arg Lys He 

740 745 750 

Leu Asp Lys Thr Arg Phe Ser He Leu Pro Pro Lys Leu Phe Ser Asp 

755 760 765 

Gly Gly Leu Ser Gin Ser Gin Asp Asp Ser He Val Gly Thr Arg His 

770 775 780 

Cys Arg His Ser Leu Ala He Met Pro He Pro Gly Thr Leu Ser Ser 
785 790 795 800 

Ser Ser Pro Asp Leu Leu Gin Pro Thr Thr Ser Met Leu Asp Phe Ser 

805 810 815 

Asn Pro Ser Asp He Pro Asp Gin Val He Arg Val Phe Lys Val Asp 

820 825 830 

Gin Gin Ser Cys Tyr He He He Ser Lys Asp Thr Thr Ala Lys Glu 

835 840 845 

Val Val Phe His Ala Val His Glu Phe Gly Leu Thr Gly Ala Ser Asp 

850 855 860 

Thr Tyr Ser Leu Cys Glu Val Ser Val Thr Pro Glu Gly Val He Lys 
865 870 875 880 

Gin Arg Arg Leu Pro Asp Gin Phe Ser Lys Leu Ala Asp Arg He Gin 

885 890 895 

Leu Asn Gly Arg Tyr Tyr Leu Lys Asn Asn Met Glu Thr Glu Thr Leu 

900 905 910 

Cys Ser Asp Glu Asp Ala Gin Glu Leu Val Lys Glu Ser Gin Leu Ser 

915 920 925 

Met Leu Gin Leu Ser Thr He Glu Val Ala Thr Gin Leu Ser Met Arg 

930 935 940 

Asp Phe Asp Leu Phe Arg Asn He Glu Pro Thr Glu Tyr He Asp Asp 
945 950 955 960 

Leu Phe Lys Leu Asn Ser Lys Thr Gly Asn Thr His Leu Lys Arg Phe 

965 970 975 

Glu Asp He Val Asn Gin Glu Thr Phe Trp Val Ala Ser Glu He Leu 

980 985 990 

Thr Glu Ala Asn Gin Leu Lys Arg Met Lys He He Lys His Phe He 

995 1000 1005 

Lys He Ala Leu His Cys Arg Glu Cys Lys Asn Phe Asn Ser Met Phe 

1010 1015 1020 

Ala He He Ser Gly Leu Asn Leu Ala Ser Val Ala Arg Leu Arg Gly 
1025 1030 1035 1040 

Thr Trp Glu Lys Leu Pro Ser Lys Tyr Glu Lys His Leu Gin Asp Leu 
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1045 1050 1055 

Gin Asp lie Phe Asp Pro Ser Arg Asn Met Ala Lys Tyr Arg Asn He 

1060 1065 1070 

Leu Ser Ser Gin Ser Met Gin Pro Pro He He Pro Leu Phe Pro Val 

1075 1080 1085 

Val Lys Lys Asp Met Thr Phe Leu His Glu Gly Asn Asp Ser Lys Val 

1090 1095 1100 

Asp Gly Leu Val Asn Phe Glu Lys Leu Arg Met He Ser Lys Glu He 
1105 1110 1115 H20 

Arg Gin Val Val Arg Met Thr Ser Ala Asn Met Asp Pro Ala Met Met 

1125 1130 1135 

Phe Arg Gin Arg Ser Leu Ser Gin Gly Ser Thr Asn Ser Asn Met Leu 

1140 1145 H50 

Asp Val Gin Gly Gly Ala His Lys Lys Arg Ala Arg Arg Ser Ser Leu 

1155 1160 1165 

Leu Asn Ala Lys Lys Leu Tyr Glu Asp Ala Gin Met Ala Arg Lys Val 

1170 1175 1180 

Lys Gin Tyr Leu Ser Ser Leu Asp Val Glu Thr Asp Glu Glu Lys Phe 
1185 1190 1195 1200 

Gin Met Met Ser Leu Gin Trp Glu Pro Ala Tyr Gly Thr Leu Thr Lys 

1205 1210 1215 

Asn Leu Ser Glu Lys Arg Ser Ala Lys Xaa Ser Ser Glu Met Ser Pro 

1220 1225 1230 

Val Pro Met Arg Ser Ala Gly Gin Thr Thr Lys Ala His Leu His Gin 

1235 1240 1245 

Pro His Arg Val Ser Gin Val Leu Gin Val Pro Ala Val Asn Leu His 

1250 1255 1260 

Pro He Arg Lys Lys Gly Gin Thr Lys Asp Pro Ala Leu Asn Thr Ser 
1265 1270 1275 1280 

Leu Pro Gin Lys Val Leu Gly Thr Thr Glu Glu He Ser Gly Lys Lys 

1285 1290 1295 

His Thr Glu Asp Thr He Ser Val Ala Ser Ser Leu His Ser Ser Pro 

1300 1305 1310 

Pro Ala Ser Pro Gin Gly Ser Pro His Lys Gly Tyr Thr Leu He Pro 

1315 1320 1325 

Ser Ala Lys Ser Asp Asn Leu Ser Asp Ser Ser His Ser Glu He Ser 

1330 1335 1340 

Ser Arg Ser Ser He Val Ser Asn Cys Ser Val Asp Ser Met Ser Ala 
1345 1350 1355 1360 

Ala Leu Gin Asp Glu Arg Cys Ser Ser Gin Ala Leu Ala Val Pro Glu 

1365 1370 1375 

Ser Thr Gly Ala Leu Glu Lys Thr Glu His Ala Ser Gly He Gly Asp 

1380 1385 1390 

His Ser Gin His Gly Pro Gly Trp Thr Leu Leu Lys Pro Ser Leu He 

1395 1400 1405 

Lys Cys Leu Ala Val Ser Ser Ser Val Ser Asn Glu Glu He Ser Gin 

1410 1415 1420 

Glu His lie He He Glu Ala Ala Asp Ser Gly Arg Gly Ser Trp Thr 
1425 1430 1435 1440 

Ser Cys Ser Ser Ser Ser His Asp Asn Phe Gin Ser Leu Pro Asn Pro 

1445 1450 1455 

Lys Ser Trp Asp Phe Leu Asn Ser Tyr Arg His Thr His Leu Asp Asp 

1460 1465 1470 

Pro He Ala Glu Val Glu Pro Thr Asp Ser Glu Pro Tyr Ser Cys Ser 
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1475 1480 1485 

Lys Ser Cys Ser Arg Thr Cys Gly Gin Cys Lys Gly Ser Leu Glu Arg 

1490 1495 1500 

Lys Ser Trp Thr Ser Ser Ser Ser Leu Ser Asp Thr Tyr Glu Pro Asn 
1505 1510 1515 1520 

Tyr Gly Thr Val Lys Arg Arg Val Leu Glu Ser Thr Pro Ala Glu Ser 

1525 1530 1535 

Ser Glu Gly Leu Asp Pro Lys Asp Ala Thr Asp Pro Val Tyr Lys Thr 

1540 1545 1550 

Val Thr Ser Ser Thr Glu Lys Gly Leu lie Val Tyr Cys Val Thr Ser 

1555 1560 1565 

Pro Lys Lys Asp Asp Arg Tyr Arg Glu Pro Pro Pro Thr Pro Pro Gly 

1570 1575 1580 

Tyr Leu Gly lie Ser Leu Ala Asp Leu Lys Glu Gly Pro His Thr His 
1585 1590 1595 1600 

Leu Lys Pro Pro Asp Tyr Ser Val Ala Val Gin Arg Ser Lys Met Met 

1605 1610 1615 

His Asn Ser Leu Ser Arg Leu Pro Pro Ala Ser Leu Ser Ser Asn Leu 

1620 1625 1630 

Glu Ala Cys Val Pro Ser Lys lie Val Thr Gin Pro Gin Arg His Asn 

1635 1640 1645 

Leu Gin Pro Phe His Pro Lys Leu Gly Asp Val Thr Asp Ala Asp Ser 

1650 1655 1660 

Glu Ala Asp Glu Asn Glu Gin Val Ser Ala Val 
1665 1670 1675 

<210> 4845 

<211> 3286 

<212> DNA 

<213> Homo sapiens 

<400> 4845 



nccgccgccc gggcccccgg catgcagccc 
60 

gccaccgccg ccgccatcgc caccatggac 
120 

gatctggtgg ccctccagat gaaccgacgt 
180 

aacaaagaca caggtcactc aaataggcag 
240 

ggggagaggc gaattatagc gttcagccgg 
300 

gtgacaacag tatttggaca acctcttgat 
360 

ctgctgaaaa accaagatga tcttgataaa 
420 

atgaaaagcc ttaggatatt gctgttgtcc 
480 

cactctgggg tgtccagaca ggtgcggatc 
540 

actatctacc agccccccga gcccagaagc 
600 

ggccgaagct cacctccccc tggctatgtt 
660 



cggctgcgga ggtgacactc acggacctta 
gaacaggagg cattgaactc aatcatgaac 
caccggatgc ctggatatga gaccatgaag 
agtgacgtca gaatcaagtt cgagcacaac 
cctgtgaaat atgaagatgt ggagcacaag 
ctacattaca tgaacaatga gctctccatc 
gcaattgaca ttttagatag aagctcaagc 
caggacagaa accataacag ttcctctccc 
aaggcttccc agtccgcagg ggatataaat 
aggcacctct ctgtcagctc ccagaaccct 
cctgagcggc agcagcacat tgcccggcag 
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gggtcctaca 

720 

atgctggatc 

780 

aggtcagcag 
840 

gacaacagac 
900 

ggaacctacc 
960 

agaacatttc 
1020 

cgctccctga 
1080 

gggcgcctgc 

1140 

accaagtctc 
1200 

ttcggcaggg 
1260 

gtccaatttg 
1320 

atccagttgc 
1380 

gaccgcgctg 
1440 

gaccagttga 
1500 

atcctggagg 
1560 

gccaacatcc 
1620 

cgcctgcaga 
1680 

tggatgagcc 
1740 

ctgggctgca 
1800 

atggccgcca 
1860 

tctgaacatg 
1920 

gctgaggagc 
1980 

cagctgccgg 
2040 

tgcttctccc 
2100 

ccccttccgc 
2160 

cccccagcct 
2220 

ctgggaacag 
2280 



ccagcatcaa 
ccctgagcag 
acagcccatc 
aggaatactc 
cccggcgcta 
cccgaatacg 
gcacaaatgg 
ggagtgcgga 
ccagtgcccc 
tctatttgtg 
atccagacag 
taaagaactt 
agaagaccct 
aggcttacgg 
gcatgtccta 
tccgagactc 
cgatctgtat 
ctgaggtgat 
ctgtggtgga 
tcttcaagat 
gccgggactt 
tgctcacaca 
tcgccctttg 
aggcaaggct 
cactggggct 
gtcagatcca 
tgtgcaaggc 



cagtgagggg 
tgcagaaaat 
cttccggaaa 
agatcgggaa 
ccacgtgtct 
gcgtcatcaa 
cgagaacatg 
cagcgagaat 
catcaactgg 
ctatgacgtg 
tcctgagaca 
gcagcatgag 
gaccatcttc 
tgctctgaca 
cctgcacagc 
tgctgggaat 
gtcggggacg 
cagcggcgag 
gatgctgaca 
tgccacccag 
cctgaggcgc 
ccactttgca 
ctgcatggca 
gtggaccatg 
cagagccggg 
ggagctccag 
agccgtgggc 



gagttcatcc 
tccttgtctg 
tcacgaatgt 
actcagcttt 
gtgcaccaca 
ggcaacttgt 
ggtctggctg 
gccctctctg 
cgccggggaa 
gacacgggac 
agcaaggagg 
cgcatcgtgc 
atggagtaca 
gagagcgtga 
aacatgattg 
gtaaagctgg 
ggcatgcgct 
ggctatggaa 
gagaaaccac 
cccaccaatc 
atttttgtgg 
cagctcatgt 
gggggctgct 
gagtggcagc 
gtggggtggc 
tgtcctgagc 
cccaccctcg 



cagagaccag 
gaagctgcca 
cccgtgccca 
atgacaaagg 
aggactacag 
tcaccctggt 
tgcaatacct 
tgcaggagag 
agctcctggg 
gtgaacttgc 
tgagtgctct 
agtactatgg 
tgccaggggg 
cccgaaagta 
ttcaccggga 
gggactttgg 
ccgtcactgg 
ggaaagcaga 
cgtgggcaga 
ctcagctgcc 
aggctcgcca 
actgagctct 
gctgggctca 
ccagccagcg 
tgcagcctca 
tcagcgtgga 
gggatgtgtc 



cgagcagtgc 
atccttggac 
gagcttccct 
ggtcaaaggt 
tgatggcaga 
gccctccagc 
ggacccccgt 
gaatgtgcca 
ccagggtgcc 
ttccaagcag 
ggagtgcgag 
ctgtctgcgg 
ctcggtgaaa 
cacgcggcag 
cattaaggga 
ggccagcaaa 
cacaccctac 
cgtgtggagc 
gtatgaagct 
ctcccacatc 
gagaccttca 
cacggccaca 
gtgaagttgc 
tcggtctgtg 
ggactgggag 
ggggtagggg 
ctgacactgc 
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aattggcacc gaagcccaga 
2340 

gttattttca ttcaaagtgt 
2400 

atctctgggc tggatgagct 
2460 

gcaggcagag gcccaggctg 
2520 

ctttaccaaa gatgaatgaa 
2580 

tcctgcctgt ggccatgacc 
2640 

ccactgaggg gggatccagt 
2700 

ctcttatgct gtacccagtt 
2760 

cccctgcttt gggcttgggc 
2820 

gctcctggcc cagcctttgt 
2880 

ggcatctggc ctggccagtg 
2940 

tgagtcgtga cctgctaggc 
3000 

taccaccagc tgtgtccaaa 
3060 

ccttgaggtc tcagcccctt 
3120 

ggttggggaa acagcatctc 
3180 

gctggtcctt tcttccggcc 
3240 

ctcaacaccc agtttccttg 
3286 

<210> 4846 

<211> 626 

<212> PRT 

<213> Homo sapiens 



gggtctgggg gcacaagact 
tattttgttt ttccttccaa 
cccacaagcc tgagggaaag 
ccgtccccta gagtcccagg 
gcaaatgtca tgctgcctta 
ctgcctctcc caggcagggg 
tttgtcaatg cagttgtctc 
tctaaactgg agactgtgtg 
ctaggctgca ttgaaaagag 
tccccactgg agcagaaggg 
ccctgatccc agagagcccg 
cagagcccac tccatctggt 
accgccagct ctgttcttcc 
tcccttgtag ctcctcccct 
caagcagctt agagttggcc 
cctcccctcc aaaatgtgcc 
ggagttgtca ttaaaggaaa 



gacgccaggg tatgaagagt 
tgtctggaga ccaccagggc 
gccagcactc gctagcagtg 
ttggctctgc cagtcctgtc 
ttcagggaag gaggagcctg 
cccgcgatgt ggaactgctg 
tgttttacaa gttggagtca 
tgccctctgg gctctgagta 
ctgaaggttg tggcctttgc 
gagatggacg acacggtggg 
aggaggtgtc tcaggctgcc 
agaagggaaa gcccatatgc 
tcagccagcc tcgcccatcc 
ggagggggaa tggcagcagg 
atatttacct cagcctgggc 
tattgctaga gctcctccct 
aaaaaa 



<400> 4846 
Met Asp Glu Gin 
1 

Leu Gin Met Asn 

20 

Asn Lys Asp Thr 
35 

Phe Glu His Asn 
50 

Lys Tyr Glu Asp 
65 

Leu Asp Leu His 
Gin Asp Asp Leu 



Glu Ala Leu Asn 
5 

Arg Arg His Arg 

Gly His Ser Asn 

40 

Gly Glu Arg Arg 
55 

Val Glu His Lys 
70 

Tyr Met Asn Asn 
85 

Asp Lys Ala lie 



Ser lie Met Asn 
10 

Met Pro Gly Tyr 
25 

Arg Gin Ser Asp 

He He Ala Phe 

60 

Val Thr Thr Val 
75 

Glu Leu Ser He 
90 

Asp He Leu Asp 



Asp Leu Val Ala 
15 

Glu Thr Met Lys 
30 

Val Arg He Lys 
45 

Ser Arg Pro Val 

Phe Gly Gin Pro 

80 

Leu Leu Lys Asn 
95 

Arg Ser Ser Ser 
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100 105 110 

Met Lys Ser Leu Arg lie Leu Leu Leu Ser Gin Asp Arg Asn His Asn 

115 120 125 

Ser Ser Ser Pro His Ser Gly Val Ser Arg Gin Val Arg He Lys Ala 

130 135 140 

Ser Gin Ser Ala Gly Asp He Asn Thr He Tyr Gin Pro Pro Glu Pro 
145 150 155 160 

Arg Ser Arg His Leu Ser Val Ser Ser Gin Asn Pro Gly Arg Ser Ser 

165 170 175 

Pro Pro Pro Gly Tyr Val Pro Glu Arg Gin Gin His He Ala Arg Gin 

180 185 190 

Gly Ser Tyr Thr Ser He Asn Ser Glu Gly Glu Phe He Pro Glu Thr 

195 200 205 

Ser Glu Gin Cys Met Leu Asp Pro Leu Ser Ser Ala Glu Asn Ser Leu 

210 215 220 

Ser Gly Ser Cys Gin Ser Leu Asp Arg Ser Ala Asp Ser Pro Ser Phe 
225 230 235 240 

Arg Lys Ser Arg Met Ser Arg Ala Gin Ser Phe Pro Asp Asn Arg Gin 

245 250 255 

Glu Tyr Ser Asp Arg Glu Thr Gin Leu Tyr Asp Lys Gly Val Lys Gly 

260 265 270 

Gly Thr Tyr Pro Arg Arg Tyr His Val Ser Val His His Lys Asp Tyr 

275 280 285 

Ser Asp Gly Arg Arg Thr Phe Pro Arg He Arg Arg His Gin Gly Asn 

290 295 300 

Leu Phe Thr Leu Val Pro Ser Ser Arg Ser Leu Ser Thr Asn Gly Glu 
305 310 315 320 

Asn Met Gly Leu Ala Val Gin Tyr Leu Asp Pro Arg Gly Arg Leu Arg 

325 330 335 

Ser Ala Asp Ser Glu Asn Ala Leu Ser Val Gin Glu Arg Asn Val Pro 

340 345 350 

Thr Lys Ser Pro Ser Ala Pro He Asn Trp Arg Arg Gly Lys Leu Leu 

355 360 365 

Gly Gin Gly Ala Phe Gly Arg Val Tyr Leu Cys Tyr Asp Val Asp Thr 

370 375 380 

Gly Arg Glu Leu Ala Ser Lys Gin Val Gin Phe Asp Pro Asp Ser Pro 
385 390 395 400 

Glu Thr Ser Lys Glu Val Ser Ala Leu Glu Cys Glu He Gin Leu Leu 

405 410 415 

Lys Asn Leu Gin His Glu Arg He Val Gin Tyr Tyr Gly Cys Leu Arg 

420 425 430 

Asp Arg Ala Glu Lys Thr Leu Thr He Phe Met Glu Tyr Met Pro Gly 

435 440 445 

Gly Ser Val Lys Asp Gin Leu Lys Ala Tyr Gly Ala Leu Thr Glu Ser 

450 455 460 

Val Thr Arg Lys Tyr Thr Arg Gin He Leu Glu Gly Met Ser Tyr Leu 
465 470 475 480 

His Ser Asn Met He Val His Arg Asp He Lys Gly Ala Asn He Leu 

485 490 495 

Arg Asp Ser Ala Gly Asn Val Lys Leu Gly Asp Phe Gly Ala Ser Lys 

500 505 510 

Arg Leu Gin Thr He Cys Met Ser Gly Thr Gly Met Arg Ser Val Thr 

515 520 525 

Gly Thr Pro Tyr Trp Met Ser Pro Glu Val He Ser Gly Glu Gly Tyr 
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530 

Gly Arg Lys Ala 
545 

Leu Thr Glu Lys 

Phe Lys lie Ala 

580 

Ser Glu His Gly 
595 

Gin Arg Pro Ser 

610 
Met Tyr 
625 



535 

Asp Val Trp Ser 
550 

Pro Pro Trp Ala 
565 

Thr Gin Pro Thr 

Arg Asp Phe Leu 

600 

Ala Glu Glu Leu 
615 



540 

Leu Gly Cys Thr 
555 

Glu Tyr Glu Ala 
570 

Asn Pro Gin Leu 
585 

Arg Arg lie Phe 

Leu Thr His His 

620 



Val Val Glu Met 

560 

Met Ala Ala lie 
575 

Pro Ser His lie 
590 

Val Glu Ala Arg 
605 

Phe Ala Gin Leu 



<210> 4847 

<211> 2804 

<212> DNA 

<213> Homo sapiens 



<400> 4847 

ccaacagcag cggagaaacg 
60 

tgcccagcag actactcagc 
120 

ggccaagcgc gctcggcgct 
180 

gggcatcctc atcacctgca 
240 

cctcaacgaa tacggcgacg 
300 

gacaaggatc agcagccctc 
360 

aagaaagaag ttggtgacat 
420 

gtggaaagtg gagcaaataa 
480 

ttggtgcatc atattctcca 
540 

ttgcgaatgt tacccatctc 
600 

gcagaaacat ttttggaacc 
660 

tacaaatctc gaaataacag 
720 

atagtgtgca ccctcaattc 
780 

gtagtagaaa tcatcaaagc 
840 

agaaaataca atctccagga 
900 

aagcagggaa atgggaaaga 
960 

acagcagaag gaaaaaataa 
1020 



tttctctttc ctctcagttt 
ctggcggcgg gaagcgcaaa 
gcgacgctgg cgggccccgt 
atatgaacga gcgcaagtgc 
acatgtatgg gccagaaaag 
tggaagtgag ggagaggatg 
taaggcatct acagagatga 
cgttgtcttc atcaggacac 
ggatatgtac aaaaccaaga 
aggcacatgc aaggcttttt 
ctggtttaaa gctccaaaca 
tcatgtgaat agagaagaag 
agaaaataaa gtggatctca 
tgtctgttgc ctgagtgttg 
ggtggtgaag agccctaagg 
agctaaactg gaatctgcgg 
ccagcaggta ccagagaata 



gcgcacacca tggcggcccc 
ggcaaggctc agtatgtgct 
cagctagagc ccgggctaca 
gtggaggagg cctacagcct 
ttttatgcaa acagtttaca 
atgatgcgga ggctgccttg 
ggttaagaag attccagtca 
ttgggataga gcctgagaaa 
aaaagaagac tcgagttatt 
tagaagatat gaaaaaatat 
aagggacatt tcagattgtg 
ttatcagaga attggcagga 
ccaatccaca gtacacagtg 
tgaaagatta catgttgttt 
atccgtcaca gcttaactca 
acaaatcaga ccaaaacaac 
ctgaggagct agggcagaca 
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aaaccaacgt 
1080 

caagccacag 
1140 

tggagctgac 
1200 

ttttaggcat 
1260 

tgagtatact 
1320 

aaagctactt 
1380 

ttgtctgtga 

1440 

caagaaagga 
1500 

tgttcagaaa 
1560 

atctcaggaa 
1620 

caagatgcag 
1680 

gtcatatgat 
1740 

ggatgatgag 
1800 

aaatgatgaa 
1860 

atatataatg 
1920 

ccccatcagt 
1980 

tgatgttgac 
2040 

gatacagtga 
2100 

tgcaaaaatg 
2160 

cctcctgccc 
2220 

tgaattgaaa 
2280 

tttggaaatg 
2340 

aacaaatgga 
2400 

ctcttagatc 
2460 

tgcagccact 
2520 

ggaggaacca 
2580 

aacctatgag 
2640 



ctaatccaca 
aaggatccaa 
agtccagtgt 
agaactacag 
tcagtatact 
ctcaagggta 
catgcaactt 
tattcattat 
tcacctttag 
aggaaaatat 
tacaaagttg 
gcaaaaaagg 
tcaacaggtt 
attcaaagaa 
ttgtgacatc 
ggttgtctcc 
attatagcac 
agttctgaat 
ttaaaaaaaa 
catacaaaca 
ggtgaattgc 
aaaaatgact 
caagtctctg 
taaaaggaaa 
tggccttgaa 
caagacccaa 
gaacccttgt 



ggtggtaaat 

gtcaaatgaa 
cgcaattttg 
acatttctga 
agtgcaacaa 
ttatgtggac 
acaaaactag 
tttcaaatgg 
tcaaaaggtt 
gcatggttgg 
aagagacttt 
ttttgtgtca 
tcactaatat 
aactttttct 
atatctgata 
ataagtcatt 
actgctttct 
aatgttacaa 
aaaacaccca 
tccaggggct 
cagagtactt 
acagaaagta 
aaaggttctg 
ctgacttgcc 
aataaagggt 
tgaaatagca 
ctctgaatct 



gagggaggag 
aatgacttct 
gaaggcaaga 
aaaggttggt 
gggacacaaa 
tcagtccaag 
caattgtaac 
cttttggact 
taagaagcaa 
tgagaatcta 
attctcaata 
ttaactgaaa 
ttgtcatgct 
attgctagga 
accagaggtc 
ttgcgttatt 
ccacagagat 
aactggttac 
aaacaaaaac 
tctcaaagga 
acaataaaac 
gcctattttg 
gggaaaaaaa 
accttgccag 
gcaactctca 
ttttctctcc 
gctcagcttg 



ccaaacctga 
cataggaagt 
tgtgagagag 
gatgaagaac 
gaaattctgt 
ctctcctgtc 
aataaatcac 
atcaaaaaca 
attatttagt 
ataacattaa 
agttgattta 
agtagcagct 
gtagcatttg 
gcctgccaga 
tggtatctac 
aaaaaaaaaa 
gctgatatca 
ctgtatcaaa 
ctggacagac 
agcgttctct 
agccagcttt 
cagacgtttt 
tttttcttaa 
aggaattctt 
agtcttgttc 
ttttcccagc 
aaattttgtc 



acttgcaagt 
catttggtgt 
acgagaacca 
ttcagtcttc 
cttaataaag 
ccattgtgca 
agccacttga 
gtaaggcttt 
agcagaactt 
aatgctgggg 
ctgatgacat 
tctctatcca 
taagatttgt 
acaaaggcca 
actcctggtg 
aaagaaatcc 
aaaacttgaa 
gacccattta 
agcacataaa 
acaggatatt 
tgctgagtgc 
tcatcacatg 
agcgacaaga 
gaaatgtttc 
taacccggct 
actagtatat 
tctgaaggaa 
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gagaatgaac tcagccctag tctgacagtc ctagatttct gtgaaataag agtattcttc 
2700 

aacttagtgc tcacactcac ataccatgag ggttctctgc aggggtttag gggtttcctg 
2760 

aatttaaaag ttttttcaag gcctcttttt gggtaaaaca attg 
2804 

<210> 4848 

<211> 242 

<212> PRT 

<213> Homo sapiens 

<400> 4848 

Met Arg Leu Arg Arg Phe Gin Ser Val Glu Ser Gly Ala Asn Asn Val 

15 10 15 

Val Phe He Arg Thr Leu Gly He Glu Pro Glu Lys Leu Val His His 

20 25 30 

He Leu Gin Asp Met Tyr Lys Thr Lys Lys Lys Lys Thr Arg Val He 

35 40 45 

Leu Arg Met Leu Pro He Ser Gly Thr Cys Lys Ala Phe Leu Glu Asp 

50 55 60 

Met Lys Lys Tyr Ala Glu Thr Phe Leu Glu Pro Trp Phe Lys Ala Pro 
65 70 75 80 

Asn Lys Gly Thr Phe Gin He Val Tyr Lys Ser Arg Asn Asn Ser His 

85 90 95 

Val Asn Arg Glu Glu Val lie Arg Glu Leu Ala Gly He Val Cys Thr 

100 105 110 

Leu Asn Ser Glu Asn Lys Val Asp Leu Thr Asn Pro Gin Tyr Thr Val 

115 120 125 

Val Val Glu He He Lys Ala Val Cys Cys Leu Ser Val Val Lys Asp 

130 135 140 

Tyr Met Leu Phe Arg Lys Tyr Asn Leu Gin Glu Val Val Lys Ser Pro 
145 150 155 160 

Lys Asp Pro Ser Gin Leu Asn Ser Lys Gin Gly Asn Gly Lys Glu Ala 

165 170 175 

Lys Leu Glu Ser Ala Asp Lys Ser Asp Gin Asn Asn Thr Ala Glu Gly 

180 185 190 

Lys Asn Asn Gin Gin Val Pro Glu Asn Thr Glu Glu Leu Gly Gin Thr 

195 200 205 

Lys Pro Thr Ser Asn Pro Gin Val Val Asn Glu Gly Gly Ala Lys Pro 

210 215 220 

Glu Leu Ala Ser Gin Ala Thr Glu Gly Ser Lys Ser Asn Glu Asn Asp 
225 230 235 240 

Phe Ser 



<210> 4849 

<211> 321 

<212> DNA 

<213> Homo sapiens 

<400> 4849 

nccatgtgtg gaggcagaga ggcagcatcc aggcgctggt cctctcggga catgctgctg 
60 
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ctgaagaaac acacggagga catcagcagc gtctacgaga tccgcgagag gctcggctcg 
120 

ggtgccttct ccgaggtggt gctggcccag gagcggggct ccgcacacct cgtggccctc 
180 

aagtgcatcc ccaagaaggc cctccggggc aaggaggccc tggtggagaa cgagatcgca 
240 

gtgctccgta ggatcagtca ccccaacatc gtcgctctgg aggatgtcca cgagagccct 
300 

tcccacccct acctggccat g 
321 

<210> 4850 
<211> 90 
<212> PRT 

<213> Homo sapiens 
<400> 4850 

Met Leu Leu Leu Lys Lys His Thr Glu Asp lie Ser Ser Val Tyr Glu 

15 10 15 

He Arg Glu Arg Leu Gly Ser Gly Ala Phe Ser Glu Val Val Leu Ala 

20 25 30 

Gin Glu Arg Gly Ser Ala His Leu Val Ala Leu Lys Cys He Pro Lys 

35 40 45 

Lys Ala Leu Arg Gly Lys Glu Ala Leu Val Glu Asn Glu He Ala Val 

50 55 60 

Leu Arg Arg He Ser His Pro Asn He Val Ala Leu Glu Asp Val His 
65 70 75 80 

Glu Ser Pro Ser His Leu Tyr Leu Ala Met 

85 90 

<210> 4851 
<211> 820 
<212> DNA 

<213> Homo sapiens 
<400> 4851 

aagatctgag cgagtcgcgt agctgagccc ggcaggggct ggggtggtgc tgctgctatg 
60 

agttgcacca tcgagaagat cctgacagac gccaagacgc tgctggagag gctacgggag 
120 

cacgatgcgg ccgccgagtc gctggtggat cagtcggcgg cgctgcaccg gcgggtagca 
180 

gctatgcggg aggcggggac agcgcttccg gaccagtatc aagaggatgc atccgatatg 
240 

aaggacatgt ccaaatacaa acctcacatt ctgctgtccc aagagaacac acagattaga 
300 

gacttgcaac aggaaaacag agagctatgg atttccttgg aggaacacca ggatgctttg 
360 

gaacttatca tgagcaaata tcggaaacag atgttacagt taatggttgc taaaaaagcg 
420 

gtggatgctg aaccagtcct gaaagctcac cagtctcact ctgcagaaat tgagagtcag 
480 

attgacagaa tctgtgaaat gggagaagtg atgaggaaag cagttcaggt ggatgatgac 
54 0 
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cagttttgta agattcagga aaaattagcc caattagagc ttgaaaataa ggaacttcga 
600 

gaattattgt ccatcagcag tgagtctctt caagccagaa aggaaaactc aatggacact 
660 

gcttcccaag ccatcaaata actgaactct gaatgatggc tggagattgt ctatcaagga 
720 

aggaagttac tgtcttccca ttcaagtact gtccattaag tgtcttgcct cagatttgat 
780 

ttaatcttaa ttaaaggtat caggtggcaa tttagaattc 
820 

<210> 4852 

<211> 207 

<212> PRT 

<213> Homo sapiens 

<400> 4852 

Met Ser Cys Thr lie Glu Lys lie Leu Thr Asp Ala Lys Thr Leu Leu 

15 10 15 

Glu Arg Leu Arg Glu His Asp Ala Ala Ala Glu Ser Leu Val Asp Gin 

20 25 30 

Ser Ala Ala Leu His Arg Arg Val Ala Ala Met Arg Glu Ala Gly Thr 

35 40 45 

Ala Leu Pro Asp Gin Tyr Gin Glu Asp Ala Ser Asp Met Lys Asp Met 

50 55 60 

Ser Lys Tyr Lys Pro His lie Leu Leu Ser Gin Glu Asn Thr Gin lie 
65 70 75 80 

Arg Asp Leu Gin Gin Glu Asn Arg Glu Leu Trp lie Ser Leu Glu Glu 

85 90 95 

His Gin Asp Ala Leu Glu Leu He Met Ser Lys Tyr Arg Lys Gin Met 

100 105 110 

Leu Gin Leu Met Val Ala Lys Lys Ala Val Asp Ala Glu Pro Val Leu 

115 120 125 

Lys Ala His Gin Ser His Ser Ala Glu He Glu Ser Gin He Asp Arg 

130 135 140 

He Cys Glu Met Gly Glu Val Met Arg Lys Ala Val Gin Val Asp Asp 
145 150 155 160 

Asp Gin Phe Cys Lys He Gin Glu Lys Leu Ala Gin Leu Glu Leu Glu 

165 170 175 

Asn Lys Glu Leu Arg Glu Leu Leu Ser He Ser Ser Glu Ser Leu Gin 

180 185 190 

Ala Arg Lys Glu Asn Ser Met Asp Thr Ala Ser Gin Ala He Lys 
195 200 205 



<210> 4853 

<211> 1467 

<212> DNA 

<213> Homo sapiens 



<400> 4853 

ntgtgaggtc gcgttcccca gtgttacgga gggtccttga ggcaggagtg aaaattgggt 
60 

ctgggggtta gtcctggggt ggaggtctgg gcacgccggg tcggaccccc tccatcttcg 
120 
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gttttgcaca ccccgctttc cagcgcggag tcgggcgggg gtagggcggc gtcgcgtgcg 
180 

tgacgtcatc cagcggcgcc atcggaggct ccagtggcct tgacctcccg cgtcgtgtag 
240 

gcctgcgcgg cgatgctgca gttcgtccgg gccggggcgc gggcctggct tcggcctacc 
300 

ggcagccagg gcctgagttc cctggcggaa gaggcagcgc gtgcgaccga gaacccggag 
360 

caggtggcga gcgagggtct cccggagccc gtgctgcgca aagtcgagct cccggtaccc 
420 

actcatcgac gcccagtgca ggcctgggtc gagtccttgc ggggcttcga gcaggagcgc 

480 

gtgggcctgg ccgacctgca ccccgatgtt ttcgccaccg cgcccaggct ggacatactg 
540 

caccaggttg ctatgtggca gaagaacttc aagagaatta gctatgccaa gaccaagacg 
600 

agagccgagg tgcggggcgg tggccggaag cctntggccg cagaaaggca ctgggcgggc 
660 

ccggcatggc agcatccgct ctccgctctg gcgaggagga ggtgttgccc atggcccccg 
720 

ggccccacaa gttactacta catgctgccc atgaaggtgc gggcgctggg tctcaaagtg 
780 

gcactgaccg tcaagctggc ccaggacgac ctgcacatca tggactccct agagctgccc 
840 

accggagacc cacagtacct gacagagctg gcgcactacc gccgctgggg ggactccgta 
900 

ctcctcgtgg acttaacaca cgaggagatg ccacagagca tcgtggaggc cacctctagg 
960 

cttaagacct tcaacttgat cccggctgtt ggcctaaatg tgcacagcat gctcaagcac 
1020 

cagacgctgg tcctgacgct gcccaccgtc gccttcctgg aggacaagct gctctggcag 
1080 

gactcacgtt acagacccct ctaccccttc agcctgccct acagcgactt cccccgaccc 
1140 

ctaccccacg ctacccaggg cccagcggcc accccgtacc actgttgatg tgaagcacct 
1200 

cttctgagcc aggccgagcc cctggccgac ttgggagcct taggcccacg cccacccttc 
1260 

gaggaaggtg tcacctggac cccttcattc cacggaggaa gctgaggcca cagggagcgg 
1320 

ccatcgccat tgggaagggg cgactccacg gagagcccag acggggcttc tgcatccatt 
1380 

ccctcttttt gtttttaaaa taaattgtat ttttgaatca aaaaaaaaaa aaaaaaaaaa 
1440 

aaaaaaaaaa aaaaaaaaaa aaaaaaa 
1467 

<210> 4854 

<211> 311 

<212> PRT 

<213> Homo sapiens 

<400> 4854 

Met Leu Gin Phe Val Arg Ala Gly Ala Arg Ala Trp Leu Arg Pro Thr 
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15 10 15 

Gly Ser Gin Gly Leu Ser Ser Leu Ala Glu Glu Ala Ala Arg Ala Thr 

20 25 30 

Glu Asn Pro Glu Gin Val Ala Ser Glu Gly Leu Pro Glu Pro Val Leu 

35 40 45 

Arg Lys Val Glu Leu Pro Val Pro Thr His Arg Arg Pro Val Gin Ala 

50 55 60 

Trp Val Glu Ser Leu Arg Gly Phe Glu Gin Glu Arg Val Gly Leu Ala 
65 70 75 80 

Asp Leu His Pro Asp Val Phe Ala Thr Ala Pro Arg Leu Asp lie Leu 

85 90 95 

His Gin Val Ala Met Trp Gin Lys Asn Phe Lys Arg lie Ser Tyr Ala 

100 105 110 

Lys Thr Lys Thr Arg Ala Glu Val Arg Gly Gly Gly Arg Lys Pro Xaa 

115 120 125 

Ala Ala Glu Arg His Trp Ala Gly Pro Ala Trp Gin His Pro Leu Ser 

130 135 140 

Ala Leu Ala Arg Arg Arg Cys Cys Pro Trp Pro Pro Gly Pro Thr Ser 
145 150 155 160 

Tyr Tyr Tyr Met Leu Pro Met Lys Val Arg Ala Leu Gly Leu Lys Val 

165 170 175 

Ala Leu Thr Val Lys Leu Ala Gin Asp Asp Leu His He Met Asp Ser 

180 185 190 

Leu Glu Leu Pro Thr Gly Asp Pro Gin Tyr Leu Thr Glu Leu Ala His 

195 200 205 

Tyr Arg Arg Trp Gly Asp Ser Val Leu Leu Val Asp Leu Thr His Glu 

210 215 220 

Glu Met Pro Gin Ser lie Val Glu Ala Thr Ser Arg Leu Lys Thr Phe 
225 230 235 240 

Asn Leu He Pro Ala Val Gly Leu Asn Val His Ser Met Leu Lys His 

245 250 255 

Gin Thr Leu Val Leu Thr Leu Pro Thr Val Ala Phe Leu Glu Asp Lys 

260 265 270 

Leu Leu Trp Gin Asp Ser Arg Tyr Arg Pro Leu Tyr Pro Phe Ser Leu 

275 280 285 

Pro Tyr Ser Asp Phe Pro Arg Pro Leu Pro His Ala Thr Gin Gly Pro 

290 295 300 

Ala Ala Thr Pro Tyr His Cys 
305 310 



<210> 4855 

<211> 750 

<212> DNA 

<213> Homo sapiens 



<400> 4855 
nncgcaggag 
60 

ccctcgggca 
120 

tttgggacaa 
160 

ggcactactg 
240 



taacctactt 
cctccggtac 
catctacaac 
gactctttgg 



ggtctcctgc 
cgctgcagcc 
tgcaggttct 
tggtactcag 



tttcgcgaca 
accgcggccc 
gcattcagct 
aacaaaggtt 



tggccttcaa 
ccgcgggtgg 
tttctgcccc 
ttggatttgg 



ttttggggct 
gtttggagga 
aactaacaca 
tactggtttt 
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ggcacaacaa cgggaactag tactggttta ggtactggtt tgggaactgg actgggattt 
300 

ggaggattta atacacagca gcagcagcag caaactacat taggtggtct cttcagtcag 
360 

cctacacaag ctcctaccca gtccaaccag ctgataaata ctgcgagtgc tctttctgct 
420 

ccaacgctgt tgggagatga gagagatgct attttggcaa aatggaatca actgcaggcc 
480 

ttttggggaa caggaaaagg gtatttcaac aataatattc cgccagtgga attcacacaa 
540 

gaaaatccct tttgccgatt taaggcagta ggttatagtt gcatgcccag taataaagat 
600 

gaagacgggc tagtggtttt agttttcaac aaaaaagaaa cagagattcg aagccaacaa 
660 

caacagttgg tagaatcatt gcataaagtt ttgggaggaa accagaccct tactgtaaat 
720 

gtagagggca ctaaaacatt gccagatgat 
750 

<210> 4856 

<211> 237 

<212> PRT 

<213> Homo sapiens 



<400> 4856 



Met 


Ala 


Phe 


Asn 


Phe 


Gly 


Ala 


Pro 


Ser 


Gly 


Thr 


Ser 


Gly 


Thr 


Ala 


Ala 


1 








5 










10 










15 




Ala 


Thr 


Ala 


Ala 


Pro 


Ala 


Gly 


Gly 


Phe 


Gly 


Gly 


Phe 


Gly 


Thr 


Thr 


Ser 








20 










25 










30 






Thr 


Thr 


Ala 


Gly 


Ser 


Ala 


Phe 


Ser 


Phe 


Ser 


Ala 


Pro 


Thr 


Asn 


Thr 


Gly 






35 










40 










45 








Thr 


Thr 


Gly 


Leu 


Phe 


Gly 


Gly 


Thr 


Gin 


Asn 


Lys 


Gly 


Phe 


Gly 


Phe 


Gly 




50 










55 










60 










Thr 


Gly 


Phe 


Gly 


Thr 


Thr 


Thr 


Gly 


Thr 


Ser 


Thr 


Gly 


Leu 


Gly 


Thr 


Gly 


65 










70 










75 










80 


Leu 


Gly 


Thr 


Gly 


Leu 


Gly 


Phe 


Gly 


Gly 


Phe 


Asn 


Thr 


Gin 


Gin 


Gin 


Gin 










85 










90 










95 




Gin 


Gin 


Thr 


Thr 


Leu 


Gly 


Gly 


Leu 


Phe 


Ser 


Gin 


Pro 


Thr 


Gin 


Ala 


Pro 








100 










105 










110 






Thr 


Gin 


Ser 


Asn 


Gin 


Leu 


lie 


Asn 


Thr 


Ala 


Ser 


Ala 


Leu 


Ser 


Ala 


Pro 






115 










120 










125 








Thr 


Leu 


Leu 


Gly 


Asp 


Glu 


Arg 


Asp 


Ala 


lie 


Leu 


Ala 


Lys 


Trp 


Asn 


Gin 




130 










135 










140 










Leu 


Gin 


Ala 


Phe 


Trp 


Gly 


Thr 


Gly 


Lys 


Gly 


Tyr 


Phe 


Asn 


Asn 


Asn 


lie 


145 










150 










155 










160 


Pro 


Pro 


Val 


Glu 


Phe 


Thr 


Gin 


Glu 


Asn 


Pro 


Phe 


Cys 


Arg 


Phe 


Lys 


Ala 










165 










170 










175 




Val 


Gly 


Tyr 


Ser 


Cys 


Met 


Pro 


Ser 


Asn 


Lys 


Asp 


Glu 


Asp 


Gly 


Leu 


Val 








180 










185 










190 






Val 


Leu 


Val 


Phe 


Asn 


Lys 


Lys 


Glu 


Thr 


Glu 


lie 


Arg 


Ser 


Gin 


Gin 


Gin 






195 










200 










205 








Gin 


Leu 


Val 


Glu 


Ser 


Leu 


His 


Lys 


Val 


Leu 


Gly 


Gly 


Asn 


Gin 


Thr 


Leu 




210 










215 










220 










Thr 


Val 


Asn 


Val 


Glu 


Gly 


Thr 


Lys 


Thr 


Leu 


Pro 


Asp 


Asp 









4041 



WO 00/58473 



PCT/USOO/08621 



225 230 

<210> 4857 

<211> 2887 

<212> DNA 

<213> Homo sapiens 

<400> 4857 

nncggccggc gagggcagat ggaagagtat 
60 

ctcgggagct ccagtcaggc cgcctgcctc 
120 

atcgaacagc agcagcagca gctgcaggcc 
180 

gagagagaca cgctccttgc tcggattgaa 
240 

aaggataacg agaaagaaag gcacaagctg 
300 

gaaacagagc tatctgagaa aattaaactg 
360 

cagactctgc ctcccaagcc cttctcatgt 
420 

tccccatttg gaagtacaga aagaaagact 
480 

aaagtcaaaa caaaaactcc taagcactct 
540 

tctgaaactg tttgtaaacg tgaattgagg 
600 

tcagtggaca ccccaccaag actctccact 
660 

gagaaagcct tctcaagtga gatagaagat 
720 

ttgtgtcgtt ggcaccagcc tcccccatca 
780 

aaggaggaga ctgtagcaag taaggcatag 
640 

cggtcaagct aacaagtgtg aaaatgcctt 
900 

gcagagttct gtcaagaatg agtaagttaa 
960 

■ 

caaatagatg gaattacagc aaaatgtgct 
1020 

gatgtgtttg ccagtaagtt gctcatcaca 
1080 

gcaacttgca tgccctctga aagaagggtt 
1140 

tttgccatgc acgactgttc ctgcaattga 
1200 

gggtgttctc aggggccaat ggtaattttt 
1260 

tttcacctgg gcctccgctc tttaactata 
1320 

tctggggggc aggaggaatc tgccaaagac 
1380 



235 



gaggaagagc cctctcgggg gtggtggcgg 
aaacagatcc ttctgctgca attggacctc 
aaggaaaagg agatcgagga gctgaagtca 
cgtatggaaa ggcggatgca gctggtaaag 
tttcagggct atgaaactga agagagagag 
gagtgccagc cggagctttc cgagacatcc 
gggcggagtg gaaagggaca taaaaggaaa 
cctgttaaaa agctggctcc tgaattttca 
cctattaaag aggaaccctg tggttcctta 
agccaagaaa ccccagaaaa gccccggtct 
ccccaaaagg gacccagcac ccatcccaag 
ttgccgtacc tttccaccac agaaatgtat 
ccgttaccat tacgggaatc ctctccaaag 
agaacacttg ctcttatacc ctagtggtgg 
tggcattttt aaaaaagtgc aatcaataaa 
cagccagaga cagacactgt gcaggcattg 
caatgtattt gcctgcttac aacactggga 
agagcaccag acttgggggt gtaatctccg 
ttctgtgctg tgaaatgcat agaactatac 
tattgtgtga aatctgggag ggtggtcttt 
gggttgggga gccagcttgg ggtggggaat 
taaacattta tctgtatatc tatgtccctg 
caacagtctt actttatctt actatacttc 
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acaaaggttc taaaatgtga agagtttgtt 

1440 

aatatatgaa caaccaatgg gctactgcaa 
1500 

ttgtgaagta tagtaagata aagtaagact 
1560 

cagacaggga catagatata cagataaatg 
1620 

gaaaattccc caccccaagc tggctcccca 
1680 

acccaaagac caccctccca gatttcacac 
1740 

caaagtatag ttctatgcat ttcacagcac 
1800 

ttgccggaga ttacaccccc aagtctggtg 
1860 

catctcccag tgttgtaagc aggcaaatac 
1920 

tttgcaatgc ctgcacagtg tctgtctctg 
1980 

ctgctttatt gattgcactt ttttaaaaat 
2040 

accgccacca ctagggtata agagcaagtg 
2100 

ccttctttgg agaggattcc cgtaatggta 
2160 

acaaatacat ttctgtggtg gaaaggtacg 
2220 

tctcctcggg atgggtgctg ggtccctttt 
2280 

ctgaagaccg gggcttttct ggggtttctt 
2340 

cagataagga accacagggt tcctctttaa 
2400 

cttttgaaaa ttcaggagcc agctttttaa 
2460 

ggggtagaag tctaacccct ccaccccctc 
2520 

agagaatgaa gttctttgtc tctaagggat 
2560 

ccagagggag gaaaatccat gatgtctgct 
2640 

ggatgaagta ttgccagcta ccaacagttc 
2700 

aacgactcct agcatcttcg ggaggctcct 
2760 

ggatttagtc cttgaaaggg agtagggata 
2820 

ctatctctcc agcttcatgt atgtgtgtct 

2880 

tcagaat 

2887 

<210> 4858 



tgaaaaatag 


tttgtagacc 


attttattta 


tccaagtaaa 


ctcttcacat 


tttagaacct 


gttggtcttt 


ggcagattcc 


tcctgccccc 


tttatatagt 


caaagagcgg 


aggcccaggt 


acccaaaaat 


taccattggc 


ccctgagaac 


aatatcaatt 


gcaggaacag 


tcgtgcatgg 


agaaaaccct 


tctttcagag ggcatgcaag 


ctcttgtgat 


gagcaactta 


ctggcaaaca 


attgagcaca 


ttttgctgta 


attccatcta 


gctgttaact 


tactcattct 


tgacagaact 


gccaaaggca 


ttttcacact 


tgttagcttg 


ttctctatgc 


cttacttgct 


acagtctcct 


acggtgatgg 


gggaggctgg 


tgccaacgac 


gcaaatcttc 


tatctcactt 


gagaaggctt 


ggggagtgga 


gagtcttggt ggggtgtcca 


ggctcctcaa 


ttcacgttta 


caaacagttt 


taggagagtg 


cttaggagtt 


tttgttttga 


caggagtctt 


tctttctgta 


cttccaaatg 


H /"■♦ ^ /-» ^ a CT 

tcctccccay 


cagtcccacg 


cgggtatggg 


tcaaaccaga 


aacggaggga 


cctctggttc 


gcccagggag 


ctattgccac cgcctccttg 


cttcccaacg 


gccatcttcc 


agccttctta 


gaaggactga 


agcaaaggaa 


atctctgaag 


cttagggtgt 


tctgtgttga gcgcttcttc 


ttatgtccaa 


gcaattgagc 


caacaagtcc 
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<211> 269 
<212> PRT 
<213> Homo sapiens 



<400> 4858 
























Xaa 


Gly 


Arg 


Arg 


Gly 


Gin Met Glu 


Glu 


Tyr 


Glu 


Glu 


Glu 


Pro 


Ser Arg 


1 








5 






10 










15 




Gly 


Trp 


Trp 


Arg 


Leu 


Gly Ser Ser 


Ser 


Gin 


Ala 


Ala 


Cys 


Leu 


Lys 


Gin 








20 






25 










30 






lie 


Leu 


Leu 


Leu 


Gin 


Leu Asp Leu 


He 


Glu 


Gin 


Gin 


Gin 


Gin 


Gin 


Leu 






35 






40 










45 








Gin 


Ala 


Lys 


Glu 


Lys 


Glu He Glu 


Glu 


Leu 


Lys 


Ser 


Glu 


Arg 


Asp 


Thr 




50 








55 








60 










Leu 


Leu 


Ala 


Arg 


lie 


Glu Arg Met Glu Arg Arg Met 


Gin 


Leu 


Val 


Lys 


65 










70 






75 










80 


Lys 


Asp 


Asn 


Glu 


Lys 


Glu Arg His 


Lys 


Leu Phe Gin Gly Tyr Glu Thr 










85 






90 










95 




Glu 


Glu 


Arg 


Glu 


Glu 


Thr Glu Leu 


Ser 


Glu 


Lys 


He 


Lys 


Leu 


Glu 


Cys 








100 






105 










110 






Gin 


Pro 


Glu 


Leu 


Ser 


Glu Thr Ser 


Gin 


Thr 


Leu 


Pro 


Pro 


Lys 


Pro 


Phe 






115 






120 










125 








Ser 


Cys 


Gly 


Arg 


Ser 


Gly Lys Gly His 


Lys 


Arg 


Lys 


Ser 


Pro 


Phe 


Gly 




130 








135 








140 










Ser 


Thr 


Glu 


Arg 


Lys 


Thr Pro Val 


Lys 


Lys 


Leu 


Ala 


Pro 


Glu 


Phe 


Ser 


145 










150 






155 










160 


Lys 


Val 


Lys 


Thr 


Lys 


Thr Pro Lys His Ser 


Pro 


He 


Lys 


Glu 


Glu 


Pro 










165 






170 










175 




Cys 


Gly 


Ser 


Leu 


Ser 


Glu Thr Val 


Cys 


Lys 


Arg Glu Leu Arg Ser 


Gin 








180 






185 










190 






Glu 


Thr 


Pro 


Glu 


Lys 


Pro Arg Ser 


Ser 


Val 


Asp 


Thr 


Pro 


Pro Arg 


Leu 






195 






200 










205 








Ser 


Thr 


Pro 


Gin 


Lys 


Gly Pro Ser 


Thr 


His 


Pro 


Lys 


Glu 


Lys 


Ala 


Phe 




210 








215 








220 










Ser 


Ser 


Glu 


He 


Glu 


Asp Leu Pro 


Tyr 


Leu 


Ser 


Thr 


Thr 


Glu 


Met 


Tyr 


225 










230 






235 










240 


Leu 


Cys 


Arg 


Trp 


His 


Gin Pro Pro 


Pro 


Ser 


Pro 


Leu 


Pro 


Leu 


Arg 


Glu 










245 






250 










255 




Ser 


Ser 


Pro 


Lys 


Lys 


Glu Glu Thr 


Val 


Ala 


Ser 


Lys 


Ala 









260 265 

<210> 4859 

<211> 689 

<212> DNA 

<213> Homo sapiens 

<400> 4859 

cctgctgagg acatgaggac ccgtcttttt gcagtgccag gcagggtggc caaagaggac 
60 

tggactctgg acctggagcc ccgtggtcca gttcacattc accccacaag agtttcagga 
120 

ggcctcccac ggtgcctgtg ctgggtggcg gtggtggtgc caagaggaat ggaatgtcct 
180 

gggctccttc aggagctctc tacccagggg caaggagagc ccagagagaa gcgccctggt 
240 
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ctcttgagct 
300 

aggttgtccc 
360 

atattcaatc 
420 

tgggctgagg 
480 

acagagacct 
540 

tggatgacag 
600 

tctcctccca 
660 

ggatcctctg 
689 



tcctgatctg 
ctccctgggc 
ccatccccct 
cctcccaggg 
gtccttgtgc 
tagaggaaat 
ccagtccagt 
gctgggaagc 



ctcctgtccc 
ttttgtgtgt 
tcctcccacc 
aagttgggtg 
agtctgcacc 
ggacaaggtc 
tagcttccct 
acctgacca 



ccgctctcct 
tttgggagat 
ctgccccact 
gggtgggtgt 
ctgcactccc 
agtttgaata 
tctggaccaa 



ccactccctt 
gtcacctaac 
ttgatttaat 
tgagaccccc 
tcccttgcct 
tcccagaaca 
tagacgaggg 



gcctttccct 
caggacattg 
cctttggctg 
tcagaccagc 
gtagatgttc 
cagtgctctg 
gagaccccat 



<210> 4860 

<211> 173 

<212> PRT 

<213> Homo sapiens 



c400> 4860 
Met Arg Thr 
1 

Trp Thr Leu 

Arg Val Ser 
35 

Val Pro Arg 
50 

Gin Gly Gin 
65 

Leu lie Cys 

Arg Leu Ser 

Thr Arg Thr 
115 

His Phe Asp 

130 
Trp Val Gly 
145 

Pro Cys Ala 



Arg Leu 
5 

Asp Leu 
20 

Gly Gly 

Gly Met 

Gly Glu 

Ser Cys 

85 
Pro Pro 
100 

Leu lie 

Leu lie 

Trp Val 

Val Cys 
165 



Phe Ala 

Glu Pro 

Leu Pro 

Glu Cys 

55 
Pro Arg 
70 

Pro Pro 

Trp Ala 

Phe Asn 

Leu Trp 
135 

Leu Arg 
150 

Thr Leu 



Val Pro Gly Arg 
10 

Arg Gly Pro Val 
25 

Arg Cys Leu Cys 
40 

Pro Gly Leu Leu 

Glu Lys Arg Pro 

75 

Leu Ser Ser Thr 
90 

Phe Val Cys Phe 
105 

Pro lie Pro Leu 
120 

Leu Trp Ala Glu 



Val Ala 

His He 

Trp Val 

45 
Gin Glu 
60 

Gly Leu 

Pro Leu 

Gly Arg 

Pro Pro 
125 
Ala Ser 
140 

Ser Thr 



Pro Pro Gin Thr 

155 

His Ser Leu Pro Cys Leu 
170 



Lys Glu Asp 
15 

His Pro Thr 
30 

Ala Val Val 

Leu Ser Thr 

Leu Ser Phe 
80 

Pro Phe Pro 
95 

Cys His Leu 
110 

Thr Leu Pro 

Gin Gly Ser 

Glu Thr Cys 
160 



<210> 4861 

<211> 1622 

<212> DNA 

<213> Homo sapiens 



<400> 4861 

ctgcagactt ccggcggcgc gctgcaggcg cggggaacac caatggcggg gtacttgaag 
60 
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ctggtgtgtg tttcctttca 
120 

cggacaggcg ctgagcacct 
180 

gcgaaggtgg agagttaccg 
240 

caccagattc tgcggcccgg 
300 

agtcaggtgg cggtgcagaa 
360 

ttcgtgcttg gggtagatct 
420 

cctgctgacg tgactgaccc 
480 

agagcagatg tgattctgag 
540 

catgacaggc tcatcagcct 
600 

cctgggggga cattcctttg 
660 

agactgacag aggaattcca 
720 

tcatcagaag tgtacttctt 
780 

tgaggatttc ttgtgccatt 
840 

cctgagctcc tgaagagttc 
900 

gtggggagtc tctctctctc 
960 

ctaagttcag gggccatgga 
1020 

gttatcaaga gaaagaggtg 
1080 

agaaggaatc cgccgaggca 
1140 

ttatagactg ttaaactgtc 
1200 

cgcacagatt Cccagttctt 
1260 

ggccactcat gcctgtaaac 
1320 

tcaggagttc aagaccaacc 
1380 

aaaccaaaaa gcaaaccaaa 
1440 

tttctggtga acaatatagc 
1500 

ttagggaaga cgtatggtct 
1560 

aaatttatat cagtgtctgg 

1620 

aa 

1622 



gcgtcaaggg ttccacactg 
gtggctgacc cgacatctca 
gtgtcgaagc gccttcaagc 
ccttcgggtg ttagactgtg 
ggtcaacgcc gcaggcacag 
tcttcacata ttccccctgg 
gagaacctca cagagaatcc 
cgacatggcg cccaatgcca 
gtgcctgacc cttctcagcg 
taaaacctgg gctggaagtc 
gaatgtaagg atcatcaaac 
ggccacacag taccacggaa 
ttcataatgg tcattagctc 
ctgggagatt tgagctgatt 
tttctctctc tctcttttta 
aaatgaaaaa gtccgctata 
aggatggaag gatggagaaa 
gggatgggtg tgcccatgtg 
acacacaaac aggctttcca 
agtgtggctg tttaaagtag 
ccagggcttt agaaggctga 
tgggcaacat agcaacaccc 
agaaaaatct gaaatttcca 
aattcacgca ttcttcaagc 
gaatttatcc aggcagtggg 
gctcccaaga acataaatgt 



ttgggagtcg ctgcaagaat 
gggacccatt tgtgaaggct 
tcctggaggt gaacgagagg 
gggcagctcc tggggcctgg 
atcccagctc tcctgttggc 
aaggagcaac ttttctgtgc 
tcgaggtgct tcctggcagg 
cagggttccg ggacctcgat 
tgaccccaga catcctgcaa 
aaagccgtcg gttacagagg 
ctgaagccag caggaaagag 
ggaagggcac tgtgaagcag 
cttttaagct agaaacgtag 
ttggagatgg agcaggacaa 
accaaaaaga gatgacaaaa 
ttgtgatttg ggaagagaaa 
aacagactgt gggaaggatc 
tgccttgacg ggacttcatc 
cccctgctct gagagcacca 
aaaatctggg ggctgggtga 
ggctggggga ttgcttgaag 
cccatgtcta caaaaatgaa 
tctggggatt aacttctgtc 
agcaaaagtt cccggaacaa 
tctgctttgg tttttgctgg 
aattgccaaa gcaaaaaaaa 
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<210> 4862 
<211> 260 
<212> PRT 

<213> Homo sapiens 



<400> 4862 

Leu Gin Thr Ser Gly Gly Ala Leu Gin Ala Arg Gly Thr Pro Met Ala 

15 10 15 

Gly Tyr Leu Lys Leu Val Cys Val Ser Phe Gin Arg Gin Gly Phe His 

20 25 30 

Thr Val Gly Ser Arg Cys Lys Asn Arg Thr Gly Ala Glu His Leu Trp 

35 40 45 

Leu Thr Arg His Leu Arg Asp Pro Phe Val Lys Ala Ala Lys Val Glu 

50 55 60 

Ser Tyr Arg Cys Arg Ser Ala Phe Lys Leu Leu Glu Val Asn Glu Arg 
65 70 75 80 

His Gin lie Leu Arg Pro Gly Leu Arg Val Leu Asp Cys Gly Ala Ala 

85 90 95 

Pro Gly Ala Trp Ser Gin Val Ala Val Gin Lys Val Asn Ala Ala Gly 

100 105 110 

Thr Asp Pro Ser Ser Pro Val Gly Phe Val Leu Gly Val Asp Leu Leu 

115 120 125 

His lie Phe Pro Leu Glu Gly Ala Thr Phe Leu Cys Pro Ala Asp Val 

130 135 140 

Thr Asp Pro Arg Thr Ser Gin Arg He Leu Glu Val Leu Pro Gly Arg 
145 150 155 160 

Arg Ala Asp Val He Leu Ser Asp Met Ala Pro Asn Ala Thr Gly Phe 

165 170 175 

Arg Asp Leu Asp His Asp Arg Leu He Ser Leu Cys Leu Thr Leu Leu 

180 185 190 

Ser Val Thr Pro Asp He Leu Gin Pro Gly Gly Thr Phe Leu Cys Lys 

195 200 205 

Thr Trp Ala Gly Ser Gin Ser Arg Arg Leu Gin Arg Arg Leu Thr Glu 

210 215 220 

Glu Phe Gin Asn Val Arg He He Lys Pro Glu Ala Ser Arg Lys Glu 
225 230 235 240 

Ser Ser Glu Val Tyr Phe Leu Ala Thr .Gin Tyr His Gly Arg Lys Gly 

245 250 255 

Thr Val Lys Gin 

260 

<210> 4863 

<211> 355 

<212> DNA 

<213> Homo sapiens 

<400> 4863 

ctgggggctc actttcgggt gcacctggtg aagatggtca ttctgacaga gcctgagggt 
60 

gccccaaata tcacagccaa cctcacctcg tccctgctga gcgtctgtgg gtggagccag 
120 

accatcaacc ctgaggacga cacggatcct ggccatgctg acctggtcct ctatatcact 
180 
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aggtttgacc tggagttgcc tgatggtaac ncggcagtgc ggggcgtcac ccagctgggc 
240 

ggggcctgct ccccaacctg gagctgcctc attaccgagg acactggctt cgacctggga 
300 

gtcaccattg cccatgagat tgggcacagc ttcggcctgg agcacgacgg cgcgc 
355 

<210> 4864 
<211> 118 
<212> PRT 

<213> Homo sapiens 
<400> 4864 



Leu Gly 


Ala 


His 


Phe Arg 


Val 


His 


Leu 


Val 


Lys Met 


Val 


He 


Leu Thr 


1 






5 








10 








15 


Glu Pro 


Glu 


Gly 


Ala Pro 


Asn 


He 


Thr 


Ala 


Asn Leu 


Thr 


Ser 


Ser Leu 






20 








25 








30 




Leu Ser 


Val 


Cys 


Gly Trp 


Ser 


Gin 


Thr 


He 


Asn Pro 


Glu 


Asp 


Asp Thr 




35 








40 








45 






Asp Pro 


Gly 


His 


Ala Asp 


Leu 


Val 


Leu 


Tyr 


He Thr 


Arg 


Phe 


Asp Leu 


50 








55 








60 








Glu Leu 


Pro 


Asp 


Gly Asn 


Xaa 


Ala 


Val 


Arg 


Gly Val 


Thr 


Gin 


Leu Gly 


65 






70 










75 






80 


Gly Ala 


Cys 


Ser 


Pro Thr 


Trp 


Ser 


Cys 


Leu 


He Thr 


Glu 


Asp 


Thr Gly 








85 








90 








95 


Phe Asp 


Leu 


Gly 


Val Thr 


He 


Ala 


His 


Glu 


He Gly 


His 


Ser 


Phe Gly 






100 








105 








110 




Leu Glu 


His 


Asp 


Gly Ala 



















115 



<210> 4865 

<211> 444 

<212> DNA 

<213> Homo sapiens 



<400> 4865 
accggtgaga 
60 

ctcatcaaac 
120 

aaggccttcg 
180 

ccctacaagt 
240 

cagcgcaccc 
300 

cagaactcgt 
360 

ggcatctgcg 
420 

gcccgggaga 
444 



agccctacaa 
accagcgcac 
ccgacagctc 
gcccacattg 
acagccacga 
ccctgcgcag 
gcaagagctt 
agcccttcac 



atgtgaggtc 
ccacactggc 
ttacctgctt 
tggcaaggcc 
gcggccctac 
ccatcagagg 
ctcccagcgg 
gcgt 



tgcagcaagg 
gagcggccct 
cgccaccagc 
ttcggcgaca 
agctgcaccg 
gtgcacaccg 
tcggccctta 



ccttctccca 
acaaatgtcc 
gcactcactc 
gctcctacct 
agtgcggcaa 
gtcagaggcc 
tcccccatgc 



gagctctgac 
ccgttgcggc 
tggccagaag 
cctgcgacac 
gtgctatagc 
cttcagctgt 
ccgcagccac 



<210> 4866 
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<211> 148 
<212> PRT 
<213> Homo sapiens 



<400> 4866 
Thr Gly Glu Lys 
1 

Gin Ser Ser Asp 

20 

Pro Tyr Lys Cys 
35 

Leu Leu Arg His 
50 

Pro His Cys Gly 
65 

Gin Arg Thr His 

Lys Cys Tyr Ser 

100 

Thr Gly Gin Arg 
115 

Gin Arg Ser Ala 
130 

Pro Phe Thr Arg 
145 



Pro Tyr Lys Cys 
5 

Leu lie Lys His 

Pro Arg Cys Gly 

40 

Gin Arg Thr His 
55 

Lys Ala Phe Gly 
70 

Ser His Glu Arg 
85 

Gin Asn Ser Ser 

Pro Phe Ser Cys 

120 

Leu lie Pro His 
135 



Glu val Cys Ser 
10 

Gin Arg Thr His 
25 

Lys Ala Phe Ala 

Ser Gly Gin Lys 

60 

Asp Ser Ser Tyr 
75 

Pro Tyr Ser Cys 
90 

Leu Arg Ser His 
105 

Gly lie Cys Gly 

Ala Arg Ser His 

140 



Lys Ala Phe Ser 
15 

Thr Gly Glu Arg 
30 

Asp Ser Ser Tyr 
45 

Pro Tyr Lys Cys 

Leu Leu Arg His 

80 

Thr Glu Cys Gly 
95 

Gin Arg Val His 
110 

Lys Ser Phe Ser 
125 

Ala Arg Glu Lys 



<210> 4867 

<211> 391 

<212> DNA 

<213> Homo sapiens 



<400> 4867 
ggatcccaga 
60 

tatccttggt 
120 

ccttctccac 
180 

gagacagccc 
240 

gacacgggct 
300 

ggggcagggc 

360 

agcgctctac 
391 



gggagttcta 
gggaggatga 
atccccattc 
cagggggtgc 
gcaccaccag 
caaggctatg 
tcccatagct 



tctggacttg 
gaaggacaaa 
tggtaggaaa 
tgcctggaga 
acaatgggca 
gcccacaagc 
ccccactgta 



ccccaagcag 
aagaggcaac 
agtcacccat 
cagccgggat 
ttttcaggcc 
tcctcagcag 
t 



gttgctaggc 
cagcctaggg 
gccaggatat 
agcttcagtc 
agactctggc 
ctgagatggg 



agtagcctca 
acatcggcct 
ccccagccca 
tcctgaccct 
acaaagagaa 
tgcaggaggt 



<210> 4868 

<211> 125 

<212> PRT 

<213> Homo sapiens 



<400> 4868 

Met Gly Val Glu Arg Tyr Leu Leu His Pro Ser Gin Leu Leu Arg Ser 
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1 

Leu Trp Ala lie 

20 

Gly Leu Lys Met 
35 

Glu Thr Glu Ala 
50 

Ser Leu Gly Trp 
65 

Gly Asp Val Glu 

Cys Pro Ser His 

100 

Leu Leu Gly Ala 
115 



5 

Ala Leu Ala Leu 

Pro lie Val Trp 

40 

lie Pro Ala Val 
55 

Gly Tyr Pro Gly 
70 

Lys Glu Ala Asp 
85 

Pro Pro Thr Lys 

Ser Pro Asp Arg 

120 



10 

Pro Leu Leu Phe 
25 

Trp Cys Ser Pro 

Ser Arg Gin His 

60 

Met Gly Asp Phe 
75 

Val Pro Arg Leu 
90 

Asp Met Arg Leu 
105 

Thr Pro Ser Gly 



15 

Val Pro Glu Ser 
30 

Cys Gin Gly Gin 
45 

Pro Leu Gly Leu 

Ser Tyr Gin Asn 

80 

Val Ala Ser Phe 
95 

Leu Pro Ser Asn 
1X0 

lie 
125 



<210> 4869 

<211> 418 

<212> DNA 

<213> Homo sapiens 



<400> 4869 
cccgggaaga 
60 

tgggaactca 
120 

caggactgca 
180 

cggggaggcc 
240 

ccccaacagc 
300 

tgtgagaggc 
360 

agctctctgg 
418 



gggtcgcccg 
atggtgttgc 
cggactgcct 
ctgtgagcag 
cctggagaag 
ggggccagag 
gggaggagga 



ccataaatgc 
tacctttgga 
ggggaggggt 
ttggtcacag 
ggggacgttg 
tggccgttgg 
ggaaaatgca 



ggaaacagtt 
tggactcgga 
ctttggcccc 
gtgggtccca 
cctgctgtgg 
gaatctgggt 
attgattttc 



aaatggcgat 
ggcagcccag 
ccggttcctg 
ttcgatgcga 
ctgcggctgt 
gttgcaaggt 
aggagccttc 



gggaatagga 
cttcctggga 
caggggggct 
tcctgttcct 
tttcctggcc 
gaccacaaac 
tgaggtcg 



<210> 4870 

<211> 125 

<212> PRT 

<213> Homo sapiens 



<400> 4870 



Met 


Ala 


Met 


Gly He 


Gly 


Trp 


Glu 


Leu Asn 


Gly 


Val 


Ala 


Thr Phe 


Gly 


1 






5 








10 








15 




Trp 


Thr 


Arg 


Arg Gin 


Pro 


Ser 


Phe 


Leu Gly 


Gin 


Asp 


Cys 


Thr Asp 


Cys 








20 








25 








30 




Leu Gly Arg 


Gly Leu 


Trp 


Pro 


Pro 


Gly Ser 


Cys 


Arg 


Gly 


Ala Arg 


Gly 






35 








40 








45 






Gly 


Pro 


Val 


Ser Ser 


Trp 


Ser 


Gin 


Val Gly 


Pro 


He 


Arg 


Cys Asp 


Pro 




50 








55 








60 








Val 


Pro 


Pro 


Gin Gin 


pro 


Trp 


Arg 


Arg Gly 


Thr 


Leu 


Pro 


Ala Val 


Ala 


65 








70 








75 








80 


Ala 


Ala 


Val 


Phe Leu 


Ala 


Cys 


Glu 


Arg Arg 


Gly 


Gin 


Ser 


Gly Arg 


Trp 
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Glu Ser Gly Cys 

100 

Glu Glu Asn Ala 
115 



85 

Cys Lys Val Thr 

He Asp Phe Gin 

120 



90 

Thr Asn Ser Ser 
105 

Glu Pro Ser Glu 



95 

Leu Gly Glu Glu 
110 

Val 
125 



<210> 4871 
<211> 1354 
<212> DNA 
<213> Homo 

<400> 4871 
nntttttttt 
60 

ggtgggatct 
120 

cagcccctca 
180 

gagtctggcg 
240 

tcagtctcaa 
300 

tgtcaagggc 
360 

gtagctgtgt 
420 

gagggggaga 
480 

ctgcagcctg 
540 

ctaaggccag 
600 

tcttccacag 
660 

cctcggccct 
720 

ggtgggtaac 
780 

atggtgggga 
840 

cagtcctcct 
900 

ccctggccgc 
960 

tccttcttgg 
1020 

ggctcatgct 
1080 

acctccctgc 
1140 

cctcgagaag 
1200 

caagccggct 
1260 



sapiens 

tttttttttt 
gagggaggaa 
ggccatgctg 
ggcatctgcc 
ccgcagccgc 
atcaagggct 
tcattctgga 
ctggccgtgg 
cttcatctgc 
gctccagcct 
gaaagcaggt 
cggagcagcg 
tgtgtccttt 
ctgccccctc 
caaagtgttt 
tggggtccag 
gaagtctgtg 
gcccaagcac 
gaccccgccg 
aaaagcagtt 
agacttcccg 



tttttctaga 
gaggctgcag 
ctgctcagct 
tgtgcccgct 
tgctcccgcc 
gcctggctcg 
tgtaggctcc 
ttcgagaggg 
ctgggcaccc 
cccagctggg 
gacatcagca 
cttcctgcat 
ggtcttggtt 
ctttagcctg 
ggagcagaag 
ccgctggcag 
gagccacaaa 
cccagagggg 
ggtaagcacc 
tcctcagcgt 
tcctcccctt 



atccgcttta 
tcttgctggg 
gcatggcaaa 
tctcccgtgc 
gcttgcaggc 
ccgcttccag 
ggcgggtggg 
gagggctgcc 
aaggggccca 
gaggccggca 
ggtggaggtg 
cgtctaagcc 
gtccggcgca 
tgatatccac 
tagatgtact 
ttggccagcc 
cccgtgagca 
aaacgcagac 
accgcccggg 
catctggcag 
cccgactgca 



ttatggcacc 
cagcccctcg 
gtcctgcaca 
ccgctcctgc 
ctgcagctgg 
agtaaggcgc 
ggcaggcgag 
gctctggtga 
gtaggtctga 
aagtggcagg 
gagaaaatgg 
ggctgacttc 
acttggagaa 
tgattcccac 
cggatgccgg 
acaagcctcg 
ccaggctgtc 
ccaacacgcg 
cacagacgag 
gtaacagagt 
ttcagtcccg 



tggtgggtct 
gtcagtccag 
tgctccttca 
tgcagcttgg 
cgctgggcct 
tgcccacctg 
catatacgct 
aggctgggcg 
aaaggggctg 
tgctgaggcc 
agttgtgggc 
aggggggcca 

agactcaaat 
cagctcaaag 
gtcccacagg 
cctcgggttg 
cacagccctg 
ccgccacgag 
gcaacggagg 
ggggcgggtc 
ccgggaccgt 
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tccgcttcac ctcccaccca caggttcaag cctcctcagt atctgagaaa ggcgcgaagc 
1320 

ctctacgcag ttgcgacccg aggcgagcaa caac 
1354 

<210> 4872 

<211> 90 

<212> PRT 

<213> Homo sapiens 

<400> 4872 

Gly Arg Lys Arg Leu Gin Ser Cys Trp Ala Ala Pro Arg Ser Val Gin 

15 10 15 

Gin Pro Leu Arg Pro Cys Cys Cys Ser Ala Ala Trp Gin Ser Pro Ala 

20 25 30 

His Ala Pro Ser Glu Ser Gly Gly His Leu Pro Val Pro Ala Ser Pro 

35 40 45 

Val Pro Ala Pro Ala Ala Ala Trp Ser Val Ser Thr Ala Ala Ala Ala 

50 55 60 

Pro Ala Ala Cys Arg Pro Ala Ala Gly Ala Gly Pro Cys Gin Gly His 
65 70 75 80 

Gin Gly Leu Pro Gly Ser Pro Leu Pro Glu 

85 90 



<210> 4873 

<211> 948 

<212> DNA 

<213> Homo sapiens 



<400> 4873 
ncccccctag 
60 

agattgcctt 

120 

ccactgtgag 
180 

gaacacgacc 
240 

ggtacagagc 
300 

cctgctttga 
360 

ctgtattcca 
420 

gccctggagg 
480 

cacagcccca 
540 

aacaaagtgc 
600 

agcgcgtcac 
660 

gtgtctgcct 
720 



gatgcagaaa 
gatagaggac 
ttgaactctt 
tggccgatgt 
tgtgggacag 
aacgccagcg 
tcaaccagac 
ctacttgtaa 
tccaggttcc 
gatggtaaga 
ctcctcgccc 
cagcagtctc 



gtagatgaca 
tgatgttttt 
tcgtgttgac 
ggttcaaatt 
tgttgttttg 
actagaaatc 
aatctgcttg 
atccttagaa 
catggtggcc 
acagaccagg 
atgcccgcag 
agcagtttct 



ttccatccac 
cactgatgag 
cggccactct 
gcagtggaag 
gagaatcatg 
aattgccagg 
cggttggata 
gaaaagctgg 
ggctcccctc 
gtgccggggc 
cttagtggct 
aactaaagct 



actgtgtgag 
atggtgacca 
ccgtgctctg 
acctgagccc 
tagtgacaga 
atccatctat 
gcattgaagc 
atctggtcac 
tcaggacaac 
cttcaggtca 
cagtttgctg 
gactttagtt 



caaattggag 
aaagccagcc 
gatgatgtcg 
tgaccaccca 
tgaagacgaa 
aaagtcattc 
caaattgcaa 
gaacaagcag 
ccagatgtgc 
cttggggaga 
gagatgcgca 
agaccgaaac 
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cgaacacatg gcatcctgcc 
780 

aagccggccc atacaccttt 
640 

tgcttctttc ctttttccta 
900 

tggtgtttat acatttcaca 
948 



aggatgacct gaagtcatcc 
tctttggaac taacccacca 
ctctacctgg ctagtcttta 
tgaatatatc aaacttttca 



tcacctttcc tttccacata 
gatcttagaa gatgtacacg 
gatatgtttt tcttcgtatg 
ttcaaaaa 



<210> 4874 

<211> 128 

<212> PRT 

<213> Homo sapiens 



<400> 4874 
Met Met Ser 
1 

Asp Leu Ser 

Leu Glu Asn 
35 

Gin Arg Leu 
50 

Tyr Ser lie 
65 

Lys Leu Gin 

Asp Leu Val 

Ala Gly Ser 
115 



Glu His Asp 
5 

Pro Asp His 
20 

His Val Val 

Glu lie Asn 

Asn Gin Thr 
70 

Ala Leu Glu 
85 

Thr Asn Lys 
100 

Pro Leu Arg 



Leu Ala 

Pro Gly 

Thr Asp 

40 
Cys Gin 
55 

lie Cys 

Ala Thr 

Gin His 

Thr Thr 
120 



Asp Val Val 
10 

Thr Glu Leu 
25 

Glu Asp Glu 

Asp Pro Ser 

Leu Arg Leu 
75 

Cys Lys Ser 
90 

Ser Pro lie 
105 

Gin Met Cys 



Gin lie Ala Val Glu 

15 

Trp Asp Ser Val Val 
30 

Pro Ala Leu Lys Arg 
45 

lie Lys Ser Phe Leu 
60 

Asp Ser lie Glu Ala 

80 

Leu Glu Glu Lys Leu 

95 

Gin Val Pro Met Val 
110 

Asn Lys Val Arg Trp 
125 



<210> 4875 

<211> 1255 

<212> DNA 

<213> Homo sapiens 



<400> 4875 
ntgtacagtc 
60 

tcgccggcgc 
120 

tggacgcagt 
180 

aaaatacttt 
240 

ggcaagatgg 
300 

ttgcagcaat 
360 

cggccgcacc 
420 

gccccaatgc 
480 



gattccattt 
ggtcgttgtc 
tttagaaaga 
gcagctggtg 
aagaataggc 
ctcagctctc 
tgtgattaag 
tgttcatgag 



ggcccgggga 
gcattgctct 
gcgttttcgc 
agaaatatca 
gtagttggag 
aaagtgggcg 
gcctacagcc 
gtggagaagt 



tggtcacacg 
cggccgcact 
tacgtaaagc 
tacctcctct 
gctgtcagga 
cagacttgtc 
cggagctgat 
ggctgccccg 



cgcgggggcc 
cgcgctgtac 
acattcgata 
gtcttccaca 
gtacactgga 
ccacgtgttc 
cgtccaccca 
gctgcatgct 



ggaactgccg 
gggccgccac 
aaggatatgg 
aagcacaaag 
gccccatatt 
tgtgccagtg 
gttcttgaca 
cttgtcgtag 
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gacctggctt gggtagagat gatcgtccac ccagttcttg acagccccaa tgctgttcat 
540 

gaggtggaga agtggctgcc ccggctgcat gctcttgtcg taggaactgg cttgggtaga 
600 

gatgatgcgc ttctcagaaa tgtccagggc attttggaag tgtcaaaggc cagggacatc 
660 

cctgttgtca tcgacgcgga tggcctgtgg ctggtcgctc agcagccggc cctcatccat 
720 

ggctaccgga aggctgtgct cactcccaac cacgtggagt tcagcagact gtatgacgct 
780 

gtgctcagag gccctatgga cagcgatgac agccatggat ctgtgctaag actcagccaa 
840 

gccctgggca acgtgacggt ggtccagaaa ggagagcgcg acatcctctc caacggccag 
900 

caggtgcttg tgtgcagcca ggaaggcagc agccgcaggt gtggagggca aggggacctc 
960 

ctgtcgggct ccctgggcgt cctggtacac tgggcgctcc ttgctggacc acagaaaaca 
1020 

aatgggtcca gccctctcct ggtggccgcg tttggcgcct gctctctcac caggcagtgc 
1080 

aaccaccaag ccttccagaa gcacggtcgc tccaccacca cctccgacat gatcgccgag 
1140 

gtgggggccg ccttcagcaa gctctttgaa acctgagccc gcgcagacca gaagtaaaca 
1200 

ggcaccttgg acgggggaga gcgtgtgtgt gatgggaaaa tccggaccca cgcgt 
1255 

<210> 4876 

<211> 230 

<212> PRT 

<213> Homo sapiens 



<400> 4876 



Leu 


Ala 


Trp 


Val 


Glu 


Met 


He 


Val 


His 


Pro 


Val 


Leu 


Asp 


Ser 


Pro 


Asn 


1 








5 










10 










15 




Ala 


Val 


His 


Glu 


Val 


Glu 


Lys 


Trp 


Leu 


Pro 


Arg 


Leu 


His 


Ala 


Leu 


Val 








20 










25 










30 






Val 


Gly 


Thr 


Gly 


Leu 


Gly 


Arg 


Asp 


Asp 


Ala 


Leu 


Leu 


Arg 


Asn 


Val 


Gin 






35 










40 










45 








Gly 


lie 


Leu 


Glu 


Val 


Ser 


Lys 


Ala 


Arg 


Asp 


He 


Pro 


Val 


Val 


He 


Asp 




50 










55 










60 










Ala 


Asp 


Gly 


Leu 


Trp 


Leu 


Val 


Ala 


Gin 


Gin 


Pro 


Ala 


Leu 


He 


His 


Gly 


65 










70 










75 










80 


Tyr 


Arg 


Lys 


Ala 


Val 


Leu 


Thr 


Pro 


Asn 


His 


Val 


Glu 


Phe 


Ser 


Arg 


Leu 










85 










90 










95 




Tyr 


Asp 


Ala 


Val 


Leu 


Arg 


Gly 


Pro 


Met 


Asp 


Ser 


Asp 


Asp 


Ser 


His 


Gly 








100 










105 










110 






Ser 


Val 


Leu 


Arg 


Leu 


Ser 


Gin 


Ala 


Leu 


Gly 


Asn 


Val 


Thr 


Val 


Val 


Gin 






115 










120 










125 








Lys 


Gly 


Glu 


Arg 


Asp 


He 


Leu 


Ser 


Asn 


Gly 


Gin 


Gin 


Val 


Leu 


Val 


Cys 




130 










135 










140 










Ser 


Gin 


Glu 


Gly 


Ser 


Ser 


Arg 


Arg 


Cys 


Gly 


Gly 


Gin 


Gly 


Asp 


Leu 


Leu 


145 










150 










155 










160 


Ser 


Gly 


Ser 


Leu 


Gly 


Val 


Leu 


Val 


His 


Trp 


Ala 


Leu 


Leu 


Ala 


Gly 


Pro 
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165 170 175 

Gin Lys Thr Asn Gly Ser Ser Pro Leu Leu Val Ala Ala Phe Gly Ala 

180 185 190 

Cys Ser Leu Thr Arg Gin Cys Asn His Gin Ala Phe Gin Lys His Gly 

195 200 205 

Arg Ser Thr Thr Thr Ser Asp Met He Ala Glu Val Gly Ala Ala Phe 

210 215 220 

Ser Lys Leu Phe Glu Thr 
225 230 

<210> 4877 
<211> 1182 
<212> DNA 

<213> Homo sapiens 



<400> 4877 

nttttttttt ctttgttttc ttaagactct 
60 

acttgatctt ggtcactgct ccatgccgga 
120 

gttcaatgaa tgcgtgcgga atgaatgaac 
180 

ggccgggatt tgcggacacg agccccgcgc 
240 

cgtgacgcgg tgactcgcag agcactgacg 
300 

gtcgccggca tggtttctcc gtcctgctgc 
360 

cgctagcttc ggcggcgacc cagacgggga 
420 

agctggtgtg gaagaatggc ggtgagccat 
480 

agcctgatca tcctactgca gggcctccag 
540 

gagagcgtgg cccacggacg catagacaat 
600 

aaagtcacct acacggaccg ttgggggcat 
660 

ggccgcaatg tccgctacgt ccacatccca 
720 

cagcagctgc agattatcca tcgggtgcga 
780 

gaatttcccc caaaaaaact gtaagtgagg 
840 

tcctccagtg atctccggag ctagttccct 
900 

aaagcagggc caggccagaa gctggtgtcc 
960 

acagggttcc acctcccaga ctcactctgg 
1020 

aggtgacaat cccccttttt gatgatctga 
1080 

aagtagtttt caactctccc agtgaggata 
1140 



ctcccctgca 


gcgccatcag 


ctcagggacc 


gcctgggaag 


gagcctggcc 


caggtcgccg 


gactctagtg 


aaagagactc 


caatgacgca 


cgcgaagcac 


tctggggatt 


gtagtttctc 


cactctgcgc 


ccggaggaca 


gagcggcccg 


agccggcggg 


aggcagccag 


tccaggcgcc 

* 


aagcggaagg 


aatgtcgcgt 


gcaagcaggc 


tcagtgaagg 


agcggaccat 


ctctgagaac 


ggccgggtaa 


ccactgtgga 


cctgcgggat 


gtcgatgctt 


tcatgaacat 


ccgcctggcc 


caggtcaagc 


tggatgacct 


ctttgtgaca 


gatgacgtga 


acatcacctc 


gaccattgag 


aactttggtg gcaagggcca 


aggccggtgg 


ccctcagcaa gccctggccc 


caactcggag 


gccctcacac 


cctgtctggt 


acccgagaag 


aacagacacc 


acctgtcaaa 


gctgcctttc 


gacccagaat 


cctatatgtg 


gccttggggt 


atctctgact 


tattgattat 


ggaacctgtc 


attaaacatg ctcagcctga 


gccacctcta 



4055 



WO 00/58473 



PCT/US00/08621 



agtgtctcca tttctcatgc agttgtgttc attttctcat ga 
1182 



<210> 4878 

<211> 122 

<212> PRT 

<213> Homo sapiens 



<400> 4878 
Met Ala Val Ser 
1 

Leu lie He Leu 

20 

Leu Arg Asp Glu 
35 

Phe Met Asn He 
50 

His Gin Val Lys 
65 

Tyr Val His He 

Gin Leu Gin lie 

100 

Gly Arg Trp Glu 
115 



His Ser Val Lys 
5 

Leu Gin Gly Leu 

Ser Val Ala His 

40 

Arg Leu Ala Lys 
55 

Leu Asp Asp Leu 
70 

Pro Asp Asp Val 
85 

He His Arg Val 

Phe Pro Pro Lys 

120 



Glu Arg Thr He 
10 

Gin Gly Arg Val 
25 

Gly Arg He Asp 

val Thr Tyr Thr 

60 

Phe Val Thr Gly 
75 

Asn He Thr Ser 
90 

Arg Asn Phe Gly 
105 

Lys Leu 



Ser Glu Asn Ser 
15 

Thr Thr Val Asp 
30 

Asn Val Asp Ala 
45 

Asp Arg Trp Gly 

Arg Asn Val Arg 

80 

Thr He Glu Gin 
95 

Gly Lys Gly Gin 
110 



<210> 4879 

<211> 1941 

<212> DNA 

<213> Homo sapiens 



<400> 4879 
gttctggttc 
60 

cgcctaccac 
120 

gctgggcttg 
180 

ggaggggcaa 
240 

cggcctggtg 
300 

ggacctggtc 
360 

tcgagaaaca 
420 

tctcatgaca 
460 

ccgtggtaga 
540 

gcaatctggg 
600 

acaatggctc 
660 



gccatcagca 
gtgaagaggt 
gaggatgcct 
gaggaggagg 
tgtggcttgc 
agaggacggt 
gtgccggcgg 
tccgtggagc 
atgagctgga 
acgtggttca 
aggtgtcagg 



tcgccatcaa 
acagccgggc 
ctccgaccca 
agagcctgcc 
tgcctgggag 
tgctgtcctc 
tgtgatgagc 
ttgcgaggca 
gcacgctcta 
agttcaagac 
ggaggccgga 



caatgcctac 
gcagtttgga 
ctgatgctgg 
gttccaactt 
ggatgcacag 
atttgctttc 
acttacaccc 
gcgtggactg 
agagagatgc 
ttgaaggaag 
ggttttccag 



atcctgtaca 
gagagactcg 
gggcgcagga 
gcccatcaga 
ggcctcctga 
caagaagagc 
acgttctcaa 
gtgactgtga 
ctgcttccta 
caaagacgcc 
catttgcctc 



aaatgtcaga 
tcagagagct 
ctcggtcaag 
gacccggaca 
gggacaggat 
atgtcctccc 
gggcagattc 
aggaaggccc 
aagatctaca 
ctgcatggtt 
atgccagcac 
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ctttgaaccg gtctcttaga agaagacaca 
720 

gtgggtgccc attctgaaaa acgaggcatt 
780 

caggggagag agggaaatgc caaaaacttg 
840 

aaatatatct tcaggttatt ttcttactgt 
900 

cccctcctct ccacccccga cgctgacccc 
960 

agttctgtgt tctggcctgt ggcagggccg 
1020 

gttgctctcc acgaggcgca tggggagccc 
1080 

cattggcaga attacttgtc ttgaaaaata 
1140 

ctctacgatg gccatttgct cattgtcttt 
1200 

gtttgcctgc tcagagtggc ccctcagaac 
1260 

caggactgtg gtgacaactc tggtcaggtg 
1320 

tgacggcagg actggagagg ctgcgtgccc 
1380 

aggcagatct gggcactttc ccaacccagg 
1440 

agagtggtgg gcagatctga ccatccccac 
1500 

ccagtccccc ttcaacccag ttgatgtaac 
1560 

tctactcagg ctatgggcct cgtcctcact 
1620 

tccgggcccc acgtggctcc tgtgctctag 
1680 

aatcgatgcc acggattgca ggccaaattt 
1740 

ccctttaatg ggattgaaag cacttttacc 
1800 

gcttttctac aaggtccact atttctgagt 
1860 

taatgaaagc tgatgaattt tcttttctgt 
1920 

tttagatgtt gaaaaaaaaa a 
1941 

<210> 4880 
<211> 202 
<212> PRT 

<213> Homo sapiens 



catcctgggt gtacagtggt gaaatgggga 
cctgctcatt ccctctgctt agctggtggg 
gagtgaagga tgatgctatt ttttattttt 
tgcttcagat ctaatgtaaa aggcagatgt 
ggcctcagtc acggctcttt gcatgatcac 
ggaagggccg ctggcttccg aacagacgtg 
gcgggcccta agctttgtcg cagatgtcat 
agtagcattg ctgaaacaca caaccgaatt 
cctctgtgtg tagtgagtga ccctggcagt 
aacagggctg gccttggaaa aaccccaaaa 
tgatttgaca tgagggccgg aggcggttgc 
ggcactggca gcgaggctcg tgtgtccccc 
tttatgcgtc tccagggaag cctcggtgcc 
agaccagaaa caaggaattt ctgggattac 
cacctcattt tttacaaata cagaatctat 
cagttattgc gagtgttgct gtccgcatgc 
atcatggtga ctcccccgcc ctgtggttgg 
cagatcgtgt ttccaaacac ccttgctgtg 
acatggagaa atatattttt aatttgtgat 
ttaatgtgtt tccaacactt aaggagactc 
ccaaacaagt aaaataaaaa taaaagtcta 



<400> 4880 

Met Val Arg Ser Ala His His Ser Gly Thr Glu Ala Ser Leu Glu Thr 

15 10 15 

His Lys Pro Gly Leu Gly Lys Cys Pro Asp Leu Pro Gly Gly His Thr 
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20 

Ser Leu Ala Ala 
35 

Ala Thr Ala Ser 
SO 

Thr Thr Val Leu 
65 

Arg Gly His Ser 

Gin Arg Lys Asp 

100 

Cys Phe Ser Asn 
115 

Met Thr Ser Ala 
130 

Val Glu Ser Asn 
145 

Cys His Arg Pro 

Glu Ala Gly Val 

180 

Tyr lie Arg Ser 
195 



Ser Ala Gly His 

40 

Gly Pro His Val 
55 

Phe Trp Gly Phe 
70 

Glu Gin Ala Asn 
85 

Asn Glu Gin Met 

Ala Thr Tyr Phe 

120 

Thr Lys Leu Arg 
135 

His Val Cys Ser 
150 

Glu His Arg Thr 
165 

Ser val Gly Gly 

Glu Ala Thr Val 

200 



25 

Ala Ala Ser Pro 

Lys Ser His Leu 

60 

Ser Lys Ala Ser 
75 

Thr Ala Arg Val 
90 

Ala He Val Glu 
105 

Ser Arg Gin Val 

Ala Arg Gly Leu 

140 

Glu Ala Ser Gly 
155 

Val He Met Gin 
170 

Gly Glu Glu Gly 
185 

Arg Lys 



30 

Val Leu Pro Ser 
45 

Thr Arg Val Val 

Pro Val Val Leu 

80 

Thr His Tyr Thr 
95 

Asn Ser Val Val 
110 

He Leu Pro Met 
125 

Pro Met Arg Leu 

Pro Ser Arg Pro 

160 

Arg Ala Val Thr 
175 

Thr Ser Ala Phe 
190 



<210> 4881 

<211> 1333 

<212> DNA 

<213> Homo sapiens 



<400> 4881 
nntttttttt 
60 

ggggtagaga 
120 

ctaggttttg 
180 

gccttggagg 
240 

gctcttctgg 
300 

taagcccggc 
360 

ggccaagcct 
420 

gcatctcctg 
480 

agtgagctgg 
540 

ggatccggtt 
600 

ggaggccgtg 
660 

gaaggatctt 
720 



ttacatgtga 
acagggtcac 
gatacatgac 
gtggccatga 
gtaacagggt 
tctcaggact 
gaaacaaggt 
gcctaggtag 
gcctgtgggt 
tgaggaagaa 
atccgggtgc 
ggtggtaccc 



gtcattcttt 
ctctccactc 
gcagcaactg 
cctcacagcc 
gagccgtctc 
acccaaggaa 
aggcgaagcg 
agtgtgcttg 
ccctgaaaga 
gctggaaaca 
acagtaagtg 
tgccccaccg 



attagggagg 
ccgcccctcc 
atgaacctgg 
atctgtgacg 
cctcccccat 
caggcagatg 
aaagcctctg 
tggctagaag 
ctggtggctg 
gaaacccaac 
tggagatggg 
tggccagatc 



aagcaagcag 
catttctccc 
caggaggcgc 
cctctgaggc 
ccatgcttct 
ggatgggaca 
ttccaagtta 
gctggggccc 
atgtactgtt 
ctcaatgcca 
acactcgctg 
ctagggcttc 



ggaagccaca 
ctcccaacct 
agtggtgctg 
ctgtgtggct 
gtcaggcagg 
gggtgggagt 
ggtccaggca 
ctggggtggg 
ttctataggt 
tccgctctct 
agctcagact 
cggtgccagc 
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caggtgacct 
780 

aatactgggg 
840 

caggggctga 
900 

tcctggctga 
960 

ttcattcctc 
1020 

cttcctgacc 
1080 

agcatcccac 
1140 

ctatgaatct 
1200 

ctcttctaac 
1260 

agttggaacc 
1320 

ccctgggtct 
1333 



gctgttggtc 
ctgcatgcag 
caaagaagaa 
agataggtaa 
cctgcttgaa 
agggttgaga 
ccttgtccct 
ctaaggctct 
ccctggcaat 
agagaacagc 
aga 



tggagtaaga 
cgcctggcct 
gtggaggcag 
tgccagacnc 
gaccccgggt 
ggaagcttag 
ccccacaggc 
ggaaccatct 
agcccccatt 
ctgcctgctt 



ttcctgtgag 
cctgtccaga 
tgaccgcact 
tgggccctgg 
ccgctatgca 
ctaaggccct 
cctcggagca 
gcccgcccac 
cctgggtctt 
tgacagttat 



tgacccaggc 
ctcctgggtg 
ggcgtccctc 
gcccgcagcc 
gccaccccaa 
tgctgcagcc 
gctggtggag 
catgcccttg 
tagagatcct 
cccagggagc 



agcaatggta 
cctagagtgc 
tctgtgggca 
tctccaccgc 
ccctcccagg 
ctggtgctcc 
gaggaagaac 
ggacctggtt 
gtgggcaagt 
gtgagaaaat 



<210> 4882 

<211> 100 

<212> PRT 

<213> Homo sapiens 



<400> 4882 
Xaa Phe Phe Phe 
1 

Arg Glu Ala Thr 

20 

Leu Pro Phe Leu 
35 

Gin Leu Met Asn 
50 

Gly His Asp Leu 
65 

Ala Leu Leu Gly 

Leu Ser Gly Arg 

100 



Thr Cys Glu Ser 
5 

Gly Val Glu Asn 

Pro Ser Gin Pro 

40 

Leu Ala Gly Gly 
55 

Thr Ala lie Cys 
70 

Asn Arg Val Ser 
85 



Phe Phe lie Arg 
10 

Arg Val Thr Ser 
25 

Leu Gly Phe Gly 

Ala Val Val Leu 

60 

Asp Ala Ser Glu 
75 

Arg Leu Pro Pro 
90 



Glu Glu Ala Ser 
15 

Pro Leu Pro Pro 
30 

Tyr Met Thr Gin 
45 

Ala Leu Glu Gly 

Ala Cys Val Ala 

80 

Pro Ser Met Leu 
95 



<210> 4883 

<211> 1371 

<212> DNA 

<213> Homo sapiens 



<400> 4883 

nnagatctaa cagagaacct ggactgtctc ctatcatgat tcccgggaaa tatcgctctg 
60 

tttctggccg ggctgcgaac aacgtgaact gcgggcttca tctggttatt caaacatcat 
120 
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cgcttcctga 
180 

caccttcgtt 
240 

ctacagaagt 
300 

tcgactctga 
360 

aatctggaga 
420 

attgaaaata 
480 

agtcatgttg 
540 

caaatcactt 
600 

tttaacaata 
660 

gacatcacct 
720 

cagaatatga 
780 

atggcatctg 
840 

ttgcttaagg 
900 

caacgagtag 
960 

ccctgtcaga 
1020 

tcaggactca 
1080 

gacggggata 
1140 

agtgttcaaa 
1200 

atcgtccaag 
1260 

aaggaaacaa 
1320 

ccagttggac 
1371 



aaaaaacaaa 
tgttgaactt 
taatatcgtt 
gatgtcttcg 
atctaaaaag 
ttaatcattt 
ataatcttaa 
tcgtgagaga 
tatctagttt 
ttgatggcaa 
tgcagctgcg 
ttttagccaa 
agaagaaaag 
ccaatattgc 
ttgatggaag 
acaatgcttt 
cactttccct 
cagcaggaat 
tgcttcctaa 
atcttgtaat 
aattgatcct 



acaaaagctg 
tcaacacaat 
ggatttatat 
tgtccttctg 
cttagatgtc 
gtgtgagttg 
tgggctggat 
tgtggataat 
tgacagtgtt 
tcccatagct 
ccagctagat 
aaaagaggaa 
gttaacaatt 
tacaaatgaa 
caccctctct 
acaaggttta 
atatggctca 
gatcacaaca 
actgaagatt 
gcagcaattt 
caaggaaatc 



accgtatgtc 
tttataactc 
gataaccaga 
ttggggaaaa 
ttggatcttc 
agagttttaa 
tcactaactg 
ttgccctgcc 
tcctgccttg 
caagagtcat 
atgaagagaa 
gagaagaagc 
aacaacgtag 
gatagaaaag 
gcattcccag 
tctgtcatag 
ggagcactgg 
gtctccttca 
aagtttccta 
aacgcactag 
cagttggtcc 



ctatcatcaa 
ggatacaaaa 
ttgaagaaat 
acagaatcaa 
atggaaatca 
atcttgccag 
aacttaactt 
tccaacatct 
ctgactcttc 
ggtacaaaca 
tcacggaaga 
gggaaagtca 
ctcgacagtg 
attctgactc 
aggaaacagg 
acacatacct 
aatctctgga 
ctttcataga 
attctctgca 
cccaactccg 
attttaacac 



tggggaagac 
tatttctaat 
tagtgggctt 
gaaaatctca 
gattaccaaa 
gaacttttta 
gcgacacaat 
ctttctcagc 
ttccctctcg 
cactgtcctt 
agaaaggcgt 
taaacaatct 
ggacttgcaa 
tcctcaggac 
gcctctagac 
tgttgaagtg 
taggaattgg 
atttgatgaa 
ccttaaattc 
tcggtattga 
t 



<210> 4884<211> 410 
<212> PRT 

<213> Homo sapiens 



<400> 4884 

Thr Ala Gly Phe lie Trp Leu Phe 

1 5 
Thr Lys Gin Lys Leu Thr Val Cys 

20 

Leu Arg Leu Leu Asn Phe Gin His 
35 40 



Lys His His Arg Phe Leu Lys Lys 

10 15 
Pro He He Asn Gly Glu Asp His 
25 30 
Asn Phe He Thr Arg He Gin Asn 

45 
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lie Ser Asn Leu Gin Lys Leu lie Ser Leu Asp Leu Tyr Asp Asn Gin 

50 55 60 

lie Glu Glu lie Ser Gly Leu Ser Thr Leu Arg Cys Leu Arg Val Leu 
65 70 75 80 

Leu Leu Gly Lys Asn Arg lie Lys Lys lie Ser Asn Leu Glu Asn Leu 

85 90 95 

Lys Ser Leu Asp Val Leu Asp Leu His Gly Asn Gin He Thr Lys He 

100 105 110 

Glu Asn He Asn His Leu Cys Glu Leu Arg Val Leu Asn Leu Ala Arg 

115 120 125 

Asn Phe Leu Ser His Val Asp Asn Leu Asn Gly Leu Asp Ser Leu Thr 

130 135 140 

Glu Leu Asn Leu Arg His Asn Gin He Thr Phe Val Arg Asp Val Asp 
145 150 155 160 

Asn Leu Pro Cys Leu Gin His Leu Phe Leu Ser Phe Asn Asn He Ser 

165 170 175 

Ser Phe Asp Ser Val Ser Cys Leu Ala Asp Ser Ser Ser Leu Ser Asp 

180 185 190 

He Thr Phe Asp Gly Asn Pro He Ala Gin Glu Ser Trp Tyr Lys His 

195 200 205 

Thr Val Leu Gin Asn Met Met Gin Leu Arg Gin Leu Asp Met Lys Arg 

210 215 220 

He Thr Glu Glu Glu Arg Arg Met Ala Ser Val Leu Ala Lys Lys Glu 
225 230 235 240 

Glu Glu Lys Lys Arg Glu Ser His Lys Gin Ser Leu Leu Lys Glu Lys 

245 250 255 

Lys Arg Leu Thr He Asn Asn Val Ala Arg Gin Trp Asp Leu Gin Gin 

260 265 270 

Arg Val Ala Asn He Ala Thr Asn Glu Asp Arg Lys Asp Ser Asp Ser 

275 280 285 

Pro Gin Asp Pro Cys Gin He Asp Gly Ser Thr Leu Ser Ala Phe Pro 

290 295 300 

Glu Glu Thr Gly Pro Leu Asp Ser Gly Leu Asn Asn Ala Leu Gin Gly 
305 310 315 320 

Leu Ser Val He Asp Thr Tyr Leu Val Glu Val Asp Gly Asp Thr Leu 

325 330 335 

Ser Leu Tyr Gly Ser Gly Ala Leu Glu Ser Leu Asp Arg Asn Trp Ser 

340 345 350 

Val Gin Thr Ala Gly Met He Thr Thr Val Ser Phe Thr Phe He Glu 

355 360 365 

Phe Asp Glu He Val Gin Val Leu Pro Lys Leu Lys He Lys Phe Pro 

370 375 380 

Asn Ser Leu His Leu Lys Phe Lys Glu Thr Asn Leu Val Met Gin Gin 
385 390 395 400 

Phe Asn Ala Leu Ala Gin Leu Arg Arg Tyr 

405 410 

<210> 4885 

<211> 489 

<212> DNA 

<213> Homo sapiens 

<400> 4885 
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cttaagaagg 
60 

gtgtttcagg 
120 

agagaactgg 

180 

aacctggtct 
240 

gaagtggtaa 
300 

cgagaaagac 
360 

tgggctgcac 
420 

gaccctggcc 
480 

ggcagtcag 
489 



aaaatatggc 
gctttatgtc 
accttgctca 
ccttggtagg 
gcccacgaac 
agggctggag 
cctccagtag 
aggatcagaa 



tgctctttgc 
attcaaggat 
gagagtcttg 
atttccattt 
acaaatgcag 
accagtttgc 
aactggacct 
agaaggaaac 



cggacagcag 
gtggctgtga 
tacagggatg 
tccaaacctg 
gagggagagg 
tgatagtgac 
gaggcagcta 
ctctcctgag 



agtcccagaa 
acttcactag 
taatgctgga 
gtatcatctc 
tgccaagaag 
ccccaaccag 
ggaataggat 
ggtcttcagc 



ccccatgcag 
gnaagaatgg 
gaactatagg 
ctagttggaa 
cagcggtaca 
aaaagttcat 
gcatgtttct 
agtggaagag 



<210> 4886 

<211> 77 

<212> PRT 

<213> Homo sapiens 

<400> 4886 

Leu Lys Lys Glu Asn Met Ala Ala Leu Cys Arg Thr Ala Glu Ser Gin 

15 10 15 

Asn Pro Met Gin Val Phe Gin Gly Phe Met Ser Phe Lys Asp Val Ala 

20 25 30 

Val Asn Phe Thr Arg Xaa Glu Trp Arg Glu Leu Asp Leu Ala Gin Arg 

35 40 45 

Val Leu Tyr Arg Asp Val Met Leu Glu Asn Tyr Arg Asn Leu Val Ser 

50 55 60 

Leu Val Gly Phe Pro Phe Ser Lys Pro Gly lie lie Ser 
65 70 75 

<210> 4887 

<211> 2271 

<212> DNA 

<213> Homo sapiens 

<400> 4887 

nntttttttt tttttttttc aaagggacac ctgcaccccc atgtttattg cagcaatatt 
60 

cacaatagcc ttgtagtttt agcgcttaga ggcatttaaa cagcctctct cctccagact 
120 

acttcactgt agtttattat ccctgaccct ccacaatgtg attaccaacc gctaggatga 
180 

gttgcatctt attataaagt agcaaattac aagattgtaa cattagactt tttaagaaaa 
240 

tccagtcagc ttttatacta atccatctta atttctaggt tactcagaat tccaggtatt 
300 

ctgatttgga ctcacatctc gtattgtatt gcctgtattt aactaggaag ttactgccaa 
360 
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cagcatctat 
420 

gtaatagaac 
480 

cagggcatct 
540 

tcagcacatt 
600 

gccatcttgc 
660 

tcacaagaac 
720 

ggaactaatt 
780 

caagacctac 
840 

gccacagaag 
900 

gattctggcc 
960 

tctcactctg 
1020 

catcatgact 
1080 

ttggatcaaa 
1140 

cacacttacc 
1200 

gggaagtcac 
1260 

gatgaccagc 
1320 

cctgttgatt 
1380 

cttatccgtg 
1440 

cgcaaattgg 
1500 

gaaactctta 
1560 

ctgcatgacc 
1620 

aatcccaacc 
1680 

gaactggtgg 
1740 

actgaagatg 
1800 

aaaccattga 
1860 

taacgctgtt 
1920 

caatctgggg 
1980 



ctctattaaa 
tgcttcagaa 
cattgggaga 
atcatgtaaa 
tttgtcccaa 
catttctgca 
tgacaggatt 
tgtatgacct 
acaactttga 
tttctttaga 
tgtgtgatga 
tagaaggtgc 
gtgattctga 
acttacagcc 
agaagataag 
gtgctaaagc 
ctttcaatag 
acatcagacg 
acataatttt 
agagagagca 
tttatcatga 
actatgctct 
cctcaggcca 
gactctatta 
aactgcttca 
ttgaagctta 
gagccacaac 



tgtagaggaa 
atagggctat 
tattcctctt 
cttcagccag 
caatacattt 
gttaaattct 
tctttcaccg 
tgacataaat 
tccaatcgat 
ttcaagtcac 
aggtgctata 
tgtaggtggc 
tttccatgga 
aactgcacca 
gagtagatac 
tttgcatatc 
catgttaagt 
aagagggaaa 
gaatttagaa 
agcacaatgt 
tatttttagt 
ccagtgtacc 
caaaaaggaa 
tgtgaagtag 
agaattgtat 
catggacaaa 
ttttcatgaa 



ttgacaaaag 
tcatgtttga 
ccaggcagta 
gctataagtc 
agaagagatc 
cataccacca 
gttgacaatc 
atatttgatg 
gtttctcagc 
aataatacct 
ggttattgca 
tactacccag 
gatcttacat 
gaatctactt 
cttgaagacc 
cctttttctg 
agatattatc 
aataaagttg 
gatgatgtat 
aacaaagcta 
agattaagag 
catgatggaa 
acccaaaagg 
taatgttcag 
ctttaagtac 
tgtttaggac 
gtgcattgta 



aggggaaaga 
agtgtttctc 
tcagtgatgg 
aggatgtgaa 
caacagcaag 
atcctgagca 
atatgaggaa 
agataaactt 
tttttgatga 
ctgtcatcaa 
ctgaccatga 
aacccagtaa 
ttcaacacgt 
ctgacncttt 
cagatagaac 
tagatgaaat 
tgacagacct 
ctgcgcagaa 
gtaacttgca 
ttaacataat 
atgaccaagg 
gtatcttgat 
gaaagagaaa 
aaactgatta 
tgctacttga 
ttcaagatca 
tacaaaattc 



aagttgttag 
cttcgttttt 
catgaattct 
tcttcatgag 
gacttcacag 
aacccttcct 
tctaacaagc 
aatgtcattg 
accagattct 
gtctaattcc 
atctagttcc 
gctttgtcac 
atttcataac 
tccgnntgct 
cttaagccgt 
tgtcggcatg 
acaagtctca 
ctgtcgtaaa 
agcaaagaag 
gaaacagaaa 
taggccagtc 
agtacccaaa 
gtgagaagaa 
tttggatcag 
ataactcagt 
cacttgtggg 
atagttatgt 
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ccaaagaata 
2040 

taagagtaag 
2100 

t'atttcagtt 
2160 

gcttttcaaa 
2220 

taaattttgt 
2271 



ggttaacatg 
ttggttactt 
ttaaatgcaa 
cactatttta 
atttgtatta 



aaaacccagt 
caaaaagagc 
aatagcctta 
atctttatat 
aaaattaact 



aagactttcc 
aaacactggg 
ttttcattta 
ttaacttata 
tttccctttt 



atcttggcag 
gatcaaatta 
gtttgttagc 
aattttgctt 
aaaaaaaaaa 



ccatcctttt 
ttttaagagg 
actatagtga 
tctatggaaa 
a 



<210> 4888 

<211> 429 

<212> PRT 

<213> Homo sapiens 

<400> 4888 

Gly Tyr Ser Cys Leu Lys Cys Phe Ser Phe Val Phe Gin Gly lie Ser 

15 10 15 

Leu Gly Asp lie Pro Leu Pro Gly Ser lie Ser Asp Gly Met Asn Ser 

20 25 30 

Ser Ala His Tyr His Val Asn Phe Ser Gin Ala He Ser Gin Asp Val 

35 40 45 

Asn Leu His Glu Ala He Leu Leu Cys Pro Asn Asn Thr Phe Arg Arg 

50 55 60 

Asp Pro Thr Ala Arg Thr Ser Gin Ser Gin Glu Pro Phe Leu Gin Leu 
65 70 75 80 

Asn Ser His Thr Thr Asn Pro Glu Gin Thr Leu Pro Gly Thr Asn Leu 

85 90 95 

Thr Gly Phe Leu Ser Pro Val Asp Asn His Met Arg Asn Leu Thr Ser 

100 105 110 

Gin Asp Leu Leu Tyr Asp Leu Asp He Asn He Phe Asp Glu He Asn 

115 120 125 

Leu Met Ser Leu Ala Thr Glu Asp Asn Phe Asp Pro He Asp Val Ser 

130 135 140 

Gin Leu Phe Asp Glu Pro Asp Ser Asp Ser Gly Leu Ser Leu Asp Ser 
145 150 155 160 

Ser His Asn Asn Thr Ser Val He Lys Ser Asn Ser Ser His Ser Val 

165 170 175 

Cys Asp Glu Gly Ala He Gly Tyr Cys Thr Asp His Glu Ser Ser Ser 

180 185 190 

His His Asp Leu Glu Gly Ala Val Gly Gly Tyr Tyr Pro Glu Pro Ser 

195 200 205 

Lys Leu Cys His Leu Asp Gin Ser Asp Ser Asp Phe His Gly Asp Leu 

210 215 220 

Thr Phe Gin His Val Phe His Asn His Thr Tyr His Leu Gin Pro Thr 
225 230 235 240 

Ala Pro Glu Ser Thr Ser Asp Xaa Phe Pro Xaa Ala Gly Lys Ser Gin 

245 250 255 

Lys He Arg Ser Arg Tyr Leu Glu Asp Pro Asp Arg Thr Leu Ser Arg 

260 265 270 

Asp Asp Gin Arg Ala Lys Ala Leu His He Pro Phe Ser Val Asp Glu 

275 280 285 

He Val Gly Met Pro Val Asp Ser Phe Asn Ser Met Leu Ser Arg Tyr 
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290 295 300 



Tyr 


Leu 


Thr 


Asp 


Leu 


Gin 


Val 


Ser 


Leu 


He Arg Asp 


He 


Arg 


Arg 


Arg 


305 










310 








315 








320 


Gly 


Lys 


Asn 


Lys 


Val 


Ala 


Ala 


Gin 


Asn 


Cys Arg Lys 


Arg 


Lys 


Leu 


Asp 










325 










330 






335 




lie 


lie 


Leu 


Asn 


Leu 


Glu 


Asp 


Asp 


Val 


Cys Asn Leu 


Gin 


Ala 


Lys 


Lys 








340 










345 






350 






Glu 


Thr 


Leu 


Lys 


Arg 


Glu 


Gin 


Ala 


Gin 


Cys Asn Lys 


Ala 


He 


Asn 


He 






355 










360 






365 








Met 


Lys 


Gin 


Lys 


Leu 


His 


Asp 


Leu Tyr 


His Asp lie 


Phe 


Ser 


Arg 


Leu 




370 










375 






380 










Arg 


Asp 


Asp 


Gin Gly Arg 


Pro 


Val 


Asn 


Pro Asn His 


Tyr 


Ala 


Leu 


Gin 


385 










390 








395 








400 


Cys 


Thr 


His 


Asp 


Gly 


Ser 


He 


Leu 


He 


Val Pro Lys 


Glu 


Leu 


Val 


Ala 










405 










410 






415 




Ser 


Gly 


His 


Lys 


Lys 


Glu 


Thr 


Gin 


Lys 


Gly Lys Arg 


Lys 









420 425 



<210> 4889 

<211> 619 

<212> DNA 

<213> Homo sapiens 



<400> 4889 
nntgtttttc 
60 

cataggcaga 
120 

gtggttgttg 
180 

gcacatttct 
240 

acaggggaga 
300 

tccgccttcc 
360 

gagcctggtc 
420 

gactgggcaa 
460 

aacatctccc 
540 

aggacagacc 
600 

tgcacccatg 
619 



actttattat 
cacctctaag 
aatcctacaa 
tgaagcccag 
ccttttccat 
tgctggacaa 
tgggaagcat 
aacagaggat 
ggccctcacc 
cctttacaca 
ctatgtaca 



acaaaaaagg 
ccactccctc 
aacactcctt 
gttctgagcc 
caaatacaag 
tggagaccag 
ccgagaatgg 
gtggagaacg 
gacccttttt 
cacacacaca 



gaaaacaaaa 
ccacctccca 
aaatattaga 
tggggtggcc 
ctttaagctt 
cagctcggat 
cttcagcaca 
gggcagcctc 
ccagattcac 
cactcacact 



cttccacagt 
tgatacaaat 
aaagaagtta 
aggcttggcc 
cacaccatct 
gcatgtgact 
ctccccctaa 
agcctgctcc 
aacaaactga 
cttttgcaca 



tggctttaag 
tcaagttgtg 
ggagctccca 
tctcagatga 
tgcctgcctt 
ctggcagagg 
tggaatcaga 
caccagggtc 
tgtgggctct 
catccacagc 



<210> 4890 

<211> 90 

c212> PRT 

<213> Homo sapiens 



<400> 4890 

Leu Trp Gin Arg Glu Pro Gly Leu Gly Ser He Arg Glu Trp Leu Gin 
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1 

His Thr Pro Pro 

20 

Arg Thr Gly Gin 
35 

Pro Ser Pro Thr 
50 

Arg Thr Asp Pro 
65 

His lie His Ser 



5 

Asn Gly He Arg 

Pro Gin Pro Ala 

40 

Leu Phe Pro Asp 
55 

Phe Thr His Thr 
70 

Cys Thr His Ala 
85 



10 

Asp Trp Ala Lys 
25 

Pro Thr Arg Val 

Ser Gin Gin Thr 

60 

His Thr His Ser 
75 

Met Tyr 
90 



15 

Gin Arg Met Trp 
30 

Asn He Ser Arg 
45 

Asp Val Gly Ser 

His Ser Phe Ala 

80 



<210> 4891 

<211> 1998 

<212> DNA 

<213> Homo sapiens 



<400> 4891 
ngggcaggac 
60 

cttgacaatt 
120 

aatcaccgcc 
180 

agcatttatg 
240 

ggtcagcggg 
300 

ctgtggtgca 
360 

atgggttctt 
420 

gggcgaggcg 
480 

ggcggacgag 
540 

ccagcggagt 
600 

ggggacctag 
660 

agctggttct 
720 

aggtgcagcg 
780 

ccatggatct 
840 

tcaacaagta 
900 

aggaggtgga 

960 

naactgctct 
1020 

ataaagcgtg 
1080 



tggtgggaca 
ctcatccatc 
ccgccctccc 
cccctgggga 
acattcacca 
gcacttctgt 
atcgggaggg 
cggcggttcg 
cagcgcgctc 
tgtgggggcc 
cggggccgag 
tacggtgagg 
gaggggccgc 
cctccgagct 
cataaagttc 
cgcagagcag 
tttcagatgg 
gccgtcaggc 



cagaagcggc 
acacagccaa 
tcaatgtctc 
caggatgcat 
ccaaactcct 
tcagccggac 
cattctccct 
gttcccatgg 
cagtgacgtc 
gggggcgcca 
aggggcggct 
gcgcccccga 
cgctcacaga 
gtcctgcagc 
ttccagaagg 
ctgatccagg 
agaaaaagta 
agaagaagaa 



cacagcctga 
caatgcacag 
cgaggcaggt 
ccccatcaca 
taggaatgtc 
acaattcatc 
cttttgaagg 
taaccccgca 
acggcgccac 
tgggagccac 
tggagctggg 
acccttggaa 
tgacaacaag 
ccagcatcaa 
cagcactgaa 
aagcctgtcg 
atacccagat 
tgtgcccatc 



cttgcaacat 
gcccaccaga 
gcggccacag 
cagctcctca 
tcggcagatc 
gccctggcac 
cctctaagtg 
gctccagcgt 
tttccggccg 
tggcgacgcc 
ggatgcgggc 
cataatgata 
tttcacagat 
cgaggagatc 
cgtgcgagac 
gagctgcctg 
tgacccatga 
gaggaagccc 



ttttctccag 
acttttggac 
ccggtgctgc 
cacggaaggg 
cgaccacagc 
agctctttgc 
taactgtcct 
cgcgcttccg 
gtgacagagt 
gagcagccgc 
gcagcggggc 
aagcaccggc 
cctgccatct 
cagactgtct 
aatgttgggg 
gagcaggcta 
gcttccagga 
ccttcctaaa 
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aagaggaaag gacggcctcc tggacacatc ctgtcaagcg accgggcagc cgccggcatg 
1140 

gtatggaaac caaaatcctg tgaaccaatt cgccgggaag gccccaagtg ggacccagct 
1200 

cgcctgaatg aacctaccac ctttgtgttg ggatctcgag ccaacaaagc cctggggatg 
1260 

gggggcacca gaggaagaat ctacatcaag cacccacacc tctttaagta tgcagctgac 
1320 

ccccaggata agcactggct ggctgagcag catcacatgc gggcaacagg gggcaagatg 
1380 

gcctacctcc tcatcgagga ggacatccgg gaccttgcgg ccagtgatga ttacagagga 
1440 

tgcctggatc tgaagctaga ggaattgaaa tcctttgtcc taccctcctg gatggtggag 
1500 

aagatgagaa agtatatgga gacactacgg acagagaatg agcatcgtgc tgttgaagca 
1560 

cctccacaga cctgaggccg ggtcccctgg ccacacttgg cagccctcct ccaaagccct 
1620 

cttcctcacg tggctgaggc caccgctggg actgctccta gatggatctc agcggcatta 
1680 

agctgtgcct gagcgagttt gtagtgactc actgcacagc acccccagac tagcatgtgg 
1740 

ttctatattt gtaaagttat tgggataaga aacaattaaa cagtttgtag taaacacaga 
1800 

tggtgaacct gctgtgccct ctaccttgtg ggaattgaca gaacatcaag ggctctagaa 
1860 

9tgggtgtag gaaaaaagga cgagataacc ctcacccata acagtataga gccaggcttg 
1920 

ataagaccaa cctgggagca ccatgtaccc tgcccgtctt ccctttgccc atttgtagtt 
1980 

tccttaccca gctaatgt 
1998 

<210> 4892 

<211> 216 

<212> PRT 

<213> Homo sapiens 



<400> 4892 



Ser Arg 


Lys 


Pro 


Val 


Gly 


Ala 


Ala 


Trp 


Ser 


Arg 


Leu 


Xaa 


Leu 


Leu 


Phe 


1 






5 










10 










15 




Ser Asp 


Gly 


Glu 


Lys 


Val 


He 


Pro 


Arg 


Leu 


Thr 


His 


Glu 


Leu 


Pro 


Gly 






20 










25 










30 






lie Lys 


Arg 


Gly 


Arg 


Gin 


Ala 


Glu 


Glu 


Glu 


Cys 


Ala 


His 


Arg 


Gly 


Ser 




35 










40 










45 








Pro Leu 


Pro 


Lys 


Lys 


Arg 


Lys 


Gly 


Arg 


Pro 


Pro Gly 


His 


He 


Leu 


Ser 


50 










55 










60 










Ser Asp 


Arg 


Ala 


Ala 


Ala 


Gly 


Met 


Val 


Trp 


Lys 


Pro 


Lys 


Ser 


Cys 


Glu 


65 








70 










75 










80 


Pro lie 


Arg 


Arg 


Glu 


Gly 


Pro 


Lys 


Trp 


Asp 


Pro 


Ala 


Arg 


Leu 


Asn 


Glu 








85 










90 










95 




Ser Thr 


Thr 


Phe 


Val 


Leu 


Gly 


Ser 


Arg 


Ala 


Asn 


Lys 


Ala 


Leu 


Gly 


Met 






100 










105 










110 






Gly Gly 


Thr 


Arg 


Gly 


Arg 


He 


Tyr 


He 


Lys 


His 


Pro 


His 


Leu 


Phe 


Lys 
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115 








120 




125 




Tyr Ala 


Ala 


Asp 


Pro Gin 


Asp 


Lys 


His 


Trp Leu Ala Glu Gin His 


His 




130 








135 






140 




Met 


Arg 


Ala 


Thr 


Gly Gly 


Lys 


Met 


Ala 


Tyr Leu Leu He Glu Glu 


Asp 


145 








150 








155 


160 


He 


Arg 


Asp 


Leu 


Ala Ala 
165 


Ser 


Asp 


Asp 


Tyr Arg Gly Cys Leu Asp 
170 175 


Leu 


Lys 


Leu 


Glu 


Glu Leu Lys 


Ser 


Phe 


Val 


Leu Pro Ser Trp Met Val 


Glu 








180 


• 






185 


190 




Lys 


Met 


Arg 
195 


Lys 


Tyr Met 


Glu 


Thr 
200 


Leu 


Arg Thr Glu Asn Glu His 

205 


Arg 


Ala 


Val 
210 


Glu 


Ala 


Pro Pro 


Gin 
215 


Thr 









<210> 4893 
<211> 5212 
<212> DNA 

<213> Homo sapiens 
<400> 4893 

nnctaaagga gtcccctgga aggcctccac aacctcacgc tagagtcaag aatggatatg 
60 

ttcagcttgg atatgatcat cagtgaccca gctgcagaag ccagcagggc tgggaagaag 
120 

cagctcagag gtgttcagaa cccttgccca tctgccagag ccagaccccg gcacaagtcc 
180 

ctcaacataa aggacaagat atcagaatgg gaagggaaga aagaggtgcc cactcctgca 
240 

cccagcagga gagcagacgg acaggaggat tatctgccgt cctctacggt ggagaggagg 
300 

agtagtgatg gggtgagaac tcaggtcaca gaggctaaga atggaatgag gccaggaaca 
360 

gagagcacag agaaggagag gaataaagga gcagtgaacg tcgggggaca ggacccagag 
420 

ccggggcaag acctaagcca gccagaacgg gaagtggatc ctagctgggg ccgaggccga 
480 

gagccaagac ttggcaagct gcgctttcag aacgatcacc tctccgtgct gaagcaggtc 
540 

aagaaactcg agcaggcttt gaaggatggg tcggcagggc tggatcccca gttaccaggg 
600 

acttgttact ccccacactg ccctcctgac aaggcagagg cagggtccac ccttcctgag 
660 

aacctgggag gcgggagtgg ctcagaagtc agccagaggg tccacccctc ggacctggaa 
720 

ggcagggagc ccacccctga gcttgtggag gacaggaaag gttcatgcag aaggccctgg 
780 

gaccggagcc ttgagaacgt gtataggggc tcggagggtt cccccacaaa gcccttcatc 
840 

aaccctctgc caaaaccccg gagaacgttc aaacatgccg gagaagggga caaagatggg 
900 

aagcctggca tcggcttcag gaaagagaaa agaaatctgc ctcctctgcc ctctctacct 
960 

cccccgcctc tgccctcctc tcccccacct tcctctgtga acagaagact gtggaccggg 
1020 
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agacagaaat 
1080 

tcctctgaga 
1140 

ttatcggagg 
1200 

gaggacatcg 
1260 

cttctcccac 
1320 

Cttttccgac 
1380 

cgggatggaa 
1440 

gacattttct 
1500 

ctggtgttgc 
1560 

ctgtcccagt 
1620 

agtgacacag 
1660 

ctgaagcagg 
1740 

cagctcttcg 
1800 

gtgccagaac 
1860 

gaagctgagg 
1920 

gttcctgtcc 
1980 

agcagaaggt 
2040 

gaagtttact 
2100 

gaggtggaaa 
2160 

atggaagccc 
2220 

tcaggaactg 
2280 

tttgagtctc 
2340 

cttctggaga 
2400 

cacgcgatgg 
2460 

ccacccgcca 
2520 

agctcgctgc 
2580 

aacagccggt 
2640 



ccagtgcaga 
gcagcagggt 
agaacgtcta 
agttacatgg 
ctncttccat 
aaaattcaga 
ctgggtcccc 
ttaaccttgg 
gaatcaacgc 
caatggagag 
aggagaagct 
cgcctcggta 
agtactttgt 
tcacccaaca 
accaactgaa 
agcagttcac 
tcggttactg 
gcattgtgag 
aaagacgagg 
ctttcccagc 
aggtgatcga 
tcttctcctc 
ggagggtcat 
tggcgctgat 
tggtcgacat 
cactgctcag 
tcctcagaca 



ccacagaaag 
ggactggtac 
tgaagacatt 
tcgctgcctg 
ccctgacaca 
gaggaggaac 
ttccaaaatc 
agacccacag 
catttatgag 
caactcagga 
gaaagctcac 
cccatcactt 
ggttgtgtct 
gttccctctg 
ggccattccc 
cagtgaaaca 
ccgaagactg 
ccgcctggga 
catctctcct 
cctgggcaaa 
actgtgccgc 
cctcagcgtc 
cttcattgca 
ctaccccttc 
cgtgtgctcg 
ggagctgccg 
gatggacgat 



tcctatgagt 
gcgcagacta 
ctagatccgc 
ggaaagaagn 
ctcaccaagc 
ttcaagctgc 
agccctccct 
aacggcagga 
gtccggagag 
aaagtgacag 
agccagcgcc 
gcccgggaac 
ttgcacaaga 
aagttggaaa 
cagttctgtt 
ttctcgtttg 
ctgcctggag 
tgcttcagcc 
gccctggttc 
accatccttg 
ccgctggact 
cgccacctgg 
gacaagctca 
gcctggcagc 
ccgacgccct 
ctggaagagg 
gaggactcca 



ttgaagattt 
agctggggct 
caatgaagga 
ntgtgtcttg 
agtcattgtc 
tggacactag 
ccactcccag 
agaagagaaa 
gaaagaaacg 
atgagaacag 
tggtcaacgt 
tcatcgagta 
agcaggccgg 
ggtctttcaa 
ttcccgatgc 
tcttaactgg 
gcaaagggaa 
tcttttcaag 
agccactcat 
tcaagaactt 
cccggctcga 
tctgtgtgtt 
gcatcctgtc 
acacctacat 
tcctcatcgg 
tccttgtggt 
tcctgccccg 



actgcagtct 
gacacgcact 
gaacccttat 
aattttcctg 
caaacctgct 
gaagctgagt 
cagccctgat 
gatacccaag 
ggtgaagagg 
tgagtctgac 
gaagtcccgg 
ccaggagagg 
ggctgcctac 
gttcatgaga 
caaggattgg 
agaagatggg 
gcgccttcct 
gatcttggat 
gagaagtgtc 
cctgccaggt 
gcacgtggac 
tgcctccctg 
caagtgctgc 
cccggtgctg 
gctgctctcc 
tgacctcgtc 
gaagcttcag 
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gtggccctgg aacacattct 
2700 

cccctagacg gcaggcacgg 
2760 

tttgtccgct tcttcgtgga 
2820 

cgtgaggaga gaaccctgca 
2880 

cgccacttcc tggaggtctt 
2940 

gagctgcgcc ggcaggatgc 
3000 

acactcccca gtggagagca 
3060 

atgaaatttc tccacaagaa 
3120 

ccctatgctt taaaaacagt 
3180 

cggtgcggaa ctggaggccg 
3240 

gacctgggag ccgcctggga 
3300 

cgacatgcaa atgggttgtt 
3360 

taagaaaaat gtgtgggttt 
3420 

ctacacgttc ccctcgttcg 
3480 

gatgggcaac agaaatgagg 
3540 

ggggaggagg cggagccggt 
3600 

ggcccttgcc ctagagtgga 
3660 

cagacacgct gctcttccag 
3720 

tctctcttcc caaatggacc 
3780 

ggaactgtcc actgcctgag 
3840 

agtaaactgt tctaggggtc 
3900 

atagccacaa ctttgacccc 
3960 

aatagtggat gtgcactgcc 
4020 

gtaacaagat ggagggtgag 
4080 

gcagcttgcg ttttctggac 
4140 

gcgacctaag agctgtcctg 
4200 

ggaaaagccc cgaacacagc 
4260 



ggaacagagg aacgagctgg 
tccagagtcc agccccttga 
gattgtggga cactactctt 
gcgggaggcc ttccgcaaag 
catggagact cagatgtttc 
caaaggtctg tttgaggtcc 
cagcggtgtc aataagttcc 
ataactctca gcctcaaggg 
tcctggtggc ctttctgaaa 
cggtggcttc tggccgaggc 
ggacagcccc agaaagggag 
ttggtggttg ggtttttttt 
tctgtttatt atgccaaggc 
tcccatccgg ccgctcagca 
tgctcctcgg agcgggactg 
gcctcgggtt cagggagtga 
ggctagggag gaacgggagc 
aagggacagt gatgccacct 
tgactcttct tgactgcctt 
tagtccctgg cttttagagg 
ttcaagttta cgacactgct 
gttcccatct cattccaggg 
tgtacacggt ggggggcggg 
aacgctgggg cggcgtcatg 
cagaagcagg gagggtgtgg 
cagcggggac agtggggaca 
tgaggcaggt tctcagagca 



cttgtgagca ggacgaaggg 
acgaggtggt gtctgaagcc 
tgttcctgac gtcgggcgag 
ctgtctcctc caagagcctc 
ggggcttcat ccaggagcgg 
gagcccaaga gtatctggaa 
tgaagggact aggcaataaa 
aaaacttcct cctagtgcag 
ggctgggtcc caggttgtca 
tgggctcttc cctggatgag 
cccgagacca ggcgtgtcgc 
tttatcttag atattaaaag 
caagaggagc ctgtcctgcc 
atggagctaa gaggagtggt 
acgacacatg aggactgtga 
ggcctcctag tgaaaggctg 
tgtagacgga tgtggcttcc 
ggtggccgag gccatggacg 
gttctcttag aagaagccat 
cacacacaca aaaagaggtc 
cacggcccac cttccaacac 
gcccagagca gcattaatgc 
gggacctttt gcggctgatg 
agccgtgtgc agccagagag 
agaaggccaa aaacctcagg 
gcagggacag cggggaggca 
agcctcaggg ccactaccag 
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gtgacccctg ccctcagctc tcaccagcga ccctcacaga aacacaaaag ggaggggcgc 
4320 

cgacctcaac aatggcccag aggggccata ctgcctggca ggggttctca acctttaggg 
4380 

agcgggagca aggggccttc cgaggataaa tagaaatgag gaaaatgagg ggaggtgacc 
4440 

tctcatcctt cctcttagct ggagttatgg accccctcgc ccctccaagt tctacccagg 
4500 

ctttggtgtg tccattactt tttcagaggt gaagatccac agtttacatc aaattctcaa 
4560 

agatgctccc agaatggtag aaaccaggct gtgcataaaa attaacctgc ctggctgggc 
4620 

gcggtgactc acacctgtaa tctcagcact ttgagaggcc aaggcaggtg ggtggatcac 
4680 

ttgaggtcag gagttcgagg ccagcctggc caacatggca aaactccgtc tgtactaaaa 
4740 

atacaagaaa aacttagcca gccatggtgg tgcgtgcctg ttatcccaac tacctggaag 
4800 

gctgaggcag aagaatcgct tgaactgggg aggagaaggt tgcagtgagc cgagatcatg 
4860 

ccactgcact ccagcctgga caacagagca agactccttc tcaaaaaaac tctggctggg 
4920 

tgtgtgtggg tggggactag ggggatgcct gaatgagaat ccctgaatcc ttgagtgtgg 
4980 

gggttcagga atatgtatct aacaagctcc ttggattagt caagtttgtg tgggggctca 
5040 

ggaatatatg tatctagcaa gctcctcaga ctagtcaact ttcttaatag tctgcatatt 
5100 

tgtatattgc ccagaaaggg acactttttg gaatatactt tctttttttt aacttatttc 
5160 

gcattatatt gtttacttaa taactccaag caaataaatg tacatcttta tc 
5212 

<210> 4894 

<211> 399 

<212> PRT 

<213> Homo sapiens 



<400> 4894 



Met Asp 


Met 


Phe 


Ser Leu Asp Met lie lie 


Ser Asp 


Pro 


Ala 


Ala 


Glu 


1 






5 10 










15 




Ala Ser 


Arg 


Ala 


Gly Lys Lys Gin Leu Arg 


Gly Val 


Gin 


Asn 


Pro 


Cys 






20 


25 








30 






Pro Ser 


Ala 


Arg 


Ala Arg Pro Arg His Lys 


Ser 


Leu 


Asn 


He 


Lys 


Asp 




35 




40 






45 








Lys lie 


Ser 


Glu 


Trp Glu Gly Lys Lys Glu 


Val 


Pro 


Thr 


Pro 


Ala 


Pro 


50 






55 




60 










Ser Arg 


Arg 


Ala 


Asp Gly Gin Glu Asp Tyr 


Leu 


Pro 


Ser 


Ser 


Thr 


Val 


65 






70 


75 










80 


Glu Arg 


Arg 


Ser 


Ser Asp Gly Val Arg Thr 


Gin 


Val 


Thr 


Glu 


Ala 


Lys 








85 90 










95 




Asn Gly 


Met 


Arg 


Pro Gly Thr Glu Ser Thr 


Glu 


Lys 


Glu 


Arg 


Asn 


Lys 






100 


105 








110 






Gly Ala 


Val 


Asn 


Val Gly Gly Gin Asp Pro 


Glu 


Pro 


Gly 


Gin Asp 


Leu 
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115 








120 










125 








Ser 


Gin 


Pro 


Glu Arg 


Glu Val 


Asp 


Pro 


Ser Trp Gly Arg 


Gly 


Arg 


Glu 




130 








135 










140 










Pro 


Arg 


Leu 


Gly Lys 


Leu Arg 


Phe 


Gin 


Asn Asp 


His 


Leu 


Ser 


Val 


Leu 


145 










150 








155 










160 


Lys 


Gin 


Val 


Lys 


Lys 


Leu Glu 


Gin 


Ala 


Leu 


Lys 


Asp Gly 


Ser 


Ala 


Gly 










165 








170 










175 




Leu 


Asp 


Pro 


Gin 


Leu 


Pro Gly Thr Cys 


Tyr 


Ser 


Pro 


His 


Cys 


Pro 


Pro 








180 








185 










190 






Asp 


Lys 


Ala 


Glu 


Ala 


Gly Ser Thr Leu 


Pro 


Glu 


Asn 


Leu 


Gly 


Gly 


Gly 






195 








200 










205 








Ser 


Gly 


Ser 


Glu 


Val 


Ser Gin Arg Val 


His 


Pro 


Ser Asp 


Leu 


Glu 


Gly 




210 








215 










220 










Arg 


Glu 


Pro 


Thr 


Pro 


Glu Leu 


Val 


Glu 


Asp Arg 


Lys 


Gly 


Ser 


Cys 


Arg 


225 










230 








235 










240 


Arg 


Pro 


Trp 


Asp Arg 


Ser Leu 


Glu 


Asn 


Val 


Tyr Arg Gly 


Ser 


Glu 


Gly 










245 








250 










255 




Ser 


Pro 


Thr 


Lys 


Pro 


Phe He 


Asn 


Pro 


Leu 


Pro 


Lys 


Pro 


Arg 


Arg 


Thr 








260 








265 










270 






Phe 


Lys 


His 


Ala Gly 


Glu Gly Asp Lys 


Asp Gly Lys 


Pro 


Gly 


He 


Gly 






275 








280 










285 








Phe 


Arg 


Lys 

• 


Glu 


Lys 


Arg Asn 


Leu 


Pro 


Pro 


Leu 


Pro 


Ser 


Leu 


Pro 


Pro 




290 








295 










300 










Pro 


Pro 


Leu 


Pro 


Ser 


Ser Pro 


Pro 


Pro 


Ser 


Ser 


Val 


Asn 


Arg 


Arg 


Leu 


305 










310 








315 










320 


Trp 


Thr 


Gly 


Arg 


Gin 


Lys Ser 


Ser 


Ala 


Asp 


His 


Arg 


Lys 


Ser 


Tyr 


Glu 










325 








330 










335 




Phe 


Glu 


Asp 


Leu 


Leu 


Gin Ser 


Ser 


Ser 


Glu 


Ser 


Ser 


Arg 


Val 


Asp 


Trp 








340 








345 










350 






Tyr 


Ala 


Gin 


Thr 


Lys 


Leu Gly 


Leu 


Thr 


Arg 


Thr 


Leu 


Ser 


Glu 


Glu 


Asn 






355 








360 










365 








Val 


Tyr 


Glu 


Asp He 


Leu Asp 


Pro 


Pro 


Met 


Lys 


Glu 


Asn 


Pro 


Tyr 


Glu 




370 








375 










380 










Asp 


He 


Glu 


Leu 


His 


Gly Arg Cys Leu 


Gly Lys 


Lys 


Xaa 


Val 


Ser 




385 










390 








395 













<210> 4895 

<211> 1087 

<212> DNA 

<213> Homo sapiens 

<400> 4895 

gcggaatgtc aactattcaa catggaggcg gaggtcgata agctggaact gatgttccag 
60 

aaagctgagt ctgatctgga ttacattcaa tacaggctgg aatatgaaat caagactaat 
120 

catcctgatt cagcaagtga gaaaaatcca gttacactct taaaggaatt gtcagtgata 
180 

aagtctcgat atcaaacttt gtatgcccgc tttaaaccag ttgctgttga gcagaaagag 
240 

agtaagagcc gcatttgtgc tactgtgaaa aagactatga atatgataca aaaactacag 
300 

aagcaaacag acctggaggt aatgctttca gttgacagct gtcaccactg actaaagaag 
360 
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agaaaactgc 
420 

gaaaggaaat 
480 

aacccttgat 
540 

atgatatctt 
600 

agccaaaagg 
660 

cacacttagt 
720 

ttttctaagt 
780 

ttcagtcatt 
840 

atgatatata 
900 

ctgcttttat 
960 

gatagccacg 
1020 

gaacttgctt 
1080 
ttccttc 
1087 



ggcagagcaa 
tctaacagag 
gtctagagat 
tcatgagaga 
atcaaatgag 
cttgtaattt 
catgataata 
cggtatgtgg 
atttcatttt 
gtgacctgta 
tttgcgtatt 
tctgatgctg 



ttcaaatttc 
aagagcttaa 
tgggggctgg 
gattataaga 
aataaaacga 
caggccagaa 
tagatgttct 
ctttgtaaat 
gtaaatgttg 
gtctcccaca 
tctttcccta 
ttttagactg 



acatgccaga 
ttccggagaa 
tgaagggggt 
agaagggcag 
tttaaatata 
attctcaaca 
ggtctatcat 
taaagtatag 
attgcacatg 
gaacctaaag 
tttcccttgc 
tccctgttgt 



tttatgaaga 
atttaggaag 
ttggcttcaa 
ataatatatg 
tgtacacacg 
ctattttgca 
aaaagaatgt 
gcaaaacatt 
tggtcacatt 
taataagctg 
ctgctaatgt 
atctcaataa 



aatggacttg 
atgtcttgtt 
tgactggata 
aataaagttc 
catgcacaca 
tctgttttct 
ttatgtacat 
tgtgttatac 
attgttgaga 
gcttttctgt 
tgaacagcat 
tatctttgtt 



<210> 4896 

<211> 109 

<212> PRT 

<213> Homo sapiens 



<400> 4896 
Met Glu Ala Glu 
1 

Ser Asp Leu Asp 

20 

Asn His Pro Asp 
35 

Glu Leu Ser Val 
50 

Lys Pro Val Ala 
65 

Thr Val Lys Lys 

Asp Leu Glu Val 

100 



Val Asp Lys Leu 
5 

Tyr lie Gin Tyr 

Ser Ala Ser Glu 

40 

lie Lys Ser Arg 
55 

Val Glu Gin Lys 
70 

Thr Met Asn Met 
85 

Met Leu Ser Val 



Glu Leu Met Phe 
10 

Arg Leu Glu Tyr 
25 

Lys Asn Pro Val 

Tyr Gin Thr Leu 

60 

Glu Ser Lys Ser 
75 

He Gin Lys Leu 
90 

Asp Ser Cys His 
105 



Gin Lys Ala Glu 
15 

Glu He Lys Thr 
30 

Thr Leu Leu Lys 
45 

Tyr Ala Arg Phe 

Arg He Cys Ala 

80 

Gin Lys Gin Thr 
95 

His 



<210> 4897 

<211> 1733 

<212> DNA 

<213> Homo sapiens 



<400> 4897 
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nactttgttg cccgggctgg agtgcagtgg 
60 

ctcaggttca agcaattctc ctgcttcagc 
120 

ccacgatgcc cagctaattt ttgtattttc 
180 

ggctggtctc aaactcctga tnccacccgc 
240 

cgtgaaccac cgcgcccggg tgacctttgg 
300 

ttcccacaat tccctctgta ggttcaattt 
360 

acatttactg gtttattata aaggatatta 
420 

tgaggtatga aggaagggca tggagcttcc 
480 

gaacctctgt atgttcagtt atctggaagc 
540 

gaagcttcat gacagcagca ttccttctag 
600 

gagttttatg acccaccatc agaaaggtag 
660 

aaaggaaggg caggaggtta gagtgattgt 
720 

acaaaagagt gtaacaaggg ctgtgggagt 
780 

tgcgtgtgtt tgtatatatg tgtgtctgtg 
840 

tacacacaca cacacgccac cacaaagcca 
900 

ctacgatgga tgccctggga gagcgagcca 
960 

ccccccaccc ccaatttatg tgttgaaccc 
1020 

tgtgaatgga tatggagata agagaggtga 
1080 

ctcatccaat ctcaccagtg tccttataag 
1140 

ggacacctgc actcagaaga ccaaccaggg 
1200 

aagaaaccaa ccctgcgaac accttggtct 
1260 

ataaatgtct tttgtttaag ccactcagtc 
1320 

accaacacag agggtcaggg gaagcgtcta 
1380 

gggagaggtt tccaggcaga tggagcagca 
1440 

cagtgtgctc cgggaaccag gagaagatga 
1500 

ggagaggaag tgggaagaca tgcaggggac 
1560 

tttctcctca gtgccatgtg aagccactga 
1620 



cgcgatctca gctcactgca gcctctgcct 
ctcccaagta gctgggatta caggcgccca 
agtaaagaca gggtttcacc atgttggcta 
ctcggcctcc caaagtgctg ggattacagg 
aacttctgac cgactggctt caagttgagg 
gctggagtgg ctcacaaaac taagggaaat 
taaaagatac agataaagag atgcataggg 
tgtgccctcc ctgggcgcac cacccttcta 
tctctgaatc cagtcccctt ggtttttatg 
caggatatgg ggtgggaccg tctctggaat 
ggaagattag agtcctgtct tgggcaggta 
ctcctgaggc ctgacacacc caatgttgta 
tatgagccag gaactgtgga cgaaaatgaa 
tatttatata tatatgtgtg tatatacaaa 
aaaaagaaga agtgatcatt tttctaagtg 
gagggggcat gtttatgggc tgagctgcac 
ctaatccccg gtagctcgca atggcccgta 
ttacattaag atgaggccgt cagggggccc 
agaaaatctg gacacacaaa gagacaccag 
ccatctccaa gccaaggaga gaggccttag 
tggacttcca gcctccagga ctgtgagaaa 
tctggtattt tcttatgaga gccagagcag 
tggggaggtg actcatgtac tgagtcttga 
tgctccaagg ccttgtgaag gaaaagagct 
gggaggccag ggcctaagga gggcagggta 
atgtgcacag ggctgggaag gagcctgagc 
agagttttaa tgagaaaagg gacataagtc 
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agctcctatt ttaggaggtg gcctctggct 
1680 

agaaggagaa gaccaaggag gaggacgcca 
1733 



gtgtctaatg gagttgacaa gaataaaagt 
ggtgagagca ggtggtggtc agg 



<210> 489B 

<211> 92 

<212> PRT 

<213> Homo sapiens 



<400> 4898 
Xaa Phe Val Ala 
1 

Gin Pro Leu Pro 

20 

Ser Ser Trp Asp 
35 

He Phe Ser Lys 
50 

Thr Pro Asp Xaa 
65 

Arg Glu Pro Pro 



Arg Ala Gly Val 
5 

Leu Arg Phe Lys 

Tyr Arg Arg Pro 

40 

Asp Arg Val Ser 
55 

Thr Arg Leu Gly 
70 

Arg Pro Gly Asp 
85 



Gin Trp Arg Asp 
10 

Gin Phe Ser Cys 
25 

Pro Arg Cys Pro 

Pro Cys Trp Leu 

60 

Leu Pro Lys Cys 
75 

Leu Trp Asn Phe 
90 



Leu Ser Ser Leu 
15 

Phe Ser Leu Pro 
30 

Ala Asn Phe Cys 
45 

Gly Trp Ser Gin 

Trp Asp Tyr Arg 

80 



<210> 4899 

<211> 444 

<212> DNA 

<213> Homo sapiens 



<400> 4899 

ccggcccatc aaagactggc taaagcatca 
60 

agcttctgtt cggggtctcg gcatcagcaa 
120 

gtggcggctc tggaggcagc aacggggtcc 
180 

aggtggaggt gaacatctgc cgttcccaca 
240 

ccacagaatc agccagtgcc acggccccac 
300 

gcatcccgag ggccagggtc cgagtgtcct 
360 

ggctcccatg ggccttctgc tgggtcgagg 
420 

attaaactga tggtcaggct ggga 
444 



gccataaatg gggacaaacg tggggccagc 
accgcagcag ctttggagaa gggtccgtga 
tttggggtgg gtgggagttc tgctggattc 
gccctgcgtg cacccccaaa tgctgctggc 
cacagccagg cttggccctg tcagcggcca 
caccaaggag gctcttggcg tcgctgtgcc 
gtaggtctcc tcctccccct ttgccctggc 



<210> 4900 

<211> 118 

<212> PRT 

<213> Homo sapiens 



<400> 4900 

Met Gly Thr Asn Val Gly Pro Ala Ala Ser Val Arg Gly Leu Gly He 
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1 

Ser Lys Pro Gin 

20 

Arg Gin Gin Arg 
35 

Gly Gly Gly Glu 
50 

Met Leu Leu Ala 
65 

Arg Leu Gly Pro 

Val Leu Thr Lys 

100 

Leu Leu Leu Gly 
115 



5 

Gin Leu Trp Arg 

Gly Pro Leu Gly 

40 

His Leu Pro Phe 
55 

His Arg lie Ser 
70 

Val Ser Gly Gin 
85 

Glu Ala Leu Gly 
Arg Gly 



10 

Arg Val Arg Glu 
25 

Trp Val Gly Val 

Pro Gin Pro Cys 

60 

Gin Cys His Gly 
75 

His Pro Glu Gly 
90 

Val Ala Val Pro 
105 



15 

Trp Arg Leu Trp 
30 

Leu Leu Asp Ser 
45 

Val His Pro Gin 

Pro Thr Thr Ala 

80 

Gin Gly Pro Ser 
95 

Ala Pro Met Gly 
110 



<210> 4901 

<211> 1520 

<212> DNA 

<213> Homo sapiens 



<400> 4901 
ncgggagtcg 
60 

attcccagcc 
120 

gcacggcggc 
180 

gcttggggtc 
240 

ctgccgaagt 
300 

ttggcgccgt 
360 

gggtttgcct 
420 

agcgggcagc 

480 

agcctggtgg 
540 

ggggccgcct 
600 

tgggacacag 
660 

aaggctgcca 
720 

tgggtgaagg 
780 

agtgacctgc 
840 

tatgcagaca 
900 

ggatcaaaga 
960 



cggcgctgcg 
agaacggagc 
gtgctgcgct 
ttcgaaggat 
gcaaggccac 
ttggggtcgg 
cccgtccccg 
gcgtggacgt 
agcgctacgt 
tcgtggccaa 
caggctctga 
tcgtctgcta 
aactgcgcag 
tggaagaaga 
gtagctgctc 
aaatagggac 



ggtaggagcc 

ttaagccggg 
gttgaggacg 
aatcggcgcc 
ggccagagct 
ggtctgaggc 
ctcaggaccc 
caaggtggtg 
gcacgaccgc 
ggtgatgtcg 
gcgctatgag 
tgacctcaca 
cctagaggag 
ccggaggcgt 
ctcagccctt 
tgccttggct 



gggttgcggg 
caggcgatgc 
ctgtcccgcg 
cggggccgaa 
cgagcccgac 
ttgggcgctg 
tgacgtggct 
atgctgggca 
tttctggtgg 
gtcggagacc 
gccatgagta 
gacagcagca 
ggctgccaaa 
cgacgtgtgg 

tggggggtgg 

gccagggcaa 



agaccccagg 
gaatgacgga 
cgctcccagg 
cagcgggggc 
gcgctgtctg 
cctgggccga 
gaagcggccc 
aggagtacgt 
ggccttatca 
ggactgtgac 
gaatctacta 
gctttgagcg 
tctacttatg 
acttccacga 
gggtgtgtgg 
ggtgctctag 



ttcggttggg 
gtagcgagct 
ccgccccgag 
acacggggcg 
gagtcgtagg 
gcggagatcg 
cgggagcatg 
gggcaagact 
gaacaccatc 
attaggtatt 
tcggggtgcc 
agcaaagttc 
tggcaccaag 
cgtccaggac 
ctgtctgggt 
gaggtcttcc 
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tggcctcctt gaactgtggg gtccaggaga ctccctgaac tgctagccct cccttttgtc 
1020 

tgtttatcta attctcaggt atgaggcttt agtcacttct ctttacagat atcaaagctc 
1080 

agctctttga aacatccagc aagacaggcc agagtgtggg tgagtgctgt gctggagcct 
1140 

cacagcagga acatgcaggg gcaccagagg aagctgaata gggcacagag ggctgggtca 
1200 

ctgggagatc ccagggctac tggcattggg ccctcgctga tcatcatttt tcctgccaga 
1260 

cgagctcttc cagaaagtgg cagaggatta cgtcagtgtg gctgccttcc aggtgatgac 
1320 

agaggacaag ggcgtggatc tgggccagaa gccaaacccc tacttctaca gctgttgtca 
1380 

tcactgagtc agcactcacc tggcctgggg gaattaaagg aattccccgt aagcgtggac 
1440 

ccagctcctt tctgggcttg ggtagtcaaa tgtctgagct acgccaggtc ctcatgtcag 
1500 

cagagtggcg cctgcctgtc 
1520 

<210> 4902 

<211> 184 

<212> PRT 

<213> Homo sapiens 



<400> 4902 



Met Ser Gly 


Gin 


Arg 


Val 


Asp 


Val 


Lys 


Val 


Val 


Met 


Leu 


Gly 


Lys 


Glu 


1 




5 










10 










15 




Tyr Val Gly 


Lys 


Thr 


Ser 


Leu 


Val 


Glu 


Arg 


Tyr 


Val 


His 


Asp 


Arg 


Phe 




20 










25 










30 






Leu Val Gly 


Pro 


Tyr 


Gin 


Asn 


Thr 


He 


Gly 


Ala 


Ala 


Phe 


Val 


Ala 


Lys 


35 










40 










45 








Val Met Ser 


Val 


Gly 


Asp 


Arg 


Thr 


Val 


Thr 


Leu 


Gly 


lie 


Trp 


Asp 


Thr 


50 








55 










60 










Ala Gly Ser 


Glu 


Arg 


Tyr 


Glu 


Ala 


Met 


Ser 


Arg 


He 


Tyr 


Tyr 


Arg 


Gly 


65 






70 










75 










80 


Ala Lys Ala 


Ala 


lie 


Val 


Cys 


Tyr 


Asp 


Leu 


Thr 


Asp 


Ser 


Ser 


Ser 


Phe 






85 










90 










95 




Glu Arg Ala 


Lys 


Phe 


Trp 


Val 


Lys 


Glu 


Leu 


Arg 


Ser 


Leu 


Glu 


Glu 


Gly 




100 










105 










110 






Cys Gin lie 


Tyr 


Leu 


Cys 


Gly 


Thr 


Lys 


Ser 


Asp 


Leu 


Leu 


Glu 


Glu 


Asp 


115 










120 










125 








Arg Arg Arg 


Arg 


Arg 


Val 


Asp 


Phe 


His 


Asp 


Val 


Gin 


Asp 


Tyr 


Ala 


Asp 


130 








135 










140 










Ser Ser Cys 


Ser 


Ser 


Ala 


Leu 


Trp 


Gly 


Val 


Gly 


Val 


Cys 


Gly 


Cys 


Leu 


145 






150 










155 










160 


Gly Gly Ser 


Lys 


Lys 


lie 


Gly 


Thr 


Ala 


Leu 


Ala 


Ala 


Arg 


Ala 


Arg 


Cys 






165 










170 










175 




Ser Arg Arg 


Ser 


Ser 


Trp 


Pro 


Pro 



















180 

<210> 4903 
<211> 1064 
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<212> DNA 

<213> Homo sapiens 
<400> 4903 

agccagtgtc ccaggcgttc tcacgccgca acaattcctg agtagggcct tgcttgagtt 
60 

cttcggaaag tctcatccac ccccacatcg cctctttagg aagtcactta atgttgggct 
120 

tcattattcc cacatccctt tccttactac ttgcctgcac ttcttgagaa aaagactgca 
180 

gaaaggagag gtggggcttt cagtagaaac aagcaaaccg cagtccctgt ggggggactc 
240 

tccaggaaga aggttccgca agaaccgtgg gcgacagtta tggagaagcg tctgcaggag 
300 

gctcagctgt acaaggagga agggaaccag cgctaccggg aagggaagta ccgagatgct 
360 

gtgagtaggt accatcgagc Cctgcttcag ctgcggggtc tggatccgna gtctgccctc 
420 

tccgttacct aatctcggac ctcagggccc nggccctcac gcctgnaaca agaaaacata 
480 

ttgcatacca cccagacaga ctgctataac aatctagctg cttgtctcct tcagatggag 
540 

cccgtgaact acgaacgagt gagagaatat agtcagaaag tcctggaacg acagcctgat 
600 

aatgccaagg ccttgtatcg ggccggagtg gcctttttcc atctgcagga ctatgaccag 
660 

gcccgccact acctcctggc tgccgtgaat aggcagccta aagatgccaa cgtccggcgg 
720 

tacctccagc tgacacagtc agaactcagc agctaccata gaaaagagaa gcagctctac 
780 

ctgggcatgt ttggttaaca aagaagaaag atgctcctcc agttgaactt aggtggacca 
840 

ttaaacatgc atgaaggaga aatctgagcc tcagcaagag aaattaaccc tatacctctg 
900 

acccaggtgg atttttgttt ctagttctgc acaaacttca ctacttagac agtctgagtc 
960 

tttttctgtc tatccatctg tttatttcta tacctttcaa tacatgttat tgttgcagat 
1020 

atttggcttg agaaatataa tcagaaaaca taaaaaaaaa aaaa 
1064 

<210> 4904 
<211> 106 
<212> PRT 

<213> Homo sapiens 
<400> 4904 

Cys Trp Ala Ser Leu Phe Pro His Pro Phe Pro Tyr Tyr Leu Pro Ala 

15 10 15 

Leu Leu Glu Lys Lys Thr Ala Glu Arg Arg Gly Gly Ala Phe Ser Arg 

20 25 30 

Asn Lys Gin Thr Ala Val Pro Val Gly Gly Leu Ser Arg Lys Lys Val 

35 40 45 

Pro Gin Glu Pro Trp Ala Thr Val Met Glu Lys Arg Leu Gin Glu Ala 
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» 



50 55 60 

Gin Leu Tyr Lys Glu Glu Gly Asn Gin Arg Tyr Arg Glu Gly Lys Tyr 
65 70 75 80 

Arg Asp Ala Val Ser Arg Tyr His Arg Ala Leu Leu Gin Leu Arg Gly 

85 90 95 

Leu Asp Pro Xaa Ser Ala Leu Ser Val Thr 

100 105 

<210> 4905 

<211> 615 

<212> DNA 

<213> Homo sapiens 

<400> 4905 

cccggcagcc acgtggcgga tggtgttccg cgacaggctc agatgcagca ggcctgtcat 
60 

gttggccagg tcgcggcggc gcacggaggc gatgaagttg tctgccagcc gcagctcggc 
120 

tgcccggcgg tccagcgagg gtggcacgaa caggaggcct gcccctgggc acagcacgct 
180 

taggggcagc gactgtgtct ggcagcggca gcggcgggga catgggctgg gtgtgccgag 
240 

acactggagg acctcgacct ctcctacaac aacctcgagc agctgccctg ggaggccctg 
300 

ggccgcctgg gcaacgtcaa cacgttgggc ctcgaccaca acctgctggc ttctgtgccc 
360 

gccggcgctt tttcccgcct gcacaagctg gcccggctgg acatgacctc caaccgcctg 
420 

accacaatcc cacccgaccc actcttctcc cgcctgcccc tgctcgccag gccccggggc 
480 

tcgcccgcct ctgccctggt gctggccttt ggcgggaacc ccctgcactg caactgcgag 
540 

ctggtgtggc tgcgtcgcct ggcgcgggag gacgacctcg aggcctgcgc gtccccacct 
600 

gctctgggcg gccgc 
615 



<210> 4906 
<211> 144 
<212> PRT 

<213> Homo sapiens 
<400> 4906 

Gly Gin Arg Leu Cys Leu Ala Ala Ala Ala Ala Gly Thr Trp Ala Gly 

15 10 15 

Cys Ala Glu Thr Leu Glu Asp Leu Asp Leu Ser Tyr Asn Asn Leu Glu 

20 25 30 

Gin Leu Pro Trp Glu Ala Leu Gly Arg Leu Gly Asn Val Asn Thr Leu 

35 40 45 

Gly Leu Asp His Asn Leu Leu Ala Ser Val Pro Ala Gly Ala Phe Ser 

50 55 60 

Arg Leu' His Lys Leu Ala Arg Leu Asp Met Thr Ser Asn Arg Leu Thr 
65 70 75 80 

Thr lie Pro Pro Asp Pro Leu Phe Ser Arg Leu Pro Leu Leu Ala Arg 
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85 90 95 

Pro Arg Gly Ser Pro Ala Ser Ala Leu Val Leu Ala Phe Gly Gly Asn 

100 105 110 

Pro Leu His Cys Asn Cys Glu Leu Val Trp Leu Arg Arg Leu Ala Arg 

115 120 125 

Glu Asp Asp Leu Glu Ala Cys Ala Ser Pro Pro Ala Leu Gly Gly Arg 
130 135 140 

<210> 4907 

<211> 1748 

<212> DNA 

<213> Homo sapiens 



<400> 4907 

nntttttgct ggaaaatact tcttaattat 
60 

ccctgatatt acctcttttt cctcattttt 
120 

gtggccagca gctggtcccg tctcttctgc 
180 

gggaacgact gttctgtaac ccctacaacg 
240 

agaaactgtc agagagattt aatagtcaca 
300 

cattcatgct tttagctaaa cactttaaga 
360 

atgtgtccgg tgaagatgtc ccactaaggt 
420 

gggtaaacgc ggataaagag cagattactt 
480 

tccgggcgca cgccgagcag aactccaccg 
540 

ctcctcccgc cgagtcgtcc tcttccagca 
600 

cgtagtcgtg gtcaccggcg ggcgagtctc 
660 

cgccgctcag ccggctcagc aagcgagcca 
720 

ggtagcgact ctcctcctgc agtgcctgta 
780 

gcagctcctg gttctcggct gccagacccc 
840 

ccttcttctt cagtcgatta aggcgggcag 
900 

tcgccgcctn ggttgttgtc gttaccgctg 
960 

ctccgcctct tttcggcgct gccactgtca 
1020 

accgtttaac agcctttgca gnncaggtca 
1080 

tcatcgtcat cgtcccctct ccacaggccg 
1140 

agaggccccn nggcgagcta agcccggggt 
1200 



gaacatgtta aaaataaaaa acagcagaag 
tatactacct tttaaaataa agcaggaaat 
cccaacagct gtatccacag gttgtgaggc 
gagcctggca ggaaggaaat cacctaaaaa 
tgttatcatt aggagttggt tactgtgtca 
ttcaatatta ctttttttct ctcctctgaa 
aagtttgaca tggtgtaagg gagttgaaag 
gaccctacat tttaagagaa gacgacgcct 
acaccttatc cttgtccaca tggagacaga 
ggtcctgctt ctgctttccc accggcagag 
tgaagagcga ggtggtcagc cgcagtccca 
gtccagtctc gttggctaag actgcccgta 
cgcgtttgcc cagctcccga ttctcggccc 
ggactcgact ctccagcccc atcacgtact 
cggccgccgc cgccttccgg ggactctttg 
ccgccaccgc cgcctcctcc tggggacttt 
ctgctgctgc ctgctgctgc agcctccgat 
gagaagcgct gcatttcagc agccgcggcc 
ccgctatccg agcctccgcc agacgaggag 
ccaggtgcca gtccggttgc ctggggtcca 



4080 



WO 00/58473 



PCT/US00/08621 



ggagatccgc cagttccagc ccagacagaa agtccatatc ctccgtctct tcccccggga 
1260 

ggctggcgat cgcctcctcc tccatctcct cgggggaggg cgcgcgcacg gccacgccgc 
1320 

cgcggctccc cctccncggc ttccaactct ccttcgtcgc caaactgctg cttgcggccg 
1380 

ggagatccgg ccgccgccgt ctcctcctcc cccgctgcag cccgggtcag gtcagagggc 
1440 

agcgaacaag ttgcagccgg ctccgggctc tcactgcggg ttggggagtt gctgcccgag 
1500 

gctgccagca gcttggtcag gctatgcctc atgagggcca cgggcggccg cggtagcccc 
1560 

ggccgctaag agtggctcac gggccccaag gatcccaggc cccagggcgg gtagcccccg 
1620 

gcactggccg aaacgaaatg cagggaaagg tccgagtcgc ctcccgcctc acttggctag 
1680 

tcgcacccaa ggcgcgggga gggacgggag aacgaagcgg tgaggccctg cgatgactcg 
1740 

accgcgcc 
1748 

<210> 4908 
<211> 55 
<212> PRT 

<213> Homo sapiens 
<400> 4908 

Glu Lys Thr Thr Pro Ser Gly Arg Thr Pro Ser Arg Thr Pro Pro Thr 

15 10 15 

Pro Tyr Pro Cys Pro His Gly Asp Arg Leu Leu Pro Pro Ser Arg Pro 

20 25 30 

Leu Pro Ala Gly Pro Ala Ser Ala Phe Pro Pro Ala Glu Arg Ser Arg 

35 40 45 

Gly His Arg Arg Ala Ser Leu 
50 55 



<210> 4909 

<211> 1960 

<212> DNA 

<213> Homo sapiens 



<400> 4909 
nacgcgtcct 
60 

agggtggcca 
120 

cgcggctccc 
180 

acgcccagca 
240 

cctgcagcca 
300 

atctgccgga 
360 



gcggtcagga 
gagaccaggg 
cgaaccggaa 
gtccccaccg 
tcatgtccgc 
actaccgtgg 



cagtgttcta 
agggcccctc 
gtggaggtga 
tcgctgccgc 
cagcgccgtc 
cgacgtggac 



agtgtgaagg 
catctggtgg 
gctgtcgcgg 
cgccaccgcc 
tacgtgctgg 
atgtcagagg 



gtccctgggc 
gtttggcagg 
gcggcgcccg 
ctcggccgct 
acctgaaggg 
tggagcactt 



agaggctggg 
tgtgtccccg 
gccttgctca 
gccgaggcct 
caaggtgctc 
catgcccatc 
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ctgatggaga 
420 

ttcatgtgga 
480 

gtgtcgctgg 
540 

gagctggagg 
600 

ctcatggact 
660 

cagcagagca 
720 

gtgtcctggc 
780 

gagtctgtca 
840 

accatcaaga 
900 

aaggtcctct 
960 

aagttccacc 
1020 

ccacccgacg 
1080 

atatggatcg 
1140 

gccaaggggc 
1200 

cccagcgatg 
1260 

gagagaaacg 
1320 

cgagcccact 
1380 

ggggtcaagt 
1440 

atcattgaga 
1500 

gattaccaac 
1560 

cttacagccc 
1620 

gagggcaggt 
1680 

tccttattcc 
1740 

ccatccccct 
1800 

ccttcttgca 
1860 

ccagaggtcc 
1920 

aaaaaaaaaa 
1960 



aggaggagga 
tcaaacacaa 
tcttttcttt 
aggagagcat 
tcggcttccc 
acaagctgga 
gctccgaggg 
acctgctggt 
tgcgagtctt 
ttgacaacac 
agtgtgtgcg 
gcgagttcga 
agtctgtcat 
agtttaagaa 
ccgactcccc 
tcgtgatttg 
ttggcctccc 
ttgagatccc 
aaagtggtta 
ttcgtaccag 
cggatgcaga 
cctggacttg 
ataggctggg 
gattttatat 
attacctgcc 
cgctggcccc 
aaaaaaaaaa 



ggggatgctg 
caacctgtat 
cctctataag 
ccgggacaac 
ccagaccacc 
gacgggcaag 
tatcaagtat 
caatgccaac 
cctctcgggc 
gggccgcggc 
gctatcacgc 
gctcatgtcc 
tgagaagttc 
acagtcagtg 
cagattcaag 
gagtattaag 
cagtgtggaa 
ctacttcacc 
ccaggccctg 
ctagaaggga 
ttttagaggg 
gcagtttctt 
agagaaactc 
gaagaaatag 
ttagcgggtg 
tcctctgaat 
aaaaaaaaaa 



tcgcccatcc 
ctggttgcca 
gtggtgcagg 
tttgttatca 
gacagcaaga 
tcacgggtgc 
aagaagaacg 
ggcagcgtcc 
atgcccgagc 
aaaagcaaat 
ttcgagaatg 
taccgtctca 
tcccacagcc 
gccaacggtg 
accagtgtgg 
tctttcccgg 
aaggaagagg 
gtctctggga 
ccctgggttc 
gaagagatgg 
agggcaggtg 
gctcccagca 
tctctgcttc 
aagaggggct 
Ctgcgggtcc 
tttaggatgt 
aaaaaaaaaa 



tggcccacgg 
catccaagaa 
tgttttccga 
tctacgagct 
tcctgcagga 
cacccactgt 
aggtcttcat 
ttctgagcga 
tgcgcctggg 
ccgtggagct 
accgcaccat 
acacccacgt 
gcatcgagta 
tggagatatc 
gcagcgccaa 
ggggcaagga 
tggagggccg 
tccaggtccg 
gctacatcac 
gggcttgaac 
cgggctgtgt 
cccgcccctt 
cctcgccctt 
tgaagtcccc 
ctccttcaca 
cattaaaaag 



99999 tc eg t 
gaacgcgtgc 
gtacttcaag 
gctggacgag 
gtacatcact 
caccaacgct 
tgatgtcata 
aatcgtcggt 
cctcaacgac 
ggaggatgtg 
ctccttcatc 
caagectttg 
catggtcaag 
tgtgcctgta 
gtatgtgccg 
gtacttgatg 
gccccccatc 
atacatgaag 
ccagagtggc 
aeggggctte 
gtgtctgtgt 
cctcacctct 
ggagctttcc 
etcgegagtg 
gccgctgagc 
atgaatctaa 
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<210> 4910 

<211> 423 

<212> PRT 

<213> Homo sapiens 



<400> 4910 
Met Ser Ala Ser 
1 

lie Cys Arg Asn 

20 

Phe Met Pro He 
35 

He Leu Ala His 
50 

Leu Tyr Leu Val 
65 

Phe Ser Phe Leu 

Glu Leu Glu Glu 

100 

Leu Leu Asp Glu 
115 

Lys He Leu Gin 
130 

Gly Lys Ser Arg 
145 

Ser Glu Gly He 

Glu Ser Val Asn 

160 

Glu He Val Gly 
195 

Glu Leu Arg Leu 
210 

Arg Gly Lys Ser 
225 

Cys Val Arg Leu 

Pro Pro Asp Gly 

260 

Val Lys Pro Leu 
275 

Ser Arg He Glu 
290 

Ser Val Ala Asn 
305 

Asp Ser Pro Arg 

Glu Arg Asn Val 

340 

Glu Tyr Leu Met 
355 

Glu Val Glu Gly 



Ala Val Tyr Val 
5 

Tyr Arg Gly Asp 

Leu Met Glu Lys 

40 

Gly Gly Val Arg 
55 

Ala Thr Ser Lys 
70 

Tyr Lys Val Val 
85 

Glu Ser He Arg 

Leu Met Asp Phe 

120 

Glu Tyr He Thr 
135 

Val Pro Pro Thr 
150 

Lys Tyr Lys Lys 
165 

Leu Leu Val Asn 

Thr He Lys Met 

200 

Gly Leu Asn Asp 
215 

Lys Ser Val Glu 
230 

Ser Arg Phe Glu 
245 

Glu Phe Glu Leu 

He Trp He Glu 

280 

Tyr Met Val Lys 
295 

Gly Val Glu He 
310 

Phe Lys Thr Ser 
325 

Val He Trp Ser 

Arg Ala His Phe 

360 

Arg Pro Pro He 



Leu Asp Leu Lys 
10 

Val Asp Met Ser 
25 

Glu Glu Glu Gly 

Phe Met Trp He 

60 

Lys Asn Ala Cys 
75 

Gin Val Phe Ser 
90 

Asp Asn Phe Val 
105 

Gly Phe Pro Gin 

Gin Gin Ser Asn 

140 

Val Thr Asn Ala 
155 

Asn Glu Val Phe 
170 

Ala Asn Gly Ser 
185 

Arg Val Phe Leu 

Lys Val Leu Phe 

220 

Leu Glu Asp Val 
235 

Asn Asp Arg Thr 
250 

Met Ser Tyr Arg 
265 

Ser Val He Glu 

Ala Lys Gly Gin 

300 

Ser Val Pro Val 
315 

Val Gly Ser Ala 
330 

He Lys Ser Phe 
345 

Gly Leu Pro Ser 
Gly Val Lys Phe 



Gly Lys Val Leu 
15 

Glu Val Glu His 
30 

Met Leu Ser Pro 
45 

Lys His Asn Asn 

Val Ser Leu Val 

80 

Glu Tyr Phe Lys 
95 

He He Tyr Glu 
110 

Thr Thr Asp Ser 
125 

Lys Leu Glu Thr 

Val Ser Trp Arg 

160 

He Asp Val He 
175 

Val Leu Leu Ser 
190 

Ser Gly Met Pro 
205 

Asp Asn Thr Gly 

Lys Phe His Gin 

240 

He Ser Phe He 
255 

Leu Asn Thr His 
270 

Lys Phe Ser His 
285 

Phe Lys Lys Gin 

Pro Ser Asp Ala 

320 

Lys Tyr Val Pro 
335 

Pro Gly Gly Lys 
350 

Val Glu Lys Glu 
365 

Glu He Pro Tyr 
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370 

Phe Thr Val Ser 
385 

Ser Gly Tyr Gin 

Asp Tyr Gin Leu 

420 



375 

Gly He Gin Val 
390 

Ala Leu Pro Trp 
405 

Arg Thr Ser 



380 

Arg Tyr Met Lys 
395 

Val Arg Tyr He 

410 



He He Glu Lys 

400 

Thr Gin Ser Gly 
415 



<210> 4911 
<211> 1862 
<212> DNA 

» 

<213> Homo sapiens 
<400> 4911 

tataagaaat aattgtgaca tttcatgcct 
60 

ttgacactat atattactga atggatcagt 
120 

atgtagtgac agccaagaag gatattttga 
180 

ggatcagcat aactttggga taaaattagc 
240 

tgtttgctcg gtgctgttct ctcgataaat 
300 

atggacggca ccactgcccc tgtcactaaa 
360 

ttccttgagg cgctaaagtc caatgacttc 
420 

caaatagatg tggacactgt ttttgaagtc 
480 

aaacaaggtt actggttgcc tagctataaa 
540 

ctctctgtct tgtttggcca tgtggaatgt 
600 

atcaactgta gacccaatgg gaaaacccct 
660 

gattgtgtta agatcctctg tgatcgtggg 
720 

cacacagctt tgcacttttg tacaactcca 
780 

tggagagtga cacaagtcaa ccacatgtta 
840 

gtgacacaag tcaaccacat gttaggaaat 
900 

aatgtgaaca tgaagaccaa caaccaagat 
960 

ttcggccttt cggagctggt ggccttctac 
1020 

aatgcccaca tggagacccc cctggccatc 
1080 

caggagtaca gcacggagca ccacctggtc 
1140 

gtcaatgccc gagatgacga ctttaaatct 
1200 



ggaaatgtat 


cacgggggct 


ttcgttcata 


taatatataa 


ccagtttaaa 


ggacctgaaa 


agtttgaaat 


gatccctata 


taaatagaac 


cgacagtttg 


tggactctcc 


agcatgcgcc 


cacaacaaag 


cttccagagg gagaggaagg 


tctggagctg 


ccaagttagt 


taagagaaat 


ggaaaattga 


aggctatttt 


gatccaaagg 


gaagatgaga 


atatggtttt 


ggcatcttat 


ttgaagtctt 


cctgggccac 


aggcctccat 


cttctggtgc 


tactggacca 


caatgctaca 


cttcacgtgg 


cttgtgaaat 


ggccaatgtg 


gcaaagctca 


attgctactc 


cttaagtgga 


agttccattc 


tctgtgccaa gcaattggtt 


ggaaattccc 


tggtcaatga 


agtggaacat 


tccctggtca 


atgaagtgga 


acatggggcg 


gaggagacgc 


ccttgcacac ggctgcccac 


gtggaacacg 


gggccatagt ggacagcgtg 


gccgcctact 


gggccctccg 


ctttaaggag 


tgccgcatgc 


tgcttgacta 


caaagccgaa 


cccctccaca 


aggcagcctg 


gaactgtgac 
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cacgtgctca tgcacatgat gctggaagct ggcgccgaag ccaatctcat ggatatcaac 
1260 

ggctgtgctg ccatccagta cgtgctgaag gtcacctccg tgcgccctgc tgcccagcct 
1320 

gagatctgct accagctcct gttgaaccat ggggctgccc gaatataccc tccacagttc 
1380 

cataaggtga tacaggcctg ccattcttgt cctaaagcaa ttgaagttgt agtcaatgcc 
1440 

tatgaacaca tcagatggaa cacaaagtgg agaagagcta tccccgatga tgacttggag 
1500 

gtaaataatc gattcccttc taatagtttt cactatcaag tacttccaga ctgctctaga 
1560 

agtacagaaa attgtaacaa aaaagttggt tttgagaatg cctttaaagc gtactcaaat 
1620 

gcaatgagac aaagggttat aaaatgcagg tttgagagtt aatatttcca tcaaatatgt 
1680 

ggcattaagg agtgtcttgg ggaattcctc catttaaggg caagttgaat taagtatata 
1740 

aaggtggcag ttttcctttc ttctcattaa tttagatgag ttaaatgata acatttggaa 
1800 

ttgcttatat agcattttta ccagaatatt aaagcgtttt gtgtagatta tttcatttac 

1860 

tt 

1862 

<210> 4912 

<211> 453 

<212> PRT 

<213> Homo sapiens 



<400> 4912 



Met 


Asp 


Gly 


Thr 


Thr Ala Pro Val 


Thr Lys 


Ser 


Gly Ala 


Ala 


Lys 


Leu 


l 








5 


10 










15 




Val 


Lys 


Arg 


Asn 


Phe Leu Glu Ala 


Leu Lys 


Ser 


Asn Asp 


Phe 


Gly 


Lys 








20 




25 








30 






Leu 


Lys 


Ala 


lie 


Leu lie Gin Arg Gin lie Asp 


Val 


Asp 


Thr 


Val 


Phe 






35 




40 








45 








Glu 


Val 


Glu 


Asp 


Glu Asn Met Val 


Leu Ala 


Ser 


Tyr 


Lys 


Gin 


Gly 


Tyr 




50 






55 






60 










Trp 


Leu 


Pro 


Ser 


Tyr Lys Leu Lys 


Ser Ser 


Trp 


Ala 


Thr 


Gly 


Leu 


His 


65 








70 




75 










80 


Leu 


Ser 


Val 


Leu 


Phe Gly His Val 


Glu Cys 


Leu 


Leu 


Val 


Leu 


Leu 


Asp 










85 


90 










95 




His 


Asn 


Ala 


Thr 


lie Asn Cys Arg Pro Asn Gly 


Lys 


Thr 


Pro 


Leu 


His 








100 




105 








110 






Val 


Ala 


Cys 


Glu 


Met Ala Asn Val 


Asp Cys 


Val 


Lys 


lie 


Leu 


Cys 


Asp 






115 




120 








125 








Arg Gly 


Ala 


Lys 


Leu Asn Cys Tyr 


Ser Leu 


Ser 


Gly His 


Thr 


Ala 


Leu 




130 






135 






140 










His 


Phe 


Cys 


Thr 


Thr Pro Ser Ser 


lie Leu 


Cys 


Ala 


Lys 


Gin 


Leu 


Val 


145 








150 




155 










160 


Trp Arg 


Val 


Thr 


Gin Val Asn His 


Met Leu 


Gly 


Asn 


Ser 


Leu 


Val 


Asn 










165 


170 










175 




Glu 


Val 


Glu 


His 


Val Thr Gin Val 


Asn His 


Met 


Leu Gly 


Asn 


Ser 


Leu 
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180 185 190 

Val Asn Glu Val Glu His Gly Ala Asn Val Asn Met Lys Thr Asn Asn 

195 200 205 

Gin Asp Glu Glu Thr Pro Leu His Thr Ala Ala His Phe Gly Leu Ser 

210 215 220 

Glu Leu Val Ala Phe Tyr Val Glu His Gly Ala He Val Asp Ser Val 
225 230 235 240 

Asn Ala His Met Glu Thr Pro Leu Ala He Ala Ala Tyr Trp Ala Leu 

245 250 255 

Arg Phe Lys Glu Gin Glu Tyr Ser Thr Glu His His Leu Val Cys Arg 

260 265 270 

Met Leu Leu Asp Tyr Lys Ala Glu Val Asn Ala Arg Asp Asp Asp Phe 

275 280 285 

Lys Ser Pro Leu His Lys Ala Ala Trp Asn Cys Asp His Val Leu Met 

290 295 300 

His Met Met Leu Glu Ala Gly Ala Glu Ala Asn Leu Met Asp He Asn 
305 310 315 320 

Gly Cys Ala Ala He Gin Tyr Val Leu Lys Val Thr Ser Val Arg Pro 

325 330 335 

Ala Ala Gin Pro Glu He Cys Tyr Gin Leu Leu Leu Asn His Gly Ala 

340 345 350 

Ala Arg He Tyr Pro Pro Gin Phe His Lys Val He Gin Ala Cys His 

355 360 365 

Ser Cys Pro Lys Ala He Glu Val Val Val Asn Ala Tyr Glu His He 

370 375 380 

Arg Trp Asn Thr Lys Trp Arg Arg Ala He Pro Asp Asp Asp Leu Glu 
385 390 395 400 

Val Asn Asn Arg Phe Pro Ser Asn Ser Phe His Tyr Gin Val Leu Pro 

405 410 415 

Asp Cys Ser Arg Ser Thr Glu Asn Cys Asn Lys Lys Val Gly Phe Glu 

420 425 430 

Asn Ala Phe Lys Ala Tyr Ser Asn Ala Met Arg Gin Arg Val He Lys 

435 440 445 

Cys Arg Phe Glu Ser 
450 



<210> 4913 

<211> 2090 

<212> DNA 

<213> Homo sapiens 



<400> 4913 
gtgccaatat 
60 

gggggtgagg 

120 

ccgctcttgc 
180 

cggaagatgg 
240 

atggcggccg 
300 

atgtcggagc 
360 



gcaaaagagg 
cctccgcggg 
ccggcgtggc 
cggcggcggc 
ggaggcgccc 
acgtggagcc 



tggcccagat 
cgccgctggc 
gactcgctag 
cgggaggccg 
tcggacactt 
cgcagctccg 



gcaggcccgc 
atcccagcgt 
cgtcagcagc 
tgaggagagc 
gcgggtcgtt 
gggcccgggc 



cccctggagc 
tctctgcggg 
gccgcagccg 
ggcggctgcg 
agggcgcgac 
ccaacggcgg 



ggccgaggta 
cgcagggggg 
gacgagaaag 

a gggcggccg 

gctgggaggc 
cggcggcggc 
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ccggcccccg 
420 

cgcgaccggc 
480 

ccgcccgcct 
54 0 

ttcgtcctgg 
600 

gtgcgtgaca 
660 

cgcgcgcccg 
720 

gccgtggaac 
780 

gagatgtttg 
840 

ccgccgagta 
900 

accaaagtgt 
960 

cgcctgtcgc 
1020 

cccacgcggg 
1080 

ggctacgatg 
1140 

ggcttcctgc 
1200 

cggacgtcct 
1260 

ctgctgcggt 
1320 

gagatgaaca 
1380 

gtcgggatgg 

1440 

atcctcatcg 
1500 

aagcggcatt 
1560 

cgcttcaatg 
1620 

tccatgatct 
1680 

caggagatgc 
1740 

gacatgaaca 
1800 

gccctgggcc 
1860 

tctggagggg 
1920 

gtgcaggtct 
1980 



cgcgcgggcc 
tcttccacgc 
tccgccgtct 
cctacatcca 
agtggccgcg 
tcttcctaca 
caggcagcaa 
ggaacagctc 
gcacagaggc 
ggccgcagga 
aggccacccg 
accagtgctt 
acatcctcat 
ggaatgtggt 
acctggccgc 
actcacacca 
tggccatcgc 
aggccatcat 
tgtggctcgc 
ggctgcggtt 
ggcagtatag 
acttcttcca 
tgcttcaggc 
acaactcggg 
ccgtgtttga 
tcttggtagg 
ctgagcaagg 



tcgcaccccc 
gctgttcttc 
cttcgagttc 
catcgtcttc 
tgagggcatc 
gttctgtgac 
cctggacatg 
catcaagttt 
cctgaatgac 
cgagtacatc 
ccagcgcctg 
cggggaccgc 
gtccagcgtg 
gtcgggcgag 
cttcgccatc 
ccagatcttc 
cttccccgca 
gtcggagttc 
ggaccagtat 
cttctatctc 
cagcctggcc 
ccactatgag 
gccgccactg 
cgccccggct 
gctggtcagc 
tctgcagtga 
cggaggtgtg 



aatctcaacc 
aagatggctg 
ttcgtgctgc 
tcccgctcgc 
ctgcgtgtgg 
agcggcggcc 
gaagatgagg 
gagctggaca 
agccaggagt 
gtggagtact 
agcatccccg 
ttcagccgcc 
aagggcctgg 
cactaccgct 
atggtcatct 
gtcttcatcg 
gcgcccctgc 
ttcaacgaca 
gacgccatct 
taccacttcg 
ctggtcacct 
ctgcctgcca 
ggccccggga 
acagcccctg 
aaggagaggg 
accgtcctga 
gaggagaggc 



ccaaccccct 
tcacctattc 
tcaaggccct 
ccatcaactg 
aagtgcggca 
gcgggagctt 
aggaggaaga 
tcgagcccaa 
tccccttccc 
cactagagta 
tcacggtggt 
tgctgctgga 
ccgagaacga 
ttgtgagcat 
tcacgctgag 
tggacctgct 
tgaccgtcat 
ccaccaccgc 
gctgccacac 
ccttctatgc 
cctggctctt 
tcctgcagca 
cccccacggc 
actctgccgg 
ggtggggttc 

ggatggagtg 
cggcttgggg 



catcaacgtg 
gcggctcttc 
gtttgtgctc 
cctggagcat 
caactcgagc 
cccgggcctg 
gctgaccatg 
ggtgttcaag 
cgagacgccc 
tggcttcctt 
caccctggac 
tgagttcctg 
ggagaacaag 
gtggatggcg 
cgtgtccatg 
gcagatgctg 
cctggccctc 
cttctacatc 
cagcaccagc 
ctatcactac 
catccagcat 
ggtccgcatc 
gctgcccgat 
ccagcccccc 
cgcggaaggt 
gggtcccatg 
tggggcctcg 
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cgccctagtg ccggccggcc tcagcccggc tctgcctggt gctccctgca gtgccttctc 
2040 

catggccccg ccctccccgc gtgtgcgcca ggcttggggt ccccgggaga 
2090 

<210> 4914 

<211> 529 

<212> PRT 

<213> Homo sapiens 



<400> 4914 



Met Ser 


Glu 


His 


Val 


Glu 


Pro 


Ala 


Ala 


Pro Glv Pro 


Gly Pro Asn Gly 


1 






5 










10 






15 


Gly Gly Gly 


Glv 


Pro 


Ala 


Pro 


Ala 




Glv Pro Aro 


Thr 


Pro 


Asn Leu 






20 










25 






30 




Asn Pro 


Asn 


Pro 


Leu 


lie 


Asn 


Val 


Arcr 


Ard a tci Leu 


Phe 


His 


Ala Leu 




35 










40 






45 






Phe Phe 


Lys 


Met 


Ala 


Val 


Thr 


Tvr 


Ser 


Aro Leu Phe 


Pro 


Pro 


Ala Phe 


50 










55 






60 








Arg Arg 


Leu 


Phe 


Glu 


Phe 


Phe 


Val 


Leu 


Leu Lvs Ala 


Leu 


Phe 


Val Leu 


65 








70 








75 






80 


Phe Val 


Leu 


Ala 


Tvr 


lie 


His 


He 


Val 


Phe Ser Aro 


Ser 


Pro 


He Asn 








85 










90 






95 


Cys Leu 


Glu 


His 


Val 


Ara 


Asd 


Lvs 


Tro 


Pro Arcr Glu 


Gly 


He 


Leu Arg 






100 










105 






110 




Val Glu 


Val 


Arcr 


His 


Asn 


Ser 


Ser 


Arcr 


Ala Pro Val 


Phe 


Leu 


Gin Phe 




115 










120 






125 






Cys Asp 


Ser 


Gly 


Gly 


Arg 


Gly 


Ser 


Phe 


Pro Gly Leu 


Ala 


Val 


Glu Pro 


130 










135 






140 








Gly Ser 


Asn 


Leu 


Asp 


Met 


Glu 


Asd 


Glu 


Glu Glu Glu 


Glu 


Leu 


Thr Met 


145 








150 








155 






160 


Glu Met 


Phe 


Gly 


Asn 


Ser 


Ser 


He 


Lys 


Phe Glu Leu 


Asp 


He 


Glu Pro 








165 










170 






175 


Lys Val 


Phe 


Lys 


Pro 


Pro 


Ser 


Ser 


Thr 


Glu Ala Leu 


Asn Asp 


Ser Gin 






180 










185 






190 




Glu Phe 


Pro 


Phe 


Pro 


Glu 


Thr 


Pro 


Thr 


Lys Val Trp 


Pro Gin Asp Glu 




195 










200 






205 






Tyr lie 


Val 


Glu 


Tyr 


Ser 


Leu 


Glu 


Tyr 


Gly Phe Leu 


Arg 


Leu 


Ser Gin 


210 










215 






220 








Ala Thr Arg 


Gin 


Arg 


Leu 


Ser 


He 


Pro 


Val Met Val 


Val 


Thr 


Leu Asp 


225 








230 








235 






240 


Pro Thr Arg 


Asp 


Gin 


Cys 


Phe 


Gly 


Asp 


Arg Phe Ser 


Arg 


Leu 


Leu Leu 








245 










250 






255 


Asp Glu 


Phe 


Leu 


Gly 


Tyr 


Asp 


Asp 


He 


Leu Met Ser 


Ser 


Val 


Lys Gly 






260 










265 






270 




Leu Ala 


Glu 


Asn 


Glu 


Glu 


Asn 


Lys 


Gly 


Phe Leu Arg 


Asn 


Val 


Val Ser 




275 










280 






285 






Gly Glu His 


Tyr 


Arg 


Phe 


Val 


Ser 


Met 


Trp Met Ala 


Arg Thr Ser Tyr 


290 










295 






300 








Leu Ala 


Ala 


Phe 


Ala 


He 


Met 


Val 


He 


Phe Thr Leu 


Ser 


Val 


Ser Met 


305 








310 








315 






320 


Leu Leu Arg 


Tyr 


Ser 


His 


His 


Gin 


He 


Phe Val Phe 


He 


Val 


Asp Leu 








325 










330 






335 


Leu Gin 


Met 


Leu 


Glu 


Met 


Asn 


Met 


Ala 


He Ala Phe 


pro 


Ala 


Ala Pro 
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340 




345 










350 






Leu 


Leu 


Thr 


Val 


lie Leu Ala Leu 


Val 


Gly 


Met 


Glu 


Ala 


He 


Met 


Ser 






355 




360 










365 








Glu 


Phe 


Phe 


Asn 


Asp Thr Thr Thr 


Ala 


Phe 


Tvr 


He 


He 


Leu 


He 


Val 




370 






375 








380 










TrD 


Leu 


Ala 


Asp 


Gin Tvr Asd Ala 


He 


Cvs 
* 


Cvs 


His 


Thr 


Ser 


Thr 


Ser 


J U J 








390 






395 










400 


Lvs 


Aro 


His 


Trn 


Leu Ara Phe Phe 


Tvr 


Leu 


Tvr 


His 


Phe 


Ala 


Phe Tyr 










405 

"* V J 




410 










415 




Ala 


Tvr 


His 


Tvr 


Ara Phe Asn Glv 


Gin 


Tvr 


Ser 


Ser 


Leu 


Ala 


Leu 


Val 








/i *3 n 




A*) C 










a 1 n 

f» J u 






Thr 


Ser 


Trp 


Leu 


Phe He Gin His 


Ser 


Met 


He 


Tyr 


Phe 


Phe 


His 


His 






435 




440 










445 








Tyr 


Glu 


Leu 


Pro 


Ala He Leu Gin 


Gin 


Val 


Arg 


He 


Gin 


Glu 


Met 


Leu 




450 






455 








460 










Leu 


Gin 


Ala 


Pro 


Pro Leu Gly Pro 


Gly 


Thr 


Pro 


Thr 


Ala 


Leu 


Pro 


Asp 


465 








470 






475 










480 


Asp 


Met 


Asn 


Asn 


Asn Ser Gly Ala 


Pro 


Ala 


Thr 


Ala 


Pro 


Asp 


Ser 


Ala 










485 




490 










495 




Gly 


Gin 


Pro 


Pro 


Ala Leu Gly Pro 


Val 


Phe 


Glu 


Leu 


Val 


Ser 


Lys 


Glu 








500 




505 










510 






Arg 


Gly 


Trp 


Gly 


Ser Ala Glu Gly 


Ser 


Gly 


Gly 


Val 


Leu 


Val 


Gly Leu 






515 




520 










525 









Gin 



<210> 4915 

<211> 1157 

<212> DNA 

<213> Homo sapiens 

<400> 4915 

gcacaggaag ctgctttatt cttgctgaga gacaggggct gctgcccaca cacagaccct 
60 

gtgtccaccc tgcagaaaag gccaggaggg cctgcagagc tgggaagcgc cacccaaggg 
120 

tctcagtcac caagactgca ggagaggcaa ggccatgtca ggcctggcag ctgtggctgg 
180 

ggccaggagg gagggaccag gcccatgtgg gaacaggaca aatgcccaag gccacatcct 
240 

tcgtccacag tcctgaggct cctgccaggc tgacaggaaa cagcccagag ctgaggtctt 
300 

tgagccggtc attccaacat tgcaagcacc acccagtcct cctggctgaa gttgagtgag 
360 

gtaagaaggg cccgtggcca gggacaggga gggccctcag gaggctccca gggctgctgc 
420 

tgaggccggg cagcgtccta ggcctcaagg acactccttt ctccccgctg ccccaagcca 
480 

ccatggcagc agcatcaggg ctgtgccgcc tcatccccat ccctgtctgg gcagatgtga 
540 

agggtgaccg tctcccccac tgtcccgaag ttgacggtct gggtggaaag ctctgtggtg 
600 

aagctgctct ggccactgtc cgcagaacgc cggatgcggg tgcagaaaga ctgcgtccag 
660 
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ggagcactgc 
720 

ctacggacct 
780 

gggcctcggg 

840 

ccccgatctc 
900 

cagggccacc 
960 

gtgtcagcat 
1020 

tgtcctggga 
1080 

ctcctccatc 
1140 

ctctctctct 
1157 



ccacaggccg 
ggggtcccgg 
gacccagtgc 
tctctggatc 
acagtggaag 
gcggccgttg 
ctcctccgtc 
gtgccctcct 
ctctctc 



agccggggcc 
tggtgacgcc 
agccccacgc 
accgagacct 
gtctcccctt 
tgcgtgagga 
acaaagagag 
cctccaggct 



tcccgcaaga 
ccacggggct 
tgagcagcac 
cgcagggagg 
ccccaggcac 
tcttggggtc 
tctccgtctt 
gcccatgcca 



ggaaggaggt 
caggcctaaa 
aggctgcccc 
gtcatcaggg 
gtaatcttcc 
acgatcccca 
ccccctcttc 
gaacggagag 



gccctcaagg 
gaggccgaga 
accgtgggct 
gcgccaggcc 
aggtcagcca 
aggctgtgtg 
ctagtcccgc 
agaactagtt 



<210> 4916 

<211> 59 

<212> PRT 

<213> Homo sapiens 



<400> 4916 

Met Arg Val Gin Lys Asp Cys Val Gin Gly Ala Leu Pro Thr Gly Arg 

15 10 15 

Ala Gly Ala Ser Arg Lys Arg Lys Glu Val Pro Ser Arg Leu Arg Thr 

20 25 30 

Trp Gly Pro Gly Gly Asp Ala Pro Arg Gly Ser Gly Leu Lys Arg Pro 

35 40 45 

Arg Gly Pro Arg Gly Pro Ser Ala Ala Pro Arg 
50 55 

<210> 4917 

<211> 1544 

<212> DNA 

<213> Homo sapiens 

<400> 4917 

cgaagcacct cctctctctg actttccgcc ttcccgctgc gaccccggtt ttgcccctct 
60 

ccagctccct cagccgcggg cacctgagct ctccgcggcc accagggggc gcccgcggcc 
120 

cagtctgggc gcgagagccg ccaagcgccc actccgttcc tcctggtgcc ccgccccgtc 
180 

cggccgcggc cccgcccctc ccggcgcccc gccccgtccg gcagcggcct cgctccctcc 
240 

gatccccccc gcgcccggga cccctggccc cactgttggg ccagctcgcc gggtccggcc 
300 

atgggccccg ccgctcgccc cgcgctgaga tcgccgccgc cgcctccgcc gccgcctccg 
360 

tctccgctgc tgctgctgct gcccctgctg ccgctgtggc tgggcctggc ggggcccggg 
420 
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gccgcggcgg acggcagcga gccggcggcc ggggcggggc ggggcggagc ccgcgccgtg 
480 

cgggtggacg tgagactgcc gcgccaggac gctctggtcc tggagggcgt caggatcggc 
540 

tccgaagccg acccggcgcc cctgctgggc ggtcgtctgc tgctgatgga tgtcgtggat 
6O0 

gctgagcagg aggcacccgc agatggctgg attgcagtgg catatgtggg caaggagcag 
660 

gcggcccagt tccaccagga gaataagggc agtggcccgc aggcctatcc caaggccctg 
720 

gtccagcaga tgcggcgggc cctcttcctg ggtgcctctg ccctgcttct tctcatcctg 
780 

aaccacaacg tggtccgaga gctggacata tcccagcttc tgctcaggcc agtgatcgtc 
840 

ctccattatt cctccaatgt caccaagctg ttggatgcat tgctgcagag gacccaggcc 
900 

acggctgaga tcaccagcgg agagtccctg tctgccaata tcgagtggaa gttgaccttg 
960 

tggaccacct gtggcctctc caaggatggc tatggaggat ggcaggactt ggtctgcctt 
1020 

ggaggcagtc gtgcccagga gcagaaaccc ctgcagcagc tgtggaacgc catcctgctg 
1080 

gtggccatgc tcctgtgcac aggcctcgtg gtccaggccc agcggcaggc gtcgcggcag 
1140 

agccagcggg agctcggagg ccaggtggac ctgtttaagc gccgcgtggt gcggagactg 
1200 

gcatccctca agacacggcg ctgccggctg agcagggcag cgcagggcct cccagatccg 
1260 

ggtgctgaga cctgtgcggt gtgcctggac cacttctgca acaaacaggc tagtgccccg 
1320 

gtggctccgg gtgctgccct gtaagcacga gtttcaccga gactgtgtgg acccctggct 
1380 

gatgctccag cagacctgcc cactgtgcaa attcaacgtc ctgggtgagc accaggggtg 
1440 

gggtccctcg gcctactctg cctgctcctc acctgatgcc tctctccctg ttcttcttcc 
1500 

cctcccctgc agggaaccgc tactccgatg attagctgcc cage 
1544 

<210> 4918 
<211> 347 
<212> PRT 

<213> Homo sapiens 
<400> 4918 

Met Gly Pro Ala Ala Arg Pro Ala Leu Arg Ser Pro Pro Pro Pro Pro 

15 10 15 

Pro Pro Pro Pro Ser Pro Leu Leu Leu Leu Leu Pro Leu Leu Pro Leu 

20 25 30 

Trp Leu Gly Leu Ala Gly Pro Gly Ala Ala Ala Asp Gly Ser Glu Pro 

35 40 45 

Ala Ala Gly Ala Gly Arg Gly Gly Ala Arg Ala Val Arg Val Asp Val 

50 55 60 

Arg Leu Pro Arg Gin Asp Ala Leu Val Leu Glu Gly Val Arg lie Gly 
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65 


70 




75 






80 


Ser Glu Ala Asp Pro 


Ala 


Pro Leu Leu Gly 


Gly Arg 


Leu 


Leu Leu Met 


85 




90 








95 


Asp Val Val Asp Ala 


Glu 


Gin Glu Ala Pro 


Ala Asp Gly Trp He Ala 


100 




105 








110 


Val Ala Tyr Val Gly 


Lys 


Glu Gin Ala Ala 


Gin 


Phe 


His 


Gin Glu Asn 


115 




120 






125 




Lys Gly Ser Gly Pro 


Gin 


Ala Tyr Pro Lys 


Ala 


Leu 


Val 


Gin Gin Met 


130 




135 




140 






Arg Arg Ala Leu Phe 


Leu Gly Ala Ser Ala 


Leu 


Leu 


Leu 


Leu He Leu 


145 


150 




155 






160 


Asn His Asn Val Val 


Arg Glu Leu Asp lie 


Ser 


Gin 


Leu 


Leu Leu Arg 


165 




170 








175 


Pro Val lie Val Leu 


His 


Tyr Ser Ser Asn 


Val 


Thr 


Lys 


Leu Leu Asp 


180 




185 








190 


Ala Leu Leu Gin Arg 


Thr 


Gin Ala Thr Ala 


Glu 


He 


Thr 


Ser Gly Glu 


195 




200 






205 




Ser Leu Ser Ala Asn 


He 


Glu Trp Lys Leu 


Thr 


Leu 


Trp 


Thr Thr Cys 


210 




215 




220 






Gly Leu Ser Lys Asp 


Gly Tyr Gly Gly Trp 


Gin Asp 


Leu 


Val Cys Leu 


225 


230 




235 






240 


Glv Glv Ser Ara Ala 


Gin Glu Gin Lys Pro 


Leu 


Gin 


Gin 


Leu Trp Asn 


245 




250 








255 


Ala lie Leu Leu Val 


Ala 


Met Leu Leu Cys 


Thr Gly Leu Val Val Gin 


260 




265 








270 


Ala Gin Arg Gin Ala 


Ser 


Arg Gin Ser Gin 


Arg Glu Leu Gly Gly Gin 


275 




260 






285 




Val Asp Leu Phe Lys 


Arg 


Arg Val Val Arg 


Arg 


Leu 


Ala 


Ser Leu Lys 


290 




295 




300 






Thr Arg Arg Cys Arg 


Leu 


Ser Arg Ala Ala 


Gin Gly 


Leu 


Pro Asp Pro 


305 


310 




315 






320 


Gly Ala Glu Thr Cys 


Ala 


Val Cys Leu Asp 


Tyr 


Phe 


Cys 


Asn Lys Gin 


325 




330 








335 


Ala Ser Ala Pro Val 


Ala 


Pro Gly Ala Ala 


Leu 









340 345 



<210> 4919 

<211> 1362 

<212> DNA 

<213> Homo sapiens 

<400> 4919 

ncggaggcgg gcacttgggg ggaaagttga gacgtgatta ccgggttggg cgggccccat 
60 

ctgggagggg tttgtgggtg aactcggggt ccaccgcccg ctgaggagat ggatgaggac 
120 

gggcttcctc tcatggggtc aggcatagac ctgaccaagg tgccagctat tcaacagaaa 
180 

agaacggtgg cttttctaaa ccaatttgtg gtgcacactg tacagttcct caaccgcttt 
240 

tctacagttt gtgaggagaa actggcagac ctttcacttc gtatccaaca aattgaaaca 
300 

actctcaata ttttagatgc aaagttgtca tctatcccag gcctagatga tgtcacagtt 
360 
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gaagtatctc 
420 

gagcaaccac 
480 

gaaaatatct 
540 

gtgggtgtac 
600 

cttcttgaga 
660 

agttcagata 
720 

catgcatagg 
780 

aaacatcaaa 
840 

aagcagtttt 
900 

ttnggatacc 
960 

agatgcaatg 
1020 

ggaggccgag 
1080 

gtgaaacctc 
1140 

ctgggcgtag 
1200 

acttgaaccc 
1260 

tggcgacaag 
1320 

tgaagtcagt 
1362 



ctttaaatgt 
agcagaacag 
taactgtagc 
cagtgatggc 
ggccagatgc 
gcgaatcttc 
ggtacattta 
tggccacatg 
aacctgccca 
ctaaataaag 
agcaattaca 
gcgagtggat 
catctctact 
tggcaggtgc 
agaaggtaaa 
agtgaaactc 
gtgagtttag 



caccagtgtc 
tacacaagac 
caaggatcca 
aataagaaac 
tccagtgcct 
ttttagtgat 
cattctgtaa 
tccactacca 
gtatgtcttg 
taccaattag 
gtcaggcacg 
aacctgaggt 
aaaaatacaa 
ctgtaatccc 
ggtttcagtg 
tgtcttaaaa 
tgatcaatag 



acaaatggag 
tctggactac 
agatatgcca 
aaaatgatat 
gatggcgaaa 
taagcttaat 
gagattgagc 
agcttcttct 
ttgctaaaat 
tgctccaaat 
ggttgtcacg 
caggagttca 
aaagtagctg 
agctactcgg 
agctgagatt 
ataaaaagag 
tagacccaat 



cacatcctga 
aggaaagtga 
gatatctcaa 
cagaaggact 
gtgagaaaac 
tttgataaga 
ctgaactctc 
atgttaaaaa 
aanggccctc 
actaagatag 
cctgtaatcc 
agaccagcct 
ggcgtggtga 
gaagctgagg 
gcgtcattgc 
atgcaatgag 
gc 



agccacttca 
agtatcagca 
aatggttcaa 
agacccagat 
tgtagaagaa 
attacatatg 
ttagtcataa 
aataataata 
aaattgaaaa 
aatattttag 
cagcactttg 
ggccaacatg 
caaaaattag 
caggagaatc 
actccagcca 
caattttaaa 



<210> 4920 
<211> 194 
<212> PRT 

<213> Homo sapiens 



<400> 4920 

Met Asp Glu Asp Gly Leu Pro Leu 

1 5 
Lys Val Pro Ala lie Gin Gin Lys 

20 

Phe Val Val His Thr Val Gin Phe 

35 40 
Glu Glu Lys Leu Ala Asp Leu Ser 

50 55 
Thr Leu Asn lie Leu Asp Ala Lys 
65 70 
Asp Val Thr Val Glu Val Ser Pro 

85 

Gly Ala His Pro Glu Ala Thr Ser 



Met Gly Ser Gly lie Asp Leu Thr 

10 15 

Arg Thr Val Ala Phe Leu Asn Gin 

25 30 

Leu Asn Arg Phe Ser Thr Val Cys 

45 

Leu Arg He Gin Gin He Glu Thr 

60 

Leu Ser Ser He Pro Gly Leu Asp 

75 80 

Leu Asn Val Thr Ser Val Thr Asn 

90 95 

Glu Gin Pro Gin Gin Asn Ser Thr 
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100 

Gin Asp Ser Gly 
115 

Thr Val Ala Lys 
130 

Val Gly Val Pro 
145 

Leu Asp Pro Asp 

Glu Ser Glu Lys 

180 

Ser Asp 



Leu Gin Glu Ser 

120 

Asp Pro Arg Tyr 
135 

Val Met Ala He 
150 

Leu Leu Glu Arg 
165 

Thr Val Glu Glu 



105 

Glu Val Ser Ala 

Ala Arg Tyr Leu 

140 

Arg Asn Lys Met 
155 

Pro Asp Ala Pro 
170 

Ser Ser Asp Ser 
185 



110 

Glu Asn He Leu 
125 

Lys Met Val Gin 

He Ser Glu Gly 

160 

Val Pro Asp Gly 
175 

Glu Ser Ser Phe 
190 



<210> 4921 
<211> 1272 
<212> DNA 

<213> Homo sapiens 



<400> 4921 
nggttggtag 
60 

tctcggctcc 
120 

tcttccccgt 
180 

gtagtggaga 
240 

tttgtggaac 
300 

gagattcatc 
360 

attggaatta 
420 

acatcacagg 
480 

atgatggtcc 
540 

aatggtgtat 
600 

gaagagatga 
660 

gaagaaagga 
720 

tccagtgaag 
780 

ccctcagaag 
840 

gaaaggtctg 
900 

gcgagcattg 
960 

cgagaacact 
1020 



cttctatcct 
ttgtggccca 
tgcccctttg 
gcatcgcggg 
agaaatgtga 
aggaatacaa 
atgaagatca 
ccattttgca 
agaaaaacat 
tacctgactg 
aaatcctgag 
agaggaaaaa 
ctgcaataat 
ttaaaatgca 
aaacttcctc 
aaggaccaat 
atctcaagca 



gggggctgag 

aaggccctaa 
gggcgggatg 
gctcctgcga 
agtttttgat 
agaactagtt 
atttcaagaa 
acctgtgttg 
tgaaatgcag 
cttaaccgat 
ggaagttctt 
acagttatca 
gaataattcc 
ttttgctaat 
cctcccacaa 
agcaaactta 
gaagagagat 



cgactgcggg 
ccggggtccg 
gctgcggaag 
ggcccagact 
gatgaagaag 
gaaaagctgt 
gcatgcactt 
gcagcagaag 
ctgcaagcca 
ggctctgatg 
agaaaatcaa 
gaggctaaaa 
caaggggatg 
cagtcaatag 
aaaggcctga 
tcagtacttg 
aagttgatgt 



ccagctcttc 
gcggtctgtg 
aagaagacga 
ggtccatccc 
aaagcaaatt 
tagaaggtta 
ctcctcttgc 
attttactat 
ttcgaataat 
tggtcagtga 
aagaggaata 
cagaagagcc 
gtgaacattt 
aacctttggg 
agattcctgg 
gaacagaaga 
ccatgagaaa 



ccctactccc 
ccctagggta 

ggtggagtgg 

catcttggac 
gacctataca 
cctcaaagaa 
aaagacccat 
ctttaaagca 
tcaagagaga 
ccttgaacac 
tgaccaggaa 
cacagtgcat 
tgcacaccca 
aagaaaagtg 
cttagagcat 
acttcggcaa 
ggatatgagg 
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actaaacaga tacaaaatat ggagcagaaa ggaaaaccca ctggggaggt agaggaaatg 
1080 

acagagaaac cagaaatgac agcagaggag aagcaaacat tactaaagag gagattgctt 
1140 

gcagagaaac tcaaagaaga agttattaat aagtaataat taagaacaat ttaacaaaat 
1200 

ggaagttcaa attgtcttaa aaataaatta tttagtcctt acactgaaaa aaaaaaaaaa 
1260 

aaaaaataaa aa 
1272 

<210> 4922 
<211> 342 
<212> PRT 

<213> Homo sapiens 



<400> 4922 



Mat" 


rtla 


hid 


m ii 


Glu Glu Asp Glu Val Glu Trp Val 


Val 


Glu Ser 


lie 


1 

X 








5 






10 








15 




r\±. a. 


ox y 


T.oi i 


T ai \ 


Arg Gly Pro Asp Trp Ser 


He 


Pro 


He 


Leu Asp 


fne 








90 
\J 








25 








30 




v cl X 


VJiU 


m n 

VJX it 


T Are 

bys 


Cys 


Glu 


Val 


Phe Asp Asp Glu Glu 


Glu 


Ser Lys 


Lieu 






j j 










40 






45 






Thy- 


lyr 


1 IlX 




He 


His 


Gin 


Glu Tyr Lys 


Glu 


Leu 


Val 


Glu Lys 


lieu 














55 






60 








Leu 


Glu 


Gly 


Tyr 


Leu 


Lys 


Glu 


He Gly He 


Asn 


Glu 


Asp 


Gin Phe 


Gin 


65 










70 






75 








80 


Glu 


Ala 


Cys 


Thr 


Ser 


Pro 


Leu 


Ala Lys Thr 


His 


Thr 


Ser 


Gin Ala 


He 










85 






90 








95 




Leu 


Gin 


Pro 


Val 


Leu Ala Ala Glu Asp Phe 


Thr 


He 


Phe 


Lys Ala 


Met 








100 








105 








110 




Met 


Val 


Gin 


Lys 


Asn 


He 


Glu 


Met Gin Leu 


Gin 


Ala 


He 


Arg He 


He 






115 










120 






125 






Gin 


Glu 


Arg 


Asn 


Gly Val 


Leu 


Pro Asp Cys 


Leu 


Thr 


Asp Gly Ser 


Asp 




130 










135 


■ 




140 








Val 


Val 


Ser 


Asp 


Leu 


Glu 


His 


Glu Glu Met 


Lys 


He 


Leu 


Arg Glu 


Val 


145 










150 






155 








160 


Leu 


Arg 


Lys 


Ser 


Lys 


Glu 


Glu 


Tyr Asp Gin 


Glu 


Glu 


Glu Arg Lys 


Arg 










165 






170 








175 




Lys 


Lys 


Gin 


Leu 


Ser 


Glu 


Ala 


Lys Thr Glu 


Glu 


Pro 


Thr 


Val His 


Ser 








180 








185 








190 




Ser 


Glu 


Ala 


Ala 


He 


Met 


Asn 


Asn Ser Gin Gly Asp 


Gly Glu His 


Phe 






195 










200 






205 






Ala 


His 


Pro 


Pro 


Ser 


Glu 


Val 


Lys Met His 


Phe 


Ala 


Asn 


Gin Ser 


He 




210 










215 






220 








Glu 


Pro 


Leu 


Gly 


Arg 


Lys 


Val 


Glu Arg Ser Glu Thr 


Ser 


Ser Leu 


Pro 


225 










230 






235 








240 


Gin 


Lys 


Gly 


Leu 


Lys 


He 


Pro Gly Leu Glu His Ala 


Ser 


He Glu 


Gly 










245 






250 








255 




Pro 


He 


Ala 


Asn 


Leu 


Ser 


Val 


Leu Gly Thr Glu Glu 


Leu 


Arg Gin 


Arg 








260 








265 








270 




Glu 


His 


Tyr 


Leu 


Lys 


Gin 


Lys 


Arg Asp Lys 


Leu 


Met 


Ser 


Met Arg 


Lys 






275 










280 






285 






Asp 


Met 


Arg 


Thr 


Lys 


Gin 


He 


Gin Asn Met 


Glu 


Gin 


Lys 


Gly Lys 


Pro 
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290 295 300 

Thr Gly Glu Val Glu Glu Met Thr Glu Lys Pro Glu Met Thr Ala Glu 
305 310 315 320 

Glu Lys Gin Thr Leu Leu Lys Arg Arg Leu Leu Ala Glu Lys Leu Lys 

325 330 335 

Glu Glu Val lie Asn Lys 

340 

<210> 4923 

<211> 765 

<212> DNA 

<213> Homo sapiens 

<400> 4923 

tctccagccc cggatgaggg gcctcaggct tcggctgggc cacaggaggt ggggtctctg 
60 

aagccttctg ctcctnctcc aaggacctca tttagctccg ccagcaggtc atcatcagcc 
120 

tccaagtcgt cctcatccgt cccctcctcc tcatcctcat ccgggtctct catgcacagg 
180 

ctggccatct tctcaatggc ctccatcggc aagggacctt tgcctttgag cttctccagg 
240 

gctgggggct ggcccccgac caaagccaag aactcagcct ccagttcttc atcgttagcc 
300 

ccgtcctcag ggatcatcag gccatctggg gagaggtcaa ccagcaggcc cagctggcgg 
360 

gcggccgcgg cgcctctgcc cgggggtccc gggggtcctt cctcttgtgc atcttcaagg 
420 

ctggatgccc ggaccacctg cccccaagcc cggccttgcc ctgccccttc cccgggctct 
480 

gtcgccgcgc actcgccctt cctgagtcct gcactcctcg tcggcgccct gcggccggtc 
540 

gatcccgagc cctcgcttcc ctgcttggcc gtcccacttc cgcctcgggc ctcgggcgcc 
600 

• 

gccgcacctn ggagcgcggc cagctgggct cgccgaggtc tgccgagccg aaactacaac 
660 

tcccggcaga tttctcaagg ggaagataaa atgactaaga ggaagaagct gcggacctca 
720 

gctcccctga tgaggaaaca ggatctccct gccggctcct ccgtc 
765 

<210> 4924 

<211> 255 

<212> PRT 

<213> Homo sapiens 

<400> 4924 

Ser Pro Ala Pro Asp Glu Gly Pro Gin Ala Ser Ala Gly Pro Gin Glu 

15 10 15 

Val Gly Ser Leu Lys Pro Ser Ala Pro Xaa Pro Arg Thr Ser Phe Ser 

20 25 30 

Ser Ala Ser Arg Ser Ser Ser Ala Ser Lys Ser Ser Ser Ser Val Pro 

35 40 45 

Ser Ser Ser Ser Ser Ser Gly Ser Leu Met His Arg Leu Ala lie Phe 
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50 

Ser Met Ala Ser 
65 

Ala Gly Gly Trp 

Ser Ser Leu Ala 

100 

Ser Thr Ser Arg 
115 

Gly Pro Gly Gly 
130 

Thr Thr Cys Pro 
145 

Val Ala Ala His 

Leu Arg Pro Val 

180 

Leu Pro Pro Arg 
195 

Trp Ala Arg Arg 
210 

Ser Gin Gly Glu 
225 

Ala Pro Leu Met 



55 

lie Gly Lys Gly 
70 

Pro Pro Thr Lys 
85 

Pro Ser Ser Gly 

Pro Ser Trp Arg 

120 

Pro Ser Ser Cys 
135 

Gin Ala Arg Pro 
150 

Ser Pro Phe Leu 
165 

Asp Pro Glu Pro 

Ala Ser Gly Ala 

200 

Gly Leu Pro Ser 
215 

Asp Lys Met Thr 
230 

Arg Lys Gin Asp 
245 



60 

Pro Leu Pro Leu 
75 

Ala Lys Asn Ser 
90 

lie lie Arg Pro 
105 

Ala Ala Ala Ala 

Ala Ser Ser Arg 

140 

Cys Pro Ala Pro 
155 

Ser Pro Ala Leu 
170 

Ser Leu Pro Cys 
185 

Ala Ala Pro Xaa 

Arg Asn Tyr Asn 

220 

Lys Arg Lys Lys 
235 

Leu Pro Ala Gly 
250 



Ser Phe Ser Arg 

60 

Ala Ser Ser Ser 
95 

Ser Gly Glu Arg 
110 

Pro Leu Pro Gly 
125 

Leu Asp Ala Arg 

Ser Pro Gly Ser 

160 

Leu Val Gly Ala 
175 

Leu Ala Val Pro 
190 

Ser Ala Ala Ser 
205 

Ser Arg Gin lie 

Leu Arg Thr Ser 

240 

Ser Ser Val 
255 



<210> 4925 

<211> 374 

<212> DNA 

<213> Homo sapiens 



<400> 4925 
gccaatttgg 
60 

ggatcggatg 
120 

agtgatgagg 
160 

tcgttcaaga 
240 

gtggccttgc 
300 

gatgaaaatc 
360 

ctttctaaaa 
374 



agaaagagct 
aaaatgaaat 
ccgaggacgc 
cagaaaaggc 
taaaacaaca 
cattagatga 
aaaa 



ccaggagatg 
ggaagaacat 
tgagctctat 
catgaagaat 
gctggaggag 
caattctgag 



gaggcacggt 
gaactcaaag 
gatgaccttt 
cacgagaagt 
gaagaagaaa 
gaagaaatgg 



acgagaagga 
atgaggagga 
actgcccagc 
caaagaagca 
atttttcaag 
aagatgcacc 



gtttggagat 
tggtaaagac 
atgtgacaaa 
tcgggaaatg 
acctcaaatt 
aaaacaaaag 



<210> 4926 
<211> 124 
<212> PRT 

<213> Homo sapiens 



<400> 4926 

Ala Asn Leu Glu Lys Glu Leu Gin Glu Met Glu Ala Arg Tyr Glu Ly3 
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1 

Glu Phe Gly Asp 

20 

Lys Asp Glu Glu 
35 

Leu Tyr Asp Asp 
50 

Glu Lys Ala Met 
65 

Val Ala Leu Leu 

Arg Pro Gin lie 

100 

Met Glu Asp Ala 
115 



5 

Gly Ser Asp Glu 

Asp Gly Lys Asp 

40 

Leu Tyr Cys Pro 
55 

Lys Asn His Glu 
70 

Lys Gin Gin Leu 
85 

Asp Glu Asn Pro 

Pro Lys Gin Lys 

120 



10 

Asn Glu Met Glu 
25 

Ser Asp Glu Ala 

Ala Cys Asp Lys 

60 

Lys Ser Lys Lys 
75 

Glu Glu Glu Glu 
90 

Leu Asp Asp Asn 
105 

Leu Ser Lys Lys 



15 

Glu His Glu Leu 
30 

Glu Asp Ala Glu 
45 

Ser Phe Lys Thr 

His Arg Glu Met 

80 

Glu Asn Phe Ser 
95 

Ser Glu Glu Glu 
110 



<210> 4927 

<211> 1649 

<212> DNA 

<213> Homo sapiens 



<400> 4927 
atccaccgct 
60 

aattcgagcg 
120 

attcagttat 
180 

aatgagaatg 
240 

cctaacttgc 
300 

cctagagtca 
360 

tatgagaaag 
420 

acaggacaaa 
480 

ctatatctgg 
540 

cttcagaatg 
600 

gttcttgatt 
660 

aagacaatag 
720 

atcttagcat 
780 

aggtgccagc 
840 

agagggaacc 
900 

gctgatggtt 
960 



gagctgggag 
gctctcataa 
ctggagcaga 
tcagtctcgt 
ctgatagcac 
tttcatttga 
aagaagattg 
aacagtacaa 
aggatgatga 
aatcaaccaa 
atagaagaaa 
tccacgaaag 
cagcaggaca 
aacttgctgc 
agcttcaaga 
ccagcatctt 



aaagatggcg 
agatctggct 
acaactagaa 
gatctcgcgg 
agccaaagaa 
ggagcaggtt 
gagaaatgca 
tgtagattat 
tccagtccag 
tgaacaatta 
attcattgaa 
tgaaagacta 
gcagcgttct 
ttatgggatc 
atttgctgcc 
ggacagagct 



gccgtgcgac 
ggcaagtatc 
gctttgaaag 
cagttgctga 
atctatcact 
gcttccataa 
gcccaagtgt 
aaactggaga 
gcagaggctt 
cagatacatt 
gctgcacaaa 
gaggccttaa 
cggatgctgg 
ctagagaaaa 
atgctgatgc 
gttattgaac 



aggatttggc 
gtcagatcct 
cttttgtgga 
ctgatttttg 
tcaccttgga 
gacagcatct 
tggtgggaat 
cttacttgaa 
acataaatcg 
ataaggtatg 
ggtacaatga 
aacatgcttt 
ctaccctttt 
tgtatctaga 
ctcaccaaaa 
acaatttgtt 



ccagctcatg 
ggaaaaagcc 
agcaatggta 
cacacatctt 
aaagatccag 
tgcatctata 
tcctttggaa 
gattgctagg 
agcatcgttg 
ctatgcacgt 
gctctcttac 
gcactgtacg 
taaggatgaa 
caggatcatc 
agcaactaca 
gtctgcaagc 
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aaattatata ataatattac cttcgaagaa cttggagctc ttttagagat ccctgcagct 
1020 

aaggcggaaa agatagcatc tcaaatgata accgaaggac gtatgaatgg atttattgac 
1080 

cagattgatg gaatagttca ttttgaaaca cgagaagccc tgccaacgtg ggataagcag 
1140 

atccaatcac tttgtttcca agtgaataac cttttggaga aaattagtca aacagcacca 
1200 

gaatggacag cacaagccat ggaagcccag atggctcagt gaatccttgc agaacttctg 
1260 

tgcacatgac atctttttcc atgttgtgca gatcagtttc actatctcca aagcatttgc 
1320 

atcatgacct tatacatttc aatccctttt atgctggatt ccgtttaaag aagacattat 
1380 

tagagcagga agtacaagca tttaaaatat gtagttccca tatatttcag ggtctctgtg 
1440 

tattaagcta actcagatgt tttgaaagct ttttctttaa acagaggtga aatatctgtg 
1500 

gctaaaaagt ttgagatttg tgataacttt gtagtcatgt aaaacttaag tgcttcatgc 
1560 

ctctccaaat gtggttattc taataaatgg agaaatgagc caaaaaaaag tagtactttg 
1620 

tttttaaaaa aaaaaaaaaa aaaaaaaaa 
1649 

<210> 4928 
<211> 405 
<212> PRT 

<213> Homo sapiens 



<400> 4928 



Met 


Ala 


Ala 


Val 


Arg 


Gin 


Asp 


Leu 


Ala 


Gin 


Leu 


Met 


Asn 


Ser 


Ser 


Gly 


1 








5 










10 










15 




Ser 


His 


Lys 


Asp 


Leu 


Ala 


Gly 


Lys 


Tyr 


Arg 


Gin 


He 


Leu 


Glu 


Lys 


Ala 








20 










25 










30 






lie 


Gin 


Leu 


Ser 


Gly 


Ala 


Glu 


Gin 


Leu 


Glu 


Ala 


Leu 


Lys 


Ala 


Phe 


Val 






35 










40 










45 








Glu 


Ala 


Met 


Val 


Asn 


Glu 


Asn 


Val 


Ser 


Leu 


Val 


He 


Ser 


Arg 


Gin 


Leu 




50 










55 










60 










Leu 


Thr 


Asp 


Phe 


Cys 


Thr 


His 


Leu 


Pro 


Asn 


Leu 


Pro 


Asp 


Ser 


Thr 


Ala 


65 










70 










75 










80 


Lys 


Glu 


He 


Tyr 


His 


Phe 


Thr 


Leu 


Glu 


Lys 


He 


Gin 


Pro 


Arg 


Val 


He 










85 










90 










95 




Ser 


Phe 


Glu 


Glu 


Gin 


Val 


Ala 


Ser 


He 


Arg 


Gin 


His 


Leu 


Ala 


Ser 


He 








100 










105 










110 






Tyr 


Glu 


Lys 


Glu 


Glu 


Asp 


Trp 


Arg Asn 


Ala 


Ala 


Gin 


Val 


Leu 


Val 


Gly 






115 










120 










125 








lie 


Pro 


Leu 


Glu 


Thr 


Gly 


Gin 


Lys 


Gin 


Tyr 


Asn 


Val 


Asp 


Tyr 


Lys 


Leu 




130 










135 










140 










Glu 


Thr 


Tyr 


Leu 


Lys 


He 


Ala 


Arg 


Leu 


Tyr 


Leu 


Glu 


Asp 


Asp 


Asp 


Pro 


145 










150 










155 










160 


Val 


Gin 


Ala 


Glu 


Ala 


Tyr 


He 


Asn 


Arg 


Ala 


Ser 


Leu 


Leu 


Gin 


Asn 


Glu 










165 










170 










175 




Ser 


Thr 


Asn 


Glu 


Gin 


Leu 


Gin 


He 


His 


Tyr 


Lys 


Val 


Cys 


Tyr 


Ala 


Arg 
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180 










185 

^ J 










190 

17v 






Val 


Leu 


Asp 
195 


Tyr 


Arg 


Arg 


Lys 


Phe 
200 


He 


Glu 


Ala 


Ala 


Gin 

205 

4 V J 


Arg 


Tyr 


Asn 


Glu 


Leu 
210 


Ser 


Tyr 


Lvs 


Thr 


He 

* 

215 


Val 


His 


Glu 




Glu 
220 

** w 




uc wi 


Glu 


Ala 


Leu 


Lys 


His 


Ala 


Leu 

M W u 


His 


Cvs 


Thr 


He 


Leu 


Ala 




Ala 


Glv 
uiy 


Gin 

will 


Gin 

will 


225 










210 
\j 










235 
*. j j 










5 An 


Arg 


Ser 


Arg Met 


Leu 


Ala 


Thr 


Leu 


Phe 


Lys 


Asp 


Glu 


Arg 


Cys 


Gin 


Gin 










245 










550 










5 55 

* 3 J 




Leu 


Ala 


Ala 


Tyr 
260 


Glv 


He 

1 1 c 


LC Wl 


Glu 

Ul LA 


T.V*5 

5 5 




Tvr 

iy.tr 


ucu 


no 


<£ / U 


Tip 


lie 


Arg Gly 


Asn 


Gin 




Gl n 


Gl 11 


php 
rue 


nia 


Ala 


11C u 








ula 


Gl ri 

villi 






275 




























Lys 


Ala 

290 


Thr 


Thr 


Al A 


Sen 




Car 

OCX. 


Cor 


Tip, 




inn 




Mid 


\7a 1 
Vol 


Tip 

lie 


Glu 


His 


Asn 


Leu 


Leu 


Ser 


Ala 


JIB 

Ser 


Lys 


Leu 


Tyr 


Asn 


Asn 


He 


Thr 


Phe 


305 










310 










315 










320 


Glu 


Glu 


Leu Gly 


Ala 


Leu 


Leu 


Glu 


He 


Pro 


Ala 


Ala 


Lys 


Ala 


Glu 


Lys 










325 










330 










335 




He 


Ala 


Ser 


Gin 
340 


Met 


He 


Thr 


Glu 


Gly 
345 


Arg 


Met 


Asn 


Gly 


Phe 
350 


He 


Asp 


Gin 


He 


Asp Gly 


He 


Val 


His 


Phe 


Glu 


Thr 


Arg 


Glu 


Ala 


Leu 


Pro 


Thr 






355 










360 










365 








Trp Asp 


Lys 


Gin 


He 


Gin 


Ser 


Leu 


Cys 


Phe 


Gin 


Val 


Asn 


Asn 


Leu 


Leu 




370 










375 










380 










Glu 


Lys 


He 


Ser 


Gin 


Thr 


Ala 


Pro 


Glu 


Trp 


Thr 


Ala 


Gin 


Ala 


Met 


Glu 


385 










390 










395 










400 


Ala 


Gin 


Met 


Ala 


Gin 

























405 



<210> 4929 
<211> 5907 
<212> DNA 

<213> Homo sapiens 
<400> 4929 

ntaatcgegg gcgctttggc gecatcttta gatggcggga gtaagaggaa aacgattgtg 
60 

aggegggaac ggctttctgc tgcctttttt gggccccgaa aagggtcagc tggceggget 
120 

ttggggcgcg tgecctgagg cgcggagcgc gtttgctacg atgeggggge tgetegggge 
180 

tccgtcccct gggctgggga cgcgccgaat gtgaccgcct cccgctccct cacccgccgc 
240 

ggggaggagg agegggegag aagctgccgc cgaacgacag gacgttgggg cggcctggct 
300 

ccctcaggta taagtattgt ttaagctgea tcaatggagc acatacaggg agcttggaag 
360 

acgatcagca atggttttgg attcaaagat gccgtgtttg atggctccag ctgcatctct 
420 

cctacaatag ttcagcagtt tggctatcag cgccgggcat cagatgatgg caaactcaca 
480 

gatccttcta agacaagcaa cactatccgt gttttcttgc cgaacaagca aagaacagtg 
540 
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gtcaatgtgc gaaatggaat gagcttgcat 
600 

ggcctgcaac cagagtgctg tgcagtgttc 
660 

gcacgcttag attggaatac tgatgctgcg 
720 

ttcctggatc atgttcccct cacaacacac 
780 

gccttctgtg acatctgtca gaaattcctg 
840 

tacaaatttc atgagcactg tagcaccaaa 
900 

atcagacaac tcttattgtt tccaaattcc 
960 

ccttctttga ctatgcgtcg tatgcgagag 
1020 

cacagatatt ctacacctca cgccttcacc 
1080 

tccctctccc agaggcagag gtcgacatcc 
1140 

ctgcctgtgg acagcaggat gattgaggat 
1200 

ccttcagccc tgtccagtag ccccaacaat 
1260 

acccccgtgc cagcacaaag agagcgggca 
1320 

attaggcctc gtggacagag agattcaagc 
1380 

atgctgtcca ctcggattgg gtcaggctct 
1440 

ggagatgttg cagtaaagat cctaaaggtt 
1500 

ttcaggaatg aggtggctgt tctgcgcaaa 
1560 

gggtacatga caaaggacaa cctggcaatt 
1620 

tacaaacacc tgcatgtcca ggagaccaag 
1680 

cggcagacgg ctcagggaat ggactatttg 
1740 

aaatccaaca atatatttct ccatgaaggc 
1800 

gcaacagtaa agtcacgctg gagtggttct 
I860 

ctctggatgg ccccagaggt gatccgaatg 
1920 

gatgtctact cctatggcat cgtattgtat 
1980 

cacatcaaca accgagatca gatcatcttc 
2040 

cttagtaagc tatataagaa ctgccccaaa 
2100 

aagaaagtaa aggaagagag gcctcttttt 
2160 



gactgcctta 


tgaaagcact 


caaggtgagg 


agacttctcc 


acgaacacaa 


aggtaaaaaa 


tctttgattg 


gagaagaact 


tcaagtagat 


aactttgctc 


ggaagacgtt 


cctgaagctt 


ctcaatggat 


ttcgatgtca 


gacttgtggc 


gtacctacta 


tgtgtgtgga 


ctggagtaac 


actattggtg 


atagtggagt 


cccagcacta 


tctgtttcca 


ggatgcctgt 


tagttctcag 


tttaacacct 


ccagtccctc 


atctgaaggt 


acacctaatg 


tccacatggt 


cagcaccacc 


gcaattcgaa 


gtcacagcga 


atcagcctca 


ctgagcccaa 


caggctggtc 


acagccgaaa 


ccagtatctg 


ggacccagga 


gaaaaacaaa 


tattattggg 


aaatagaagc 


cagtgaagtg 


tttggaactg 


tttataaggg 


taaatggcac 


gtcgacccaa 


ccccagagca 


attccaggcc 


acacggcatg 


tgaacattct 


gcttttcatg 


gtgacccagt 


ggtgcgaggg 


cagcagcctc 


tttcagatgt 


tccagctaat 


tgacattgcc 


catgcaaaga 


acatcatcca 


tagagacatg 




aa at" t~ CTC1 aft^ 




cagcaggttg 


aacaacctac 


tggctctgtc 


caggataaca 


acccattcag 


tttccagtcg 


gaactgatga 


cgggggagct 


tccttattct 


atggtgggcc 


gaggatatgc 


ctccccagat 


gcaatgaaga 


ggctggtagc 


tgactgtgtg 


ccccagatcc 


tgtcttccat 


tgagctgctc 
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caacactctc 
2220 

cacactgagg 
2280 

ttgactttgc 
2340 

ttctgctccc 
2400 

ttctagactg 
2460 

ctgggagaag 
2520 

gctcaaggcc 
2580 

gggcccagcc 
2640 

cagccctgat 
2700 

caggcgggac 
2760 

acagcccagg 
2820 

ttttcttagg 
2880 

ttttccaggc 
2940 

tcatgctgaa 
3000 

tgtttctcta 
3060 

tgtttctcta 
3120 

caaggaagcc 
3180 

acctgacaaa 
3240 

aaatttaggt 
3300 

gaatgcccca 
3360 

agcctaggct 
3420 

agagttaagt 
3480 

taatacattt 
3540 

agattagata 
3600 

ttcaattaaa 
3660 

ggtcagaatc 
3720 

gctttgcagc 
3780 



taccgaagat 
atatcaatgc 
acctgtcttc 
tttctccaga 
ctcacagggc 
gaagccattt 
cagccttctg 
ccagctgttg 
gtggagacac 
tttcttcaga 
actgccgaga 
ggacacgtcc 
aaggcactcg 
ttttgtcttc 
caaacaaaca 
acaaacaaac 
aggaatacag 
atacagttat 
gtaatggctg 
tttgttcacc 
gggaatgaat 
ataaaaatta 
tataaactat 
aattccagct 
atcaaaatga 
agaaaccttg 
tagataatag 



caaccggagc 
ttgcacgctg 
aggctgccag 
ggcagaacac 
cttaacttca 
gcagtgctgg 
tagatgcgca 
gctacatgag 
atgggatttt 
gagtggtgca 
ctctggccgc 
tcctttcaca 
gccaatccgc 
caggagctgc 
aacaaacagc 
aaacaaacag 
gttttcttga 
ctgatggtcc 
gctgttacct 
ctcttcagga 
ttgtaattta 
attaagcaga 
ttatttattt 
tggaacaagc 
ctacaagact 
ggtgccatga 
atcacttgag 



gcttccgagc 
accacgtccc 
gggaggagga 
atgttttcag 
tgttgccttc 
tgtgtcctgc 
agtggatgtt 
tatttagagg 
ggaaatcagc 
gcgccagaca 
ccgaaggagc 
gcttctaagg 
atctcagccc 
ccctatgggg 
cttgtttctc 
ccttgtttct 
tgatttgggt 
ctcaattatg 
ccttttaaag 
gcagaattca 
acctttgtac 
aagtactcta 
ggtaggtaca 
tagtgctggt 
tgccatcagc 
aatttttaca 
tacgaaccac 



catccttgca 
cgaggctgcc 
gaagccagca 
agaagctgct 
ttttctatcc 
tccctcccca 
gatggtagta 
aagtaaggta 
ttctggagga 
ttttgcacat 
ctgctttggt 
tgtccagtgc 
tctcagggag 
cggggccgca 
taacaaacaa 
ctagtcacat 
tttaattttg 
ttattttaat 
taattctgag 
agaacaggaa 
tctttgtaaa 
aactcagcta 
gcttttttaa 
tcacaaggtt 
tctcttcagg 
aaatttcaaa 
acatgcaagt 



tcgggcagcc 
tgtcttctag 
ggcaccactt 
gctaaggacc 
ctttggggcc 
cattccccat 
caaaaagcag 
gcaggcagtc 
atgcatgtca 
aaggcaccaa 
actatggaac 
attgggatgg 
cagtcttcca 
gggccagcct 
gggccagcct 
catgtgtata 
tttttattgc 
aaaataaatt 
ctcacaactt 
atgtgcccag 
cctctactga 
ataccttaag 
acacaaaaat 
gtgctcaccc 
accactgctg 
tcaaagccag 
gcacgtatat 
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ttgagttctc aatacaatta 
3840 

gttcccctag agggccctgg 
3900 

ctgctaccca gtactgtacc 
3960 

tatacttcca ctttgtttgc 
4020 

cttgagagaa cttgaaaaaa 
4080 

ttaaccagct aatctgcgct 
4140 

aaattttgac gacacactaa 
4200 

ggctgaagac tcctttggta 
4260 

tttctgggga agaaaagatc 
4320 

aaacagtttg ggtgtttgtt 
4380 

ctataaaaat agcaattcca 
4440 

atggctgtaa taatggagat 
4500 

agtcacacgt caccttggct 
4560 

ttcggccgat ggagcccaag 
4620 

cactccagaa aggtgcatga 
4680 

ggggacatgc cggctttctc 
4740 

cctcacagtg ccttgagaac 
4800 

atcggggtaa gcatggcgat 
4860 

ctcaaagtat ttacaggctt 
4920 

ctttttattc tgatcttcca 
4980 

gcattctgga caagacttaa 
5040 

gatgcaggac aaacagtacg 
5100 

agcagaggcc ttctccagga 
5160 

ctggaaggca aaggcctttt 
5220 

agccttcctc tgctctgggt 
5280 

ctccccgtgc aggtagacac 
5340 

gcacagctgc tgctcgttgc 
5400 



ccctgatggg caagaaccca 
ctggaggccc caacaccaac 
tcctgctcct tcaagagcct 
tgcacatgtg gcaacaagat 
atgaccaccc ttaaagccct 
cacttggcat tgtgtgttct 
atacactaga gaaatacact 
agaaaaatat gctgcattag 
aaagataaga gccaggtttg 
agttgttacc cctgaggggc 
tacatttaat taggttactt 
tgaatgagac taaggctaag 
gcagtacagg gaagctccgc 
atgcagggca accatctact 
agaggtcccc gagctctgtc 
ggttctcgat gaaatcccag 
tgagctgttt ccgaggtttc 
aaagacattt gcttccaaat 
ttttccccat cccctgtttg 
cccaatacac acttggaatt 
tgattgggtt ttcaaactgt 
tgtgattgca attggagaga 
tcacttccat gcagatactg 
ccatctcgtg ttcgaacgtc 
cgaatgggtg caagacttgc 
aggcatcccc aaaccggcac 
tgtaggagct gctggcctcc 



caggtgagag cagaggcttg 
cagacgacag gagggccaga 
ccctaaggga gaagaagatc 
tgctaccctg atttgggaca 
agaaaaaagt tgtatgtttg 
tgaaagctct gtataaatca 
atagaggaat ccttttatag 
gggcagctgc aagtttacta 
ttttttaaag caatcaatcc 
ttgaggtgta actatatcag 
tatatctttc actcttcccc 
cccaactcca ctcaaatcca 
acaccctggc ttgggaaagt 
ctttagggtt ctgatgattc 
atgtcgacat cttcattgtt 
agccgcactg aattaaagaa 
tcaggctctg ctagccgccc 
gggcaggtcc ccttgccttg 
aaagcttcaa tcaactcgtt 
acaaactctg atatcacacg 
ttggcacacc gccactgccg 
atcccaaatc tcctctcaga 
cacactttgt cctggcttgc 
aacatgcaga tcttttcatg 
agcctacaga tttcacacac 
tccccagcag ctgcgtaggg 
acgtcatcaa ggccactcct 
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gatggcatcc 
5460 

gcctggatta 
5520 

gtctctaaga 
5580 

aatggatgca 
5640 

gtgggccatg 
5700 

gcaccgagtt 
5760 

gctgtttgcc 
5820 

aaaatacctg 
5880 

tgccgccgcc 
5907 



aggtaggaat 
ctcaccatgc 
accaatgttc 
gtgacctcgg 
gtgcccacag 
ccataggcac 
aagtcatgtg 
caagtgatct 
tctcgcagcc 



gcggcttcat 
tcggctgggt 
tcttttcacg 
aaggagggtg 
cacctccagc 
agtagccctt 
agaataggca 
gcttggtgct 
gctgccc 



ctcggggctg 
cttcctttca 
ctttccgggt 
aggactgtgg 
tgcagcagag 
ctggtagtac 
ctgacttcct 
catggtggct 



ggctgggggt 
gccatgccag 
tcatgtgagt 
aaagctgggg 
ggcctcgtgt 
ttgcagatgg 
tcccgacaca 
gggctgaggg 



cgctgcagct 
agagatttcg 
tagttttcac 
agggcacact 
ggtcatatct 
tggacggttt 
caccatgcat 
accgtcgtcg 



<210> 4930 

<211> 648 

<212> PRT 

<213> Homo sapiens 



<400> 4930 

Met Glu His lie Gin Gly Ala Trp Lys Thr lie Ser Asn Gly Phe Gly 

15 10 15 

Phe Lys Asp Ala Val Phe Asp Gly Ser Ser Cys lie Ser Pro Thr lie 

20 25 30 

Val Gin Gin Phe Gly Tyr Gin Arg Arg Ala Ser Asp Asp Gly Lys Leu 

35 40 45 

Thr Asp Pro Ser Lys Thr Ser Asn Thr lie Arg Val Phe Leu Pro Asn 

50 55 60 

Lys Gin Arg Thr Val Val Asn Val Arg Asn Gly Met Ser Leu His Asp 
65 70 75 80 

Cys Leu Met Lys Ala Leu Lys Val Arg Gly Leu Gin Pro Glu Cys Cys 

85 90 95 

Ala Val Phe Arg Leu Leu His Glu His Lys Gly Lys Lys Ala Arg Leu 

100 105 110 

Asp Trp Asn Thr Asp Ala Ala Ser Leu lie Gly Glu Glu Leu Gin Val 

115 120 125 

Asp Phe Leu Asp His Val Pro Leu Thr Thr His Asn Phe Ala Arg Lys 

130 135 140 

Thr Phe Leu Lys Leu Ala Phe Cys Asp lie Cys Gin Lys Phe Leu Leu 
145 150 155 160 

Asn Gly Phe Arg Cys Gin Thr Cys Gly Tyr Lys Phe His Glu His Cys 

165 170 175 

Ser Thr Lys Val Pro Thr Met Cys Val Asp Trp Ser Asn lie Arg Gin 

180 185 190 

Leu Leu Leu Phe Pro Asn Ser Thr lie Gly Asp Ser Gly Val Pro Ala 

195 200 205 

Leu Pro Ser Leu Thr Met Arg Arg Met Arg Glu Ser Val Ser Arg Met 

210 215 220 

Pro Val Ser Ser Gin His Arg Tyr Ser Thr Pro His Ala Phe Thr Phe 
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225 

Asn Thr Ser Ser 

Ser Thr Ser Thr 

260 

Asp Ser Arg Met 
275 

Ser Pro Ser Ala 
290 

Trp Ser Gin Pro 
305 

Val Ser Gly Thr 

Asp Ser Ser Tyr 

340 

Thr Arg lie Gly 
355 

His Gly Asp Val 
370 

Glu Gin Phe Gin 
385 

Arg His Val Asn 

Leu Ala He Val 

420 

Leu His Val Gin 
435 

Ala Arg Gin Thr 
450 

He His Arg Asp 
465 

Thr Val Lys He 

Ser Gly Ser Gin 

500 

Ala Pro Glu Val 
515 

Ser Asp Val Tyr 
530 

Glu Leu Pro Tyr 
545 

Val Gly Arg Gly 

Cys Pro Lys Ala 

580 

Lys Glu Glu Arg 
595 

Leu Gin His Ser 
610 

Leu His Arg Ala 
625 

Thr Ser Pro Arg 



230 

Pro Ser Ser Glu 
245 

Pro Asn Val His 

He Glu Asp Ala 

260 

Leu Ser Ser Ser 
295 

Lys Thr Pro Val 
310 

Gin Glu Lys Asn 
325 

Tyr Trp Glu He 

Ser Gly Ser Phe 

360 

Ala Val Lys He 
375 

Ala Phe Arg Asn 
390 

He Leu Leu Phe 
405 

Thr Gin Trp Cys 

Glu Thr Lys Phe 

440 

Ala Gin Gly Met 
455 

Met Lys Ser Asn 
470 

Gly Asp Phe Gly 
485 

Gin Val Glu Gin 

He Arg Met Gin 

520 

Ser Tyr Gly He 
535 

Ser His lie Asn 
550 

Tyr Ala Ser Pro 
565 

Met Lys Arg Leu 

Pro Leu Phe Pro 

600 

Leu Pro Lys He 
615 

Ala His Thr Glu 
630 

Leu Pro Val Phe 
645 



235 

Gly Ser Leu Ser 
250 

Met Val Ser Thr 
265 

He Arg Ser His 

Pro Asn Asn Leu 

300 

Pro Ala Gin Arg 
315 

Lys He Arg Pro 
330 

Glu Ala Ser Glu 
345 

Gly Thr Val Tyr 

Leu Lys Val Val 

380 

Glu Val Ala Val 
395 

Met Gly Tyr Met 
410 

Glu Gly Ser Ser 
425 

Gin Met Phe Gin 

Asp Tyr Leu His 

460 

Asn He Phe Leu 
475 

Leu Ala Thr Val 
490 

Pro Thr Gly Ser 
505 

Asp Asn Asn Pro 

Val Leu Tyr Glu 

540 

Asn Arg Asp Gin 
555 

Asp Leu Ser Lys 
570 

Val Ala Asp Cys 
585 

Gin He Leu Ser 

Asn Arg Ser Ala 

620 

Asp He Asn Ala 
635 



240 

Gin Arg Gin Arg 
255 

Thr Leu Pro Val 
270 

Ser Glu Ser Ala 
285 

Ser Pro Thr Gly 

Glu Arg Ala Pro 

320 

Arg Gly Gin Arg 
335 

Val Met Leu Ser 
350 

Lys Gly Lys Trp 
365 

Asp Pro Thr Pro 

Leu Arg Lys Thr 

400 

Thr Lys Asp Asn 
415 

Leu Tyr Lys His 
430 

Leu He Asp He 
445 

Ala Lys Asn He 

His Glu Gly Leu 

480 

Lys Ser Arg Trp 
495 

Val Leu Trp Met 
510 

Phe Ser Phe Gin 
525 

Leu Met Thr Gly 

He He Phe Met 

560 

Leu Tyr Lys Asn 
575 

Val Lys Lys Val 
590 

Ser He Glu Leu 
605 

Ser Glu Pro Ser 

Cys Thr Leu Thr 

640 
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<210> 4931 

<211> 261 

<212> DNA 

<213> Homo sapiens 



<400> 4931 
atcatcctgg 
60 

gccatcacca 
120 

tacccgtatg 
180 

ttctggctgg 
240 

gcatcctggc 
261 



gcctggcctt 
cagtgctgtc 
cccatctctc 
tcagctcctg 
accgctcaac 



tggcnacctg 
cccggcccta 
agctgaggac 
cttcttcttc 
n 



gagagtaagt 
tccgtcaccc 
tttaatatct 
ctgctcggag 



ccagcatcaa 
aggggacccg 
atggccatgg 
gagcttctac 



gcgggtgctg 
gaagatcctg 
gggccgccag 
gtgtatgcgg 



<210> 4932 

<211> 87 

<212> PRT 

<213> Homo sapiens 

<400> 4932 

lie lie Leu Gly Leu Ala Phe Gly Xaa Leu Glu Ser Lys Ser Ser lie 

15 10 15 

Lys Arg Val Leu Ala lie Thr Thr Val Leu Ser Pro Ala Leu Ser Val 

20 25 30 

Thr Gin Gly Thr Arg Lys lie Leu Tyr Pro Tyr Ala His Leu Ser Ala 

35 40 45 

Glu Asp Phe Asn He Tyr Gly His Gly Gly Arg Gin Phe Trp Leu Val 

50 . 55 60 

Ser Ser Cys Phe Phe Phe Leu Leu Gly Gly Ala Ser Thr Cys Met Arg 
65 70 75 80 

Ala Ser Trp His Arg Ser Thr 

85 



<210> 4933 

<211> 975 

<212> DNA 

<213> Homo sapiens 



<400> 4933 
ntgacgaggc 
60 

ctttgtcctc 
120 

ccaagggctg 
180 

gcttcccgca 
240 

aaaatcatga 
300 

tacatagagt 
360 



cgctcgtggt 
ctggtggcca 
ggcatggcgg 
cagctgcagc 
cgtttcgccc 
cgcagggagc 



tttctcttct 
cggtattttt 
caccgctggt 
catggggtct 
aaccatggaa 
ccaccgggcg 



gccctcactc 
agcacgctcc 
tcaccctctc 
gaggaccacg 
gaatttaaag 
ggcctggcca 



agccgcgagg 
gttctgaggg 
tcgtcttcct 
gcgcccagaa 
acttcaacaa 
agatcatccc 



gcccagccgc 
aggacgggct 
ccacaggtgt 
ccccagctgt 
atacgtggcc 
cccgaaggag 
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tggaagccgc ggcagacgta tgatgacatc gacgacgtgg tgatcccggc gcccatccag 
420 

caggtggtga cgggccagtc gggcctcttc acgcagtaca atatccagaa gaaggccatg 
480 

acagtgggcg agtaccgccg cctggccaac agcgagaagt actgtacccc gcggcaccag 
540 

gactttgacg accttgaacg caaatactgg aagaacctca cctttgtctc cccgatctac 
600 

ggggctgaca tcagcggctc tttgtatgat gacgtaagta tgaggctccg gggaagaaca 
660 

gggaccagct tcctggtggg tggtggtggg agggccctga acgggactct gccttggcag 
720 

atgaagcttc caggcaggca aggttaaccc cctcgcccag gctctggatg cgggcctcgc 
780 

cctgtggtga cgaaagagga agccaggctt tctctgattt ttgcagggcc cctcctgcct 
840 

caccctgcag cccccaccct gagctcaccc tggccccacc tctggcctca gcagccggcc 
900 

cacagcgtgt tacaaacacg tgtactttcc cagtccctgc cgctcgtctt cctggcactg 
960 

tggagcctcg agtcc 
975 

<210> 4934 
<211> 181 
<212> PRT 

<213> Homo sapiens 



<400> 4934 



Met Gly 


Ser 


Glu 


Asp 


His 


Gly 


Ala 


Gin 


Asn 


Pro 


Ser 


Cys 


Lys 


He 


Met 


1 






5 










10 










15 




Thr Phe 


Arg 


Pro 


Thr 


Met 


Glu 


Glu 


Phe 


Lys 


Asp 


Phe 


Asn 


Lys 


Tyr 


Val 






20 










25 










30 






Ala Tyr 


He 


Glu 


Ser 


Gin 


Gly 


Ala 


His 


Arg 


Ala 


Gly 


Leu 


Ala 


Lys 


He 




35 










40 










45 








lie Pro 


Pro 


Lys 


Glu 


Trp 


Lys 


Pro 


Arg 


Gin 


Thr 


Tyr 


Asp 


Asp 


He 


Asp 


50 










55 










60 










Asp Val 


Val 


He 


Pro 


Ala 


Pro 


He 


Gin 


Gin 


Val 


Val 


Thr 


Gly 


Gin 


Ser 


65 








70 










75 










80 


Gly Leu 


Phe 


Thr 


Gin 


Tyr 


Asn 


He 


Gin 


Lys 


Lys 


Ala 


Met 


Thr 


Val 


Gly 








85 










90 










95 




Glu Tyr 


Arg 


Arg 


Leu 


Ala 


Asn 


Ser 


Glu 


Lys 


Tyr 


Cys 


Thr 


Pro 


Arg 


His 






100 










105 










110 






Gin Asp 


Phe 


Asp 


Asp 


Leu 


Glu 


Arg 


Lys 


Tyr 


Trp 


Lys 


Asn 


Leu 


Thr 


Phe 




115 










120 










125 








Val Ser 


Pro 


He 


Tyr 


Gly 


Ala 


Asp 


He 


Ser 


Gly 


Ser 


Leu 


Tyr 


Asp 


Asp 


130 










135 










140 










Val Ser 


Met 


Arg 


Leu 


Arg 


Gly 


Arg 


Thr 


Gly 


Thr 


Ser 


Phe 


Leu 


Val 


Gly 


145 








150 










155 










160 


Gly Gly 


Gly 


Arg 


Ala 


Leu 


Asn 


Gly 


Thr 


Leu 


Pro 


Trp 


Gin 


Met 


Lys 


Leu 



165 170 175 

Pro Gly Arg Gin Gly 

180 
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<210> 4935 
<211> 1668 
<212> DNA 
<213> Homo 

<400> 4935 
ggcaagttct 
60 

gtggagctgc 
120 

ccggatggca 
160 

gtagactgcc 
240 

tttgaccctt 
300 

gaggacttcc 
360 

tctccaaacg 
420 

ggccaggaca 
4B0 

cccctctcaa 
540 

agcaatggga 
600 

aacagccttc 
660 

gccattgctt 
720 

caccacgaga 
780 

gacaaactga 
840 

ctgtgtcctc 
900 

catgagagac 
960 

ggatttattt 
1020 

accagatcta 
1080 

tacaatgaat 
1140 

aattttggat 
1200 

taaaaaaata 
1260 

agtcccaagg 
1320 

tggggaaaca 
1380 

ttgcttaact 
1440 



sapiens 

tagcgtgcgt 
acggtacgat 
agtacatcgt 
gagtaatagc 
ataccactag 
aagaccttct 
gaactctaca 
cacagctctg 
gagcaaggac 
acagtgttac 
cacattcagc 
ctggggtcag 
aagatcacaa 
atctagttac 
gaatggaaga 
tgactgtact 
gcacatgggg 
gaacttgaat 
gtgaatgaca 
actgcatgcc 
taatcaaact 
ttagcgctcc 
atgactttaa 
actcaattag 



gagccaggac 
gaaaagctac 
gacaggtggg 
cagaggccac 
tgtagaagaa 
tcattttggc 
gacagccgcc 
tttatgggac 
acacacaaat 
aacacccggg 
agtctcaaat 
caaatttgca 
gcgaaatcat 
caaaaccaaa 
tgttcccttg 
aatatttctt 
aaggcctggt 
aggtagtgac 
cttcttattc 
atgtaattct 
aattgccagc 
tgtattagac 
aatgctgaaa 
aatattgtac 



gggtttctgc 
tttgggggct 
gaggacgact 
gggcacaagt 
ggtgacccta 
gagatcgagc 
ccgagtgtca 
cttacagaag 
gtcatgaatg 
aactctgtgc 
gctggcagca 
acactttcac 
agcatgggac 
acggaccctg 
ttagagccgc 
gaagactgta 
aaagtggtaa 
ttttttcttt 
ttaatgtaaa 
gaatcatttg 
caagtcagtc 
tatttcaatt 
ttaaaattta 
acctgatcaa 



gggtgttcaa 
tgctgtgtgt 
tggtgacagt 
cctgggtcag 
tggagtttag 
aaatagtaca 
cgtatcggtt 
atatcctttt 
ccacgagtcc 
cgcctcctct 
aaagcagtgt 
tacatgaccg 
acatttctag 
ctaaaactct 
tgatatgtaa 
tagtcactgc 
gttttaatcc 
ttcgtgggag 
tctcaatgca 
ataatttacc 
atcctcctgg 
ttaggaaaat 
tgctttaact 
tgtgtgttca 



ctttgactca 
gtgctggagc 
ctggtccttt 
tgttgtagcg 
tggcagcgat 
cagtccaggc 
tggttccgtg 
ccctcaccaa 
tcctgctgga 
gccacggtcc 
catggacggg 
gaaggagagg 
caagagcagt 
gggaacgccc 
aaagatagca 
ttgtcaggag 
ttaatgctgc 
gggtggggtg 
tcagagccat 
ttagagcatt 
gagtatatag 
catgaccatg 
ggaatatttt 
gcacagatgg 
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ccatgaattg tcatttatag tccaattttt tatcttaatc ataaaatgtt taggaatcta 
1500 

tgaaatttaa ctttaggaac aaaacgttta gcagggttga ttgatattat ttttacattg 
1560 

ttctggcaat ccacagaaag agaagagcct taatttttaa aacccatttt agtcatttta 
1620 

tgacaattaa agttgtttaa taaacatctt ttttcaaaga aaaaaaaa 
1668 

<210> 4936 
<211> 337 
<212> PRT 

<213> Homo sapiens 



<400> 4936 



Glv 


Lvs 


Phe 

t 4 AW 


Leu 


Ala 


v,y» 


Val 




Gin 

\Jt X 4 4 


Zl en 


Glv 


Phe 


Leu 

JJv VI 




Val 


Phe 


1 








5 










10 










15 




Asn 


Phe 


Asd 


Ser 


Val 


Glu 


Leu 


His 


Glv 


Thr 


Met 


Lvs 


Ser 

V* ^Lt 


Tvr 


Phe 


Glv 








20 










25 










30 






Glv 


Leu 


Leu 


Cvs 


Val 


Cvs 


Trn 


Ser 


Pro 


Asd 


Glv 


Lvs 


Tvr 


He 

^ ^ 


Val 


Thr 

m 44 4» 






35 










40 










45 








Glv 


Glv 


Glu 


Asp 


Asd 


Leu 


Val 


Thr 


Val 


TrD 


Ser 

w 


Phe 


Val 


ASD 


Cvs 


Arg 




50 










55 










60 










Val 


lie 


Ala 


ArQ 


Glv 


His 


Glv 


His 


Lys 


Ser 


TrD 


Val 


Ser 


Val 


Val 


Ala 


65 










70 










75 










80 


Phe 


Asd 


Pro 


Tvr 


Thr 


Thr 


Ser 


Val 


Glu 


Glu 


Glv 


Asn 


Pro 


Met 


Glu 


Phe 










85 










90 










95 




Ser 


Gly 


Ser 


Asp 


Glu 


Asp 


Phe 


Gin 


Asp 


Leu 


Leu 


His 


Phe 


Gly 


Glu 


He 








100 










105 










110 






Glu 


Gin 


He 


Val 


His 


Ser 


Pro 


Gly 


Ser 


Pro 


Asn 


Gly 


Thr 


Leu 


Gin 


Thr 






115 










120 










125 








Ala 


Ala 


Pro 


Ser 


Val 


Thr 


Tyr 


Arg 


Phe 


Gly 


Ser 


Val 


Gly 


Gin 


Asp 


Thr 




130 










135 










140 










Gin 


Leu 


Cys 


Leu 


Trp 


Asp 


Leu 


Thr 


Glu 


Asp 


He 


Leu 


Phe 


Pro 


His 


Gin 


145 










150 










155 










160 


Pro 


Leu 


Ser 


Arg 


Ala 


Arg 


Thr 


His 


Thr 


Asn 


Val 


Met 


Asn 


Ala 


Thr 


Ser 










165 










170 










175 




Pro 


Pro 


Ala 


Gly 


Ser 


Asn 


Gly 


Asn 


Ser 


Val 


Thr 


Thr 


Pro 


Gly 


Asn 


Ser 








180 










185 










190 






Val 


Pro 


Pro 


Pro 


Leu 


Pro 


Arg 


Ser 


Asn 


Ser 


Leu 


Pro 


His 


Ser 


Ala 


Val 






195 










200 










205 








Ser 


Asn 


Ala 


Gly 


Ser 


Lys 


Ser 


Ser 


Val 


Met 


Asp 


Gly 


Ala 


He 


Ala 


Ser 




210 










215 










220 










Gly 


Val 


Ser 


Lys 


Phe 


Ala 


Thr 


Leu 


Ser 


Leu 


His 


Asp 


Arg 


Lys 


Glu 


Arg 


225 










230 










235 










240 


His 


His 


Glu 


Lys 


Asp 


His 


Lys 


Arg 


Asn 


His 


Ser 


Met 


Gly 


His 


He 


Ser 










245 










250 










255 




Ser 


Lys 


Ser 


Ser 


Asp 


Lys 


Leu 


Asn 


Leu 


Val 


Thr 


Lys 


Thr 


Lys 


Thr 


Asp 








260 










265 










270 






Pro 


Ala 


Lys 


Thr 


Leu 


Gly 


Thr 


Pro 


Leu Cys 


Pro 


Arg 


Met 


Glu 


Asp 


Val 






275 










280 










265 








Pro 


Leu 


Leu 


Glu 


Pro 


Leu 


He 


Cys 


Lys 


Lys 


He 


Ala 


His 


Glu 


Arg 


Leu 




290 










295 










300 










Thr 


Val 


Leu 


He 


Phe 


Leu 


Glu 


Asp 


Cys 


He 


Val 


Thr 


Ala 


Cys 


Gin 


Glu 
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305 310 315 320 

Gly Phe He Cys Thr Trp Gly Arg Pro Gly Lys Val Val Ser Phe Asn 

325 330 335 

Pro 



<210> 4937 

<211> 715 

<212> DNA 

<213> Homo sapiens 



<400> 4937 
tttctttctg 
60 

gtgttccttt 
120 

aagcggggag 
180 

tgcagagcca 
240 

caaggaggcc 
300 

gaagagacag 
360 

agagcatcct 
420 

cagagggagg 
480 

gggagggcac 
540 

aggtctgcag 
600 

gctcccactg 
660 

agtggacttc 
715 



tggtttcttc 
gtttgccagg 
tcccacactc 
gcgccctcag 
gccagccggg 
accaacagga 
cctccccggc 
cacccgagct 
tggagccatt 
cgccaggccc 
aggtcttgag 
tttttgttca 



ctttttaatt 
gaatgtttcg 
tctgggtcca 
caggtaccta 
ctgtaccctt 
agtgttctct 
aaaggccagg 
ggtgtgagca 
gcctgcctag 
agggtacctg 
aaggtaatgg 
aggccaaatg 



actggaaggg 
ggaaggctgt 
ggcacaaagc 
gtggtggcag 
accttggggg 
tcaggggttg 
gcactgtccc 
gctacgtggg 
ttcagtcctc 
gcagcccagc 
ggagagccac 
ccaccccgtc 



tttttccatt 
ggagtgggac 
tatcctccgt 
agccgtggcc 
tgtgtgcaga 
ccagccccac 
gaccatgggc 
gtggtggtcc 
aaatgggtcc 
cgatggtacc 
ttgcccctgc 
agagagagga 



ttttctccta 
ggtggggatg 
tgttctgatc 
tacacgttcc 
tggaaggtgg 
cctgaatctc 
tctgtacaag 
agggaacaga 
aagccagctc 
attggctggt 
ctctgtcccc 
ccggt 



<210> 4938 
<211> 109 
<212> PRT 

<213> Homo sapiens 
<400> 4938 

Met Lys Arg Gly Val Pro His Ser Leu Gly Pro Gly Thr Lys Leu Ser 

15 10 15 

Ser Val Val Leu He Cys Arg Ala Ser Ala Leu Ser Arg Tyr Leu Val 

20 25 30 

Val Ala Glu Pro Trp Pro Thr Arg Ser Gin Gly Gly Arg Gin Pro Gly 

35 40 45 

Cys Thr Leu Thr Leu Gly Val Cys Ala Asp Gly Arg Trp Glu Glu Thr 

50 55 60 

Asp Gin Gin Glu Val Phe Ser Ser Gly Val Ala Ser Pro Thr Leu Asn 
65 70 75 80 

Leu Arg Ala Ser Ser Ser Pro Ala Lys Ala Arg Ala Leu Ser Arg Pro 
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85 90 95 

Trp Ala Leu Tyr Lys Gin Arg Glu Ala Pro Glu Leu Val 

100 105 

<210> 4939 

<211> 730 

<212> DNA 

<213> Homo sapiens 

<400> 4939 

nnacgcgtcc acttttctag aagcccccca gcctccacca tggctcccat cccctctgcc 
60 

ctcgctgtct gggagcccgc gggatccagc ccacagctgt cctctgcgcc tgcagattcc 
120 

tcggcctcta cccgccctcc ccaaggtcct ccctccctgg actcaaaagc ctctacttgg 
180 

ctgcctctgc cagtcacctc ttcctctgct gagccctcca gaccaaattc ttgcccacct 
240 

gcatgctctc ctgctgctgc ctcttccttt tctttcgagt cccagccttg cccaagcgcc 
300 

ccttccaaag cttcaccagc gccagcagcg ctgatgtgtg ggaccacatc accccccata 
360 

atcccagcag ccacagagcc agtctgtgca tcctcacggt ccgggaggcc cacagccacc 
420 

gcttgcagcc tccagcctct tctggatgtt ctgtcagcct ccgcctcctc atcctcagtt 
480 

tctctggcat aggcctctcc cagtgacggg caaggccctg cgtctgcccc tgtgcttccg 
540 

tccagctcct ggttctctga gacagatgcc tctccctcct cagttccaca tcccgcgtcc 
600 

tgggttgtca gcccctcccc gcctgcctct gggacttctg atagttcaga ctctcggtct 
660 

ccttcagcct cagccgccag ggcctggcct cccgcagtct cctcctcctc ccgctgctcg 
720 

ccatcggccg 
730 

<210> 4940 

<211> 158 

<212> PRT 

<213> Homo sapiens 

<400> 4940 

Ser Arg Ser Pro Pro Ala Ser Thr Met Ala Pro lie Pro Ser Ala Leu 

15 10 15 

Ala Val Trp Glu Pro Ala Gly Ser Ser Pro Gin Leu Ser Ser Ala Pro 

20 25 30 

Ala Asp Ser Ser Ala Ser Thr Arg Pro Pro Gin Gly Pro Pro Ser Leu 

35 40 45 

Asp Ser Lys Ala Ser Thr Trp Leu Pro Leu Pro Val Thr Ser Ser Ser 

50 55 60 

Ala Glu Pro Ser Arg Pro Asn Ser Cys Pro Pro Ala Cys Ser Pro Ala 
65 70 75 80 

Ala Ala Ser Ser Phe Ser Phe Glu Ser Gin Pro Cys Pro Ser Ala Pro 
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Ser Lys Ala Ser 

100 

Pro Pro lie lie 
115 

Ser Gly Arg Pro 
130 

Val Leu Ser Ala 
145 



85 

Pro Ala Pro Ala 

Pro Ala Ala Thr 

120 

Thr Ala Thr Ala 
135 

Ser Ala Ser Ser 
150 



90 

Ala Leu Met Cys 
105 

Glu Pro Val Cys 

Cys Ser Leu Gin 

140 

Ser Ser Val Ser 
155 



95 

Gly Thr Thr Ser 
110 

Ala Ser Ser Arg 
125 

Pro Leu Leu Asp 
Leu Ala 



<210> 4941 

<211> 1718 

<212> DNA 

<213> Homo sapiens 



<400> 4941 
ntcatgaccg 
60 

gcagagatgt 
120 

gatctgctcc 
180 

gtgcccctgg 
240 

cgtgtgaggc 
300 

atcggcctca 
360 

ccctctccct 
420 

atgggctgct 
480 

caggtggaga 
540 

tgccaggagc 
600 

aagcacagga 
660 

cggatccccg 
720 

atcatgaagg 
780 

gccaaggtga 
840 

ctggtggtgg 
900 

atggacagtg 
960 

cgagaggtcg 
1020 

gcaccacgca 
1080 

accatgcagg 
1140 



aggttgtggt 
ggaggcagct 
tgggcagcct 
cggcagccag 
gcatctaccc 
acctgcctgg 
tcgtacctgt 
cttatgagac 
gccaccaccg 
tgtgccgcat 
tcacggccac 
aggaatactc 
tgctgtccat 
aggccctcct 
aagcggtcca 
cggtctatgt 
tgcgctcctc 
ctcaggccat 
agggcaactc 



ggccctgctc 
gatactgtgt 
gaaggagaag 
cggcctgtgc 
tcagctgctc 
ctgcgtggct 
gcgctgggtg 
cacgtttctg 
cggagtggcc 
cctctacctg 
cgccttcttc 
tctggggcgg 
tcgaggcctg 
gccttccatg 
caacctcaag 
ggagatgctg 
ctgcatcaac 
ggaggagcag 
caaggtaagc 



atgtgccccc 
aagcccagct 
cccgtcacca 
gagctcctgt 
ctggccctgc 
cctcccaagg 
gtgaaagtgg 
gaggaccagg 
ttgctggcaa 
ctcatcccgc 
gtggagctcc 
atggcagaag 
gtcatcctgg 
gtgaagggcc 
gctgtcttca 
cagatcctgc 
ctgtatggga 
ctggtcagca 
cagaagtgtg 



tcccactgaa 
gtgatgtccg 
aggagggccg 
ccgtcaacag 
tcattcaggt 
acaccaagaa 
tgaaaaccct 
gtggctggga 
gggccatggt 
tcctggagcg 
tccagatgga 
gcctgagcca 
cccgcaggtc 
tgaagaacat 
aggggcggga 
tgccgcactt 
aggtggtcca 
ccttggtgcc 
tgaagaccct 



cagcaatgga 
agacctcctg 
ggcttccatc 
ctgcatgggc 
ccattaccac 
gggtgcacag 
gctactgagg 
gctcatggag 
gcagtactcc 
aggcgacgag 
gcaggtgcgc 
ccacgacccc 
tgagaagacc 
ggatgggatg 
ccagaagctg 
cagcgacgca 
gaagcttcgg 
cctactgctg 
gttacgctgt 
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tcttacttca tggcttggga gttgccaaaa agagcttata gccggaagcc ctgggacaac 
1200 

caacagcaga cagtggccaa aatttgcaag tgccttgtga acacccaccg agacagcgcc 
1260 

ttcatattcc tcagccagag cctggagtat gccaagaact cacgggcctc cctccggaag 
1320 

tgctcagtca tgttcatagg gtccctggtc ccctgcatgg agagcataat gacagaagat 
1380 

cgtctgaatg aagtgaaagc tgctctggat aacttgagac atgacccaga agcatcagtg 

1440 

tgcatctacg cagcccaggt ccaggaccac atcctggcca gctgctggca gaactcctgg 
1500 

ctgccgcacg ggaactcatg ggtgtgttac tcagccacca cccaccgctg gagccccagc 
1560 

tgtgagaacc tgcccacttc ccaccagcgg cgctcctgga tcatgcaggc actgggctcc 
1620 

tggaagatgt ccttgaagaa gtgacgtccc tgagccccaa accctcctca gggtggttga 
1680 

gttccagcca tgctccctat aaatgtcatg tggcttaa 
1718 

<210> 4942 
<211> 469 
<212> PRT 
<213> Homo sapiens 

<400> 4942 
Met Gly Arg Val Arg 

1 5 
lie Gin Val His Tyr 

20 

Pro Pro Lys Asp Thr 
35 

Val Arg Trp Val Val 
50 

Cys Ser Tyr Glu Thr 
65 

Met Glu Gin Val Glu 

85 

Ala Met Val Gin Tyr 

100 

Leu lie Pro Leu Leu 
115 

Thr Ala Phe Phe Val 
130 

Pro Glu Glu Tyr Ser 
145 

Asp Pro lie Met Lys 

165 

Arg Arg Ser Glu Lys 

160 

Val Lys Gly Leu Lys 
195 

His Asn Leu Lys Ala 



Arg lie Tyr Pro 
His He 
Lys Lys 



Lys Val 

55 
Thr Phe 
70 

Ser His 

Ser Cys 

Glu Arg 

Glu Leu 
135 
Leu Gly 
150 

Val Leu 
Thr Ala 
Asn Met 
Val Phe 



Gly Leu 

25 
Gly Ala 
40 

Val Lys 



Leu Glu 

His Arg 

Gin Glu 
105 
Gly Asp 
120 

Leu Gin 

Arg Met 

Ser He 

Lys Val 
185 
Asp Gly 
200 

Lys Gly 



Gin Leu 
10 

Asn Leu 

Gin Pro 

Thr Leu 

Asp Gin 

75 
Gly Val 
90 

Leu Cys 

Glu Lys 

Met Glu 

Ala Glu 
155 
Arg Gly 
170 

Lys Ala 
Met Leu 
Arg Asp 



Leu Leu Ala 

Pro Gly Cys 
30 

Ser Pro Phe 
45 

Leu Leu Arg 
60 

Gly Gly Trp 

Ala Leu Leu 

Arg He Leu 
110 

His Arg He 

125 
Gin Val Arg 
140 

Gly Leu Ser 

Leu Val He 

Leu Leu Pro 
190 

Val Val Glu 

205 
Gin Lys Leu 



Leu Leu 
15 

Val Ala 

Val Pro 

Met Gly 

Glu Leu 

80 
Ala Arg 
95 

Tyr Leu 

Thr Ala 

Arg He 

His His 
160 
Leu Ala 
175 

Ser Met 
Ala Val 
Met Asp 



4113 



WO 00/58473 



PCT/US00/08621 





210 








215 










220 










Ser 


Ala 


Val 


Tyr 


val Glu 


Met 


Leu 


Gin 


He 


Leu 


Leu 


Pro 


His 


Phe 


Ser 


225 








230 










235 










240 


Asp 


Ala 


Arg 


Glu 


Val Val 


Arg 


Ser 


Ser 


Cys 


He 


Asn 


Leu 


Tyr 


Gly 


Lys 










245 








250 










255 




Val 


Val 


Gin 


Lys 


Leu Arg 


Ala 


Pro 


Arg 


Thr 


Gin 


Ala 


Met 


Glu 


Glu 


Gin 








260 








265 










270 






Leu 


Val 


Ser 


Thr 


Leu Val 


Pro 


Leu 


Leu 


Leu 


Thr 


Met 


Gin 


Glu 


Gly 


Asn 






275 








280 










285 








Ser 


Lys 


Val 


Ser 


Gin Lys 


Cys 


Val 


Lys 


Thr 


Leu 


Leu 


Arg 


Cys 


Ser 


Tyr 




290 








295 










300 










Phe 


Met 


Ala 


Trp 


Glu Leu 


Pro 


Lys Arg Ala Tyr 


Ser 


Arg 


Lys 


Pro 


Trp 


305 








310 










315 










320 


Asp 


Asn 


Gin 


Gin 


Gin Thr 


Val 


Ala 


Lys 


He 


Cys 


Lys 


Cys 


Leu 


Val 


Asn 










325 








330 










335 




Thr 


His 


Arg 


Asp 


Ser Ala 


Phe 


lie 


Phe 


Leu 


Ser 


Gin 


Ser 


Leu 


Glu 


Tyr 








340 








345 










3S0 






Ala 


Lys 


Asn 


Ser 


Arg Ala 


Ser 


Leu 


Arg 


Lys 


Cys 


Ser 


Val 


Met 


Phe 


He 






355 








360 










365 








Gly 


Ser 


Leu 


Val 


Pro Cys 


Met 


Glu 


Ser 


lie 


Met 


Thr 


Glu 


Asp 


Arg 


Leu 




370 








375 










360 










Asn 


Glu 


Val 


Lys 


Ala Ala 


Leu Asp Asn Leu Arg 


His 


Asp 


Pro 


Glu 


Ala 


385 








390 










395 










400 


Ser 


Val 


Cys 


He 


Tyr Ala 


Ala 


Gin 


Val 


Gin Asp 


His 


He 


Leu 


Ala 


Ser 










405 








410 










415 




Cys 


Trp 


Gin 


Asn 


Ser Trp 


Leu 


Pro His Gly Asn 


Ser 


Trp 


Val 


Cys 


Tyr 








420 








425 










430 






Ser 


Ala 


Thr 


Thr 


His Arg 


Trp 


Ser 


Pro 


Ser Cys 


Glu 


Asn 


Leu 


Pro 


Thr 






435 








440 










445 








Ser 


His 


Gin 


Arg 


Arg Ser 


Trp 


He 


Met 


Gin 


Ala 


Leu 


Gly 


Ser 


Trp 


Lys 




450 








455 










460 










Met 


Ser 


Leu 


Lys 


Lys 























465 



<210> 4943 

<211> 1020 

<212> DNA 

<213> Homo sapiens 

<400> 4943 

nnacgcgtgg gtgaggaagg gcaggtctag gtaaggctgt cggtgacttt gggggtctgc 
60 

agcaaggggc gatggctgcg aagtctacgg gggtctccaa ccttgtagag tcgccaggaa 
120 

tagggcgaat ccacttcatt agtgaccagc tcgggcggtt cacgtgcatc acacaaataa 
180 

cttggccttt ttctgcctca gttgggggat ttcttaaacg tagaataccc gcgtttccgc 
240 

tgccgtaatt tcctctcagg cgcaattact ctcttccata ttggttaaca gtagaaggct 
300 

cagtttctct gctcatcaca cggccttcgg cactgtagct ttgggtggtg ggctgcagat 
360 

taattttgta accaccttaa gaaaaatacg gaactctaac tccttgccac tcaagaaatg 
420 
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tcctccctct cagaatatgc cttccgcatg 
480 

gtcaccaggc ctactaattc caagtctatg 
540 

ttggccaaga agaaggagac ttatgattgg 
600 

atgcagacgc tccgatttct tggactctac 
660 

caaaaacgac taaagaagct tcgtggaaag 
720 

gcagcaaaaa ggaaatagtg ttggtccctc 
780 

gagaagaaag tgcatttatt gtctttccac 
840 

agtttatttg gaggaacaca gtcatctcct 
900 

tggtttcttg aacacattct aactgtgcaa 
960 

ggtttacctg attctctaat gaaataaata 
1020 

<210> 4944 
<211> 106 
<212> PRT 

<213> Homo sapiens 



tctcgtctca gtgcccggct atttggtgaa 
aaagtggtga aactgtttag tgaactgccc 
tatccaaatc accacactta cgctgaactc 
agagatgagc atcaggattt tatggatgag 
gagaaaccaa agaaaggaga agggaaaaga 
aagagggaga ctttcttcct cagtggcgga 
atattggagg aatgtcatct tcctaaatga 
tggtgaaatc taatccggtt acattgtggc 
aattatcttg gccttggccg tgtaatgtga 
cctaagttat aaaaaaaaaa aaaaaaaaaa 



<400> 4944 
Met Ser Ser Leu 
1 

Arg Leu Phe Gly 

20 

Val Val Lys Leu 
35 

Tyr Asp Trp Tyr 
50 

Leu Arg Phe Leu 
65 

Glu Gin Lys Arg 

Gly Glu Gly Lys 

100 



Ser Glu Tyr Ala 
5 

Glu Val Thr Arg 

Phe Ser Glu Leu 

40 

Pro Asn His His 
55 

Gly Leu Tyr Arg 
70 

Leu Lys Lys Leu 
85 

Arg Ala Ala Lys 



Phe Arg Met Ser 
10 

Pro Thr Asn Ser 
25 

Pro Leu Ala Lys 

Thr Tyr Ala Glu 

60 

Asp Glu His Gin 
75 

Arg Gly Lys Glu 

90 
Arg Lys 
105 



Arg Leu Ser Ala 
15 

Lys Ser Met Lys 
30 

Lys Lys Glu Thr 
45 

Leu Met Gin Thr 

Asp Phe Met Asp 

80 

Lys Pro Lys Lys 
95 



<210> 4945 

<211> 1792 

<212> DNA 

<213> Homo sapiens 



<400> 4945 
actagtaaca 
60 

aagcaggaat 
120 

tacaacacat 
180 



atgccccacc 
tctggcaaca 
atgatgtcca 



tctaaatcta 
gtgtgtctca 
cttttatgct 



gaggacaagc 
ttcattcctc 
tcctttgccc 



tacagagggg 
caggccagga 
tcatcatgct 



tttgaagggg 
gtaccgcatg 
ctggcccaaa 
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cttgagctca gcctacagta 
240 

cgacggtacc tgatgagtgg 
300 

gatattgggg acccagatga 
360 

actgctgatt ggaaggacct 
420 

ctcacgggtg atcaaaactt 
480 

catgcagtgg ccagtgtgcc 
540 

tgcctttcct cggtacctag 
600 

ctgaaatgaa gtttgacaag 
660 

agacctatga tggatgggtg 
720 

cctgaggtga gaaactgggc 
780 

ctattacacg gcatgggagc 
840 

atcagtgctt actgtggagg 
900 

gctctgtgtg gggcacagga 
960 

gaagcctatg agagactgct 
1020 

agctgagagg acaccaggag 
1080 

ctatgacagc agctctcggc 
1140 

gtggttcctg aaggcctgtg 
1200 

tgtggtccgt gctctccaaa 
1260 

catgggggct gtgaatggga 
1320 

tgatgaagtc tgggtgggtg 
1380 

gcactccttt tcccatctct 

1440 

caaatttctt caaggcataa 
1500 

ccctggtatg cattccagct 
1560 

tccacttgct gggagctcct 
1620 

gtggctcttc agagggtgcc 
1680 

gacttgggag ggcttccaga 
1740 

tctggccttc cagaccccag 
1792 



tgacatggct ctggccactc 
ggtgatggca cctgtgaaaa 
tgaaccatgg ctccgcgtca 
gaacctgaag tttgtgctgc 
cctgaaggac atgtggcctg 
aggggtatgg ttggtgtctg 
gtcttcaaca tcttggtccc 
gaccatgatg gactcattga 
accacaggcc ccaggttagc 
aacaagggat tgtagggctc 
agctggagct gccagtctga 
gctgtggctg gcagctgtgg 
catccaggat aagttttctt 
gtggaatggt gagttcgggg 
ccttattttt ctcttcctcg 
ctcagtctcg tagtgttatg 
gcctaggaga aggagacacc 
ctatctttga gctgaacgtc 
tgcagcccca tggtgtccct 
tggtctacgg gctggcagct 
ccaccatctg tatcctggcc 
cccaatgcca tcttgtccgt 
cctgccttca ggcttctgtc 
tgaaggcaaa gactctactg 
aagttagtat gtatgactgt 
cagctgaagg ctgctaccgt 
aggcatactg ccagcagcga 



tcagggagga cctgacacgg 
ggaggaacgt catcccccat 
atgcatattt aatccatgat 
aggtttatcg ggactattac 
tgtgtctagt aagggatgca 
ggaagagcct agctggttgt 
tctctaggct gtgatggaat 
aaatggaggc tatgcagacc 
gggtaggggt ttccaggagg 
aagaaagaat gactcattgt 
cccccaaacc catgtccctg 
ctgtgatggt ccagatggct 
ctatcctcag ccggggccaa 
agcctaagta gtcttaaggc 
actccaggcc gctattacaa 
tctgaccagt gtgctggaca 
gaggtgtttc ctacccaaca 
caggcctttg caggaggggc 
gataaatcca gtgtgcagtc 
accatgatcc aagaggtaat 
cagaaaactt cctcaaccac 
ctataaagcc tcccattttt 
tgtgggtcat agttatctcc 
cctccatcta tccagtggaa 
catctctccc aacagggcct 
accgtgtggg agcgcctggg 
gtgttccgcg eg 
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<210> 4946 

<211> 197 

<212> PRT 

<213> Homo sapiens 



<400> 4946 
Thr Ser Asn Asn 
1 

Gly Leu Lys Gly 

20 

Pro Pro Gly Gin 
35 

Tyr Ala Ser Phe 
50 

Leu Gin Tyr Asp 
65 

Arg Arg Tyr Leu 

Val He Pro His 

100 

Val Asn Ala Tyr 
115 

Leu Lys Phe Val 
130 

Gin Asn Phe Leu 
145 

His Ala Val Ala 

Leu Ala Gly Cys 

180 

Ser Leu Ser Arg 
195 



Ala 


Pro 


Pro 


Leu 


5 








Lys 


Gin 


Glu 


Phe 


Glu 


Tyr Arg Met 








40 


Ala 


Leu 


He 


Met 






55 




Met 


Ala 


Leu 


Ala 




70 






Met 


Ser 


Gly Val 


85 








Asp 


He 


Gly Asp 


Leu 


He 


His 


Asp 








120 


Leu 


Gin 


Val 


Tyr 






135 




Lys 


Asp 


Met 


Trp 




150 






Ser 


Val 


Pro 


Gly 


165 








Cys 


Leu 


Ser 


Ser 



Leu 



Asn Leu Glu Asp 
10 

Trp Gin Gin Cys 
25 

Tyr Asn Thr Tyr 

Leu Trp Pro Lys 

60 

Thr Leu Arg Glu 
75 

Met Ala Pro Val 
90 

Pro Asp Asp Glu 
105 

Thr Ala Asp Trp 

Arg Asp Tyr Tyr 

140 

Pro Val Cys Leu 
155 

Val Trp Leu Val 
170 

Val Pro Arg Ser 
185 



Lys Leu Gin Arg 
15 

Val Ser Phe He 
30 

Asp Val His Phe 
45 

Leu Glu Leu Ser 

Asp Leu Thr Arg 

80 

Lys Arg Arg Asn 
95 

Pro Trp Leu Arg 
110 

Lys Asp Leu Asn 
125 

Leu Thr Gly Asp 

Val Arg Asp Ala 

160 

Ser Gly Lys Ser 
175 

Ser Thr Ser Trp 
190 



<210> 4947 

<211> 2060 

<212> DNA 

<213> Homo sapiens 



<400> 4947 
nagtactgga 
60 

gcagggagga 
120 

cacttgaata 
180 

atgtgatgct 
240 

tcctttttcc 
300 

acagagtgaa 
360 

tggaagacta 
420 



tcccatcctg 
ggaatccatg 
acagccctgt 
tggggactgg 
tctgttttaa 
agtacacccg 
ctaagcacgt 



ggtggggttc 

caggaggtta 
ggcattttag 
catattcgtt 
agcatatcac 
aagtgagagg 
agtttcagtc 



tcctagtggt 
gaagagtcag 
atctcgagca 
gcaaggggtt 
agtatgggcc 
gactcagaca 
attcagttga 



ctgagtgtgc 
aagattttat 
ctgggatttg 
ttttcacctt 
attctctgag 
tcttgtgtcc 
tagacatttg 



caccaggtct 
tggctgtctt 
tcaattgtca 
ttctgaagct 
tgaagaaagt 
tttgctcagc 
aacacttatg 
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gtggtgccta 
480 

tgcacgtatg 
540 

ttcactaaga 
600 

gtagcattgg 
660 

acggactcct 
720 

tgcttagacc 
780 

gagaatgtgc 
840 

cagcattgct 
900 

agagcttggc 
960 

cattacctgt 
1020 

atgctccctc 
1080 

tggcattacg 
1140 

gctgccatct 
1200 

gacacttggc 
1260 

aagcaggtaa 
1320 

ctcaagaact 
1380 

cctagaagag 
1440 

ataacctggt 
1500 

gaaaccacaa 
1560 

ctaataccag 
1620 

agatgttcat 
1680 

ggcaccttga 
1740 

tctgacgcca 
1800 

ggtgttcctt 
1860 

tcagaaaact 
1920 

gtgtcacatg 
1980 

aataaatatg 
2040 



accccaggcc 
aggccctcaa 
gaaaacctta 
taaagtggaa 
atctctgctt 
agtctagacc 
ttgggcttgc 
agctgcccac 
aggccccctc 
gagcagagct 
acaacatccc 
ctggggacca 
acaacacaac 
gcttcctgga 
agtccacagg 
tgacangtct 
aatgagcgga 
gttcacgaga 
ggcatttgat 
accaagcctc 
ccaagcagtc 
tcatgtctta 
cctcaaggtg 
gcagccccct 
gcctcacctg 
acaccagcat 
tttgaagtag 



gagtgtgact 
ctgccttcct 
cagccaatcc 
ggaccttgtt 
cttcctttgt 
ctctggccct 
ataagacggg 
aactcacgcc 
atacacctct 
tactcctctg 
gtccagcctg 
gtccactgat 
agagctggtg 
aaaccgggtt 
agaggcactg 
aaaccagcgt 
cagattgaaa 
acacactaaa 
gctaccgttc 
ctgatgcctt 
aagccacaga 
accttccctt 
acagctcatc 
ccctctcagg 
agacaagtgc 
gcattgcagg 
ttaaaaaaaa 



cattccacct 
gattcagcat 
aggacctctc 
ctgtttgtca 
gtgacagact 
ctgcattccc 
gctatgcccc 
agtgggtgaa 
tggagaggta 
ccattctctc 
agcctgctca 
tttaactggt 
atgatgcagg 
aatgatgcaa 
gtgcaaggac 
cggtgagagg 
gagctttgaa 
ggactcctga 
tggtcaggga 
tctgcactgc 
aacccagcat 
aaccttgggg 
tccagcacag 
tgtcctgaga 
ctgctggaca 
attattagtg 
aaaaaaaaaa 

4118 



tgcagttaaa 
agtgttttct 
tgatcacctc 
gtaggagctg 
ggggtatctt 
agttccaaat 
tggctctcct 
gatgctggtc 
gatgctggtc 
tccaggccct 
ccagcatggt 
acacccgccg 
actcctctcc 
tgaacatggg 
tcatgggtgc 
aaggggtata 
aagtataagg 
gtcactacca 
ttgggctgct 
aactgtgtga 
gtccctgtca 
ctcccaagcc 
cacaggcgtg 
tgctgctcct 
gaggtgtgat 
tattttgagt 
aaaaaaaaaa 



gcagtggaag 
tctgggctgc 
cccagtggat 
atgtgtgtga 
tgcccatcct 
gctagggatg 
cagctgtagt 
tcagagaacc 
aactatgcac 
cagcatcctc 
ggatgacatg 
agccatgctg 
agactttgag 
ccacactgcc 
agcagtgacg 
agctacaatg 
tgccatccac 
cagccacctg 
tcttcagttc 
ttgaaaaatg 
caatctcatg 
agagtcaagg 
tgcacacaga 
gggagccccc 
tccaggcctg 
ctgtaaaaat 
aaaaaaaaaa 
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aaaaaaaaaa aaaaaaaaaa 
2060 



<210> 4948 

<211> 127 

<212> PRT 

<213> Homo sapiens 



<400> 4948 
Ala Glu Leu Thr 
1 

Met Leu Pro His 

20 

Val Asp Asp Met 
35 

Trp Tyr Thr Arg 
50 

Leu Val Met Met 
65 

Phe Leu Glu Asn 

Lys Gin Val Lys 

100 

Ala Ala Val Thr 
115 



Pro Leu Pro Phe 
5 

Asn lie Pro Ser 

Trp His Tyr Ala 

40 

Arg Ala Met Leu 
55 

Gin Asp Ser Ser 
70 

Arg Val Asn Asp 
85 

Ser Thr Gly Glu 

Leu Lys Asn Leu 

120 



Ser Leu Gin Ala 
10 

Ser Leu Ser Leu 
25 

Gly Asp Gin Ser 

Ala Ala He Tyr 

60 

Pro Asp Phe Glu 
75 

Ala Met Asn Met 
90 

Ala Leu Val Gin 
105 

Thr Xaa Leu Asn 



Leu Ser lie Leu 
15 

Leu Thr Ser Met 
30 

Thr Asp Phe Asn 
45 

Asn Thr Thr Glu 

Asp Thr Trp Arg 

80 

Gly His Thr Ala 
95 

Gly Leu Met Gly 

110 
Gin Arg Arg 
125 



<210> 4949 

<211> 1259 

<212> DNA 

<213> Homo sapiens 



<400> 4949 
nngccggcct 
60 

gacaagttta 
120 

gcttgggagg 
180 

ctggaggggc 
240 

gagcacctgg 
300 

ttttgtgtga 
360 

gcatgccagg 
420 

agcagacagg 
480 

gactgcatgg 
540 

tgtgacgagt 
600 

gtgggctggg 
660 



gtcccccagg 
accaggggat 
aaaagacgct 
tgtgcgagag 
aggcctggtg 
agacactgaa 
gcggatccca 
gcgacgggtc 
acggctactt 
cctgcaagac 
tgctggacga 



ctacttgacg 
ggtggacacc 
gtccaagtac 
cagcgacttc 
gctgcagctg 
agtgtgctgc 
gaggccctgc 
ctgccggtgc 
cagctcgctc 
gtgctcgggc 
gggcgcctgt 



gcgccctgcc 
gcaaagaaga 
gagtccagcg 
gaatgcaatc 
aagagcgaat 
tctccaggaa 
agcgggaatg 
cacatggggt 
cggaacgaga 
ctgaccaaca 
gtggatgtgg 



accggtgccg 
actttggcgg 
agattcgcct 
agatgctaga 
atcctgactt 
cctacggtcc 
gccactgcag 
accagggccc 
cccacagcat 
gagactgcgg 
acgagtgtgc 



ggggctggtg 
cgggaacacg 
gctggagatc 
ggcgcaggag 
attcgagtgg 
cgactgtctc 
cggagatggg 
gctgtgcact 
ctgcacagcc 
cgagtgtgaa 
ggccgagccg 
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cctccctgca gcgctgcgca gttctgtaag aacgccaacg gctcctacac gtgcgaagag 
720 

tgtgactcca gctgtgtggg ctgcacaggg gaaggcccag gaaactgtaa agagtgtatc 
780 

tctggctacg cgagggagca cggacagtgt gcagatgtgg acgagtgctc actagcagaa 
840 

aaaacctgtg tgaggaaaaa cgaaaactgc tacaatactc cagggagcta cgtctgtgtg 
900 

tgtcctgacg gcttcgaaga anacggaaga tgcctgtgtg ccgccggcag aggctgaagc 
960 

cacagaagga gaaagcccga cacagctgcc ctcccgcgaa gacctgtaat gtgccggact 
1020 

taccctttaa attattcaga aggatgtccc gtggaaaatg tggccctgag gatgccgtct 
1080 

cctgcagtgg acagcggcgg ggagaggctg cctgctctct aacggttgat tctcatttgt 
1140 

cccttaaaca gctgcatttc ttggttgttc ttaaacagac ttgtatattt tgatacagtt 
1200 

ctttgtaata aaattgacca ttgtaggtaa tcaggaggaa aaaaaaaaaa aaaaaaaaa 
1259 

<210> 4950 

<211> 318 

<212> PRT 

<213> Homo sapiens 



<400> 4950 



Xaa 


Pro 


Ala 


Cys 


Pro 


Pro 


Gly 


Tyr 


Leu 


Thr 


Ala 


Pro 


Cys 


His 


Arg 


Cys 


1 








5 










10 










15 




Arg 


Gly 


Leu 


Val 


Asp 


Lys 


Phe 


Asn 


Gin 


Gly 


Met 


Val 


Asp 


Thr 


Ala 


Lys 








20 










25 










30 






Lys 


Asn 


Phe 


Gly 


Gly 


Gly 


Asn 


Thr 


Ala 


Trp 


Glu 


Glu 


Lys 


Thr 


Leu 


Ser 






35 










40 










45 








Lys 


Tyr 


Glu 


Ser 


Ser 


Glu 


He 


Arg 


Leu 


Leu 


Glu 


He 


Leu 


Glu 


Gly 


Leu 




50 










55 










60 










Cys 


Glu 


Ser 


Ser 


Asp 


Phe 


Glu 


Cys 


Asn 


Gin 


Met 


Leu 


Glu 


Ala 


Gin 


Glu 


65 










70 










75 










80 


Glu 


His 


Leu 


Glu 


Ala 


Trp 


Trp 


Leu 


Gin 


Leu 


Lys 


Ser 


Glu 


Tyr 


Pro 


Asp 










85 










90 










95 




Leu 


Phe 


Glu 


Trp 


Phe 


Cys 


Val 


Lys 


Thr 


Leu 


Lys 


Val 


Cys 


Cys 


Ser 


Pro 








100 










105 










110 






Gly 


Thr 


Tyr 


Gly 


Pro 


Asp 


Cys 


Leu 


Ala 


Cys 


Gin 


Gly 


Gly 


Ser 


Gin 


Arg 






115 










120 










125 








Pro 


Cys 


Ser 


Gly 


Asn 


Gly 


His 


Cys 


Ser 


Gly 


Asp 


Gly 


Ser 


Arg 


Gin 


Gly 




130 










135 










140 










Asp 


Gly 


Ser 


Cys 


Arg 


Cys 


His 


Met 


Gly 


Tyr 


Gin 


Gly 


Pro 


Leu 


Cys 


Thr 


145 










150 










155 










160 


Asp 


Cys 


Met 


Asp 


Gly 


Tyr 


Phe 


Ser 


Ser 


Leu 


Arg 


Asn 


Glu 


Thr 


His 


Ser 










165 










170 










175 




lie 


Cys 


Thr 


Ala 


Cys 


Asp 


Glu 


Ser 


Cys 


Lys 


Thr 


Cys 


Ser 


Gly 


Leu 


Thr 








180 










185 










190 






Asn 


Arg 


Asp 


Cys 


Gly 


Glu 


Cys 


Glu 


Val 


Gly 


Trp 


Val 


Leu 


Asp 


Glu 


Gly 






195 










200 










205 








Ala 


Cys 


Val 


Asp 


Val 


Asp 


Glu 


Cys 


Ala 


Ala 


Glu 


Pro 


Pro 


Pro 


Cys 


Ser 
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210 








215 








220 








Ala 


Ala 


Gin 


Phe 


Cys Lys 


Asn 


Ala 


Asn 


Gly 


Ser Tyr 


Thr 


Cys Glu 


Glu 


225 








230 










235 






240 


Cys 


Asp 


Ser 


Ser 


Cys Val 


Gly 


Cys 


Thr 


Gly 


Glu Gly 


Pro 


Gly Asn 


Cys 










245 








250 






255 




Lys 


Glu 


Cys 


lie 


Ser Gly 


Tyr 


Ala 


Arg 


Glu 


His Gly 


Gin 


Cys Ala 


Asp 








260 








265 








270 




Val 


Asp 


Glu 


Cys 


Ser Leu 


Ala 


Glu 


Lys 


Thr 


Cys Val 


Arg 


Lys Asn 


Glu 






275 








280 








285 






Asn Cys 


Tyr 


Asn 


Thr Pro 


Gly 


Ser 


Tyr 


Val 


Cys Val 


Cys 


Pro Asp 


Gly 




290 








295 








300 








Phe 


Glu 


Glu 


Xaa Gly Arg 


Cys 


Leu 


Cys 


Ala 


Ala Gly 


Arg 


Gly 




305 








310 










315 









<210> 4951 

<211> 1835 

<212> DNA 

<213> Homo sapiens 

<400> 4951 

ngagctctgg cgctcagctg gcccccacca ctctcacctg ccgcctgggc tcgctcccgg 
60 

cttctctcca gccgtcgact ccacgcctcg cgcctctcgc gagaggagga ggctccacgg 
120 

agcgacgact tccgccctcc ttagggccgt ggtcccgtag ctaccggtcg cgtcgccgtg 
180 

ggcgacgtgc ccgcttccaa aatggcggcg gcggcggtat ctggtgcgct tggccgggcg 
240 

ggctggaggc tcctgcagct gcgatgcctg cccgtggccc gttgccgaca agccctggtg 
300 

ccgcgtgcct tccatgcttc agctgtgggg ctaaggtctt cagatgagca gaagcagcag 
360 

cctcccaact cattttctca gcagcattct gagaca'cagg gggcagaaaa acctgatcca 
420 

gagtcttctc attcaccccc caggtataca gaccagggcg gcgaggagga ggaggactat 
480 

gaaagtgagg agcagttgca gcaccgcatc ctgacggcag cccttgagtt tgtgcccgcc 
540 

cacgggtgga cagcagaggc gattgcagaa ggagcccagt ctctgggtct ctccagtgca 
600 

gcagccagca tgtttggaag gatgggcagt gagctaatac tgcattttgt gacccagtgc 
660 

aatacccggc tcacacgtgt gctagaagag gagcagaagc tggtacagtt gggccaggcg 
720 

gagaagagga agacagacca gttcctgagg gatgcagtgg aaaccagact gagaatgctg 
780 

atcccataca ttgagcactg gccccgggcc ctcagcatcc tcatgctccc tcacaacatc 
84 0 

ccgtccagcc tgagcctgct caccagcatg gtggatgaca tgtggcatta cgctggggac 
900 

cagtccactg attttaactg gtacacccgc cgagccatgc tggctgccat ctacaacaca 
960 

acagagctgg tgatgatgca ggactcctct ccagactttg aggacacttg gcgcttcctg 
1020 
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gaaaaccggg 
1080 

ggagaggcac 
1140 

ctaaaccagc 
1200 

gacagattga 
1260 

gaacacacta 
1320 

atgctaccgt 
1380 

tcctgatgcc 
1440 

tcaagccaca 
1500 

taaccttccc 
1560 

tgacagctca 
1620 

ctccctctca 
1680 

tgagacaagt 
1740 

atgcattgca 
1800 

agttaaaaaa 
1835 



ttaatgatgc 
tggtgcaagg 
gtcggtgaga 
aagagctttg 
aaggactcct 
tctggtcagg 
tttctgcact 
gaaacccagc 
ttaaccttgg 
tctccagcac 
ggtgtcctga 
gcctgctgga 
ggattattag 
aaaaaaaaaa 



aatgaacatg 
actcatgggt 
ggaaggggta 
aaaagtataa 
gagtcactac 
gattgggctg 
gcaactgtgt 
atgtccctgt 
ggctcccaag 
agcacaggcg 
gatgctgctc 
cagaggtgtg 
tgtattttga 
aaaaaaaaaa 



ggccacactg 
gcagcagtga 
taagctacaa 
ggtgccatcc 
cacagccacc 
cttcttcagt 
gattgaaaaa 
cacaatctca 
ccagagtcaa 
tgtgcacaca 
ctgggagccc 
attccaggcc 
gtctgtaaaa 
aaaaa 



ccaagcaggt 
cgctcaagaa 
tgcctagaag 
acataacctg 
tggaaaccac 
tcctaatacc 
tgagatgttc 
tgggcacctt 
ggtctgacgc 
gaggtgttcc 
cctcagaaaa 
tggtgtcaca 
ataataaata 



aaagtccaca 
cttgacaggt 
agaatgagcg 
gtgttcacga 
aaggcatttg 
agaccaagcc 
atccaagcag 
gatcatgtct 
cacctcaagg 
ttgcagcccc 
ctgcctcacc 
tgacaccagc 
tgtttgaagt 



<210> 4952 
<211> 318 
<212> PRT 

<213> Homo sapiens 
<400> 4952 

Met Ala Ala Ala Ala Val Ser Gly Ala Leu Gly Arg Ala Gly Trp Arg 

15 10 15 

Leu Leu Gin Leu Arg Cys Leu Pro Val Ala Arg Cys Arg Gin Ala Leu 

20 25 30 

Val Pro Arg Ala Phe His Ala Ser Ala Val Gly Leu Arg Ser Ser Asp 

35 40 45 

Glu Gin Lys Gin Gin Pro Pro Asn Ser Phe Ser Gin Gin His Ser Glu 

50 55 60 

Thr Gin Gly Ala Glu Lys Pro Asp Pro Glu Ser Ser His Ser Pro Pro 
65 70 75 80 

Arg Tyr Thr Asp Gin Gly Gly Glu Glu Glu Glu Asp Tyr Glu Ser Glu 

85 90 95 

Glu Gin Leu Gin His Arg He Leu Thr Ala Ala Leu Glu Phe Val Pro 

100 105 HO 

Ala His Gly Trp Thr Ala Glu Ala He Ala Glu Gly Ala Gin Ser Leu 

115 120 125 

Gly Leu Ser Ser Ala Ala Ala Ser Met Phe Gly Arg Met Gly Ser Glu 

130 135 140 

Leu He Leu His Phe Val Thr Gin Cys Asn Thr Arg Leu Thr Arg Val 
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145 










150 










155 










160 


Leu 


Glu 


Glu 


Glu 


Gin 


Lys 


Leu 


Val 


Gin 


Leu 


Gly 


Gin 


Ala 


Glu 


Lys 


Arg 










165 










170 










175 




Lys 


Thr 


Asp 


Gin 


Phe 


Leu 


Arg 


Asp 


Ala 


Val 


Glu 


Thr 


Arg 


Leu 


Arg 


Met 








180 










185 










190 






Leu 


He 


Pro 


Tyr 


He 


Glu 


His 


Trp 


Pro 


Arg 


Ala 


Leu 


Ser 


He 


Leu 


Met 






195 










200 










205 








Leu 


Pro 


His 


Asn 


He 


Pro 


Ser 


Ser 


Leu 


Ser 


Leu 


Leu 


Thr 


Ser 


Met 


Val 




210 










215 










220 










Asp 


Asp 


Met 


Trp 


His 


Tyr 


Ala 


Gly 


Asp 


Gin 


Ser 


Thr 


Asp 


Phe 


Asn 


Trp 


225 










230 










235 










240 


Tyr 


Thr 


Arg 


Arg 


Ala 


Met 


Leu 


Ala 


Ala 


He 


Tyr 


Asn 


Thr 


Thr 


Glu 


Leu 










245 










250 










255 




Val 


Met 


Met 


Gin 


Asp 


Ser 


Ser 


Pro 


Asp 


Phe 


Glu 


Asp 


Thr 


Trp 


Arg 


Phe 








260 










265 










270 






Leu 


Glu 


Asn 


Arg 


Val 


Asn 


Asp 


Ala 


Met 


Asn 


Met 


Gly 


His 


Thr 


Ala 


Lys 






275 










280 










285 








Gin 


Val 


Lys 


Ser 


Thr 


Gly 


Glu 


Ala 


Leu 


Val 


Gin 


Gly 


Leu 


Met 


Gly 


Ala 




290 










295 










300 










Ala 


Val 


Thr 


Leu 


Lys 


Asn 


Leu 


Thr 


Gly 


Leu 


Asn 


Gin 


Arg 


Arg 






305 










310 










315 













<210> 4953 

<211> 355 

<212> DNA 

<213> Homo sapiens 

<400> 4953 

gtgcacgcag gaaatggcgg gtgggaggca ggacaggaga gcccaggcct ggacaccact 
60 

gtcagcctgg ggatgcttgg cggcttctcc agtcctggga gcaggcatca cctggccgcg 
120 

ggtgccccct ggtggcagct tgaaggaagg acgggcagtg ggtcgcagcc agcggggacc 
180 

taccccgcaa aacgcacata aaagctggaa tcagcttgtt acagctgcag gtccctctcg 
240 

tccgatttgg atagaccctc ttgggaccca ctgcaccagg gaaccccaaa tgcagctcag 
300 

cagcatggga ggagccctgt ctgctggggg tgtctgggat cgtcggagag aggct 
355 

<210> 4954 

<211> 114 

<212> PRT 

<213> Homo sapiens 

<400> 4954 

Met Ala Gly Gly Arg Gin Asp Arg Arg Ala Gin Ala Trp Thr Pro Leu 

15 10 15 

Ser Ala Trp Gly Cys Leu Ala Ala Ser Pro Val Leu Gly Ala Gly He 

20 25 30 

Thr Trp Pro Arg Val Pro Pro Gly Gly Ser Leu Lys Glu Gly Arg Ala 

35 40 45 

Val Gly Arg Ser Gin Arg Gly Pro Thr Pro Gin Asn Ala His Lys Ser 
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50 55 60 

Trp Asn Gin Leu Val Thr Ala Ala Gly Pro Ser Arg Pro lie Trp He 
65 70 75 80 

Asp Pro Leu Gly Thr His Cys Thr Arg Glu Pro Gin Met Gin Leu Ser 

85 90 95 

Ser Met Gly Gly Ala Leu Ser Ala Gly Gly Val Trp Asp Arg Arg Arg 

100 105 110 

Glu Ala 



<210> 4955 

<211> 364 

<212> DNA 

<213> Homo sapiens 

<400> 4955 

agatctaagg ccctcgggag agatgggaac tgagcacctg ggtcttagac cggaggagca 
60 

aactgcaaga cagggtggcc ggggacacca gcctccgccc ttctgtgaca taaggacaag 
120 

agctcagcct gcccaggaac aactctgggc aagagatgtg gaaagaaaga gctcangggg 
180 

gggcacgcat ggcatcctgg ggggacatct gagggcaccc ccacccacta ttcctccctc 
240 

caaggtggcc tctgagtgtg aaggcagggg gaagcagaca cctgcccctc actctccctc 
300 

cctaccacat agctaccggg tggggggcgt ccctgggatg attcctgagg gcaggatcca 
360 

gggg 

364 



<210> 4956 

<211> 114 

<212> PRT 

<213> Homo sapiens 



<400> 4956 



Met Gly 


Thr 


Glu 


His 


Leu 


Gly 


Leu 


Arg 


Pro 


Glu 


Glu 


Gin Thr 


Ala 


Arg 


1 






5 










10 








15 




Gin Gly 


Gly 


Arg 


Gly 


His 


Gin 


Pro 


Pro 


Pro 


Phe 


Cys 


Asp He 


Arg 


Thr 






20 










25 








30 






Arg Ala 


Gin 


Pro 


Ala 


Gin 


Glu 


Gin 


Leu 


Trp 


Ala 


Arg 


Asp Val 


Glu 


Arg 




35 










40 










45 






Lys Ser 


Ser 


Xaa 


Gly 


Gly 


Thr 


His 


Gly 


He 


Leu Gly 


Gly His 


Leu 


Arg 


50 










55 










60 








Ala Pro 


Pro 


Pro 


Thr 


He 


Pro 


Pro 


Ser 


Lys 


Val 


Ala 


Ser Glu 


Cys 


Glu 


65 








70 










75 








80 


Gly Arg 


Gly 


Lys 


Gin 


Thr 


Pro 


Ala 


Pro 


His 


Ser 


Pro 


Ser Leu 


Pro 


His 








85 










90 








95 




Ser Tyr 


Arg 


Val 


Gly 


Gly 


Val 


Pro 


Gly 


Met 


He 


Pro 


Glu Gly 


Arg 


He 






100 










105 








110 






Gin Gly 
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<210> 4957 

<211> 872 

<212> DNA 

<213> Homo sapiens 

<400> 4957 

nttcatattt tttttttttt ttggacacaa catgatatta ggctttattt gaatttaaaa 
60 

tcttgattcc atccagggac attttttacc gaagcgtctc agagactggc tcagggtatt 
120 

tcttgacaag actgtacagg gcttctcatc atacacaaac cctccacagc ccacggctcc 
180 

aacccacagc acctcctgca gtcctggagg gaaaagggac agtaacatga agtgtctgaa 
240 

gatccatttc acctcttttc catgtgaatc atgacgcttt caatgcattt cttgacagga 
300 

ttctattttg aaagaatgat gctcaatctg taccttttat gcttcttgtt tcttctccat 
360 

caataatatg tcagtcaact gcttgtcaga gacacttagc tgctgacagg tcctcataac 
420 

ctgactcagg taaactgcca agagatgctt gcacaggatg ctgtcactct tccgtagcac 
480 

tgagaatgca aatgcaggac atgaacagta atgacaagaa gccaaacatg tgtatgtttt 
540 

actggaactt ccaaggacct ggtaaacacg ccttccactg ggtgatgaga ttaaggtgat 
600 

ggactgtcga tcaactaggt ccaaggcctg ggtggctgat gagccaaaga gaaacttcag 
660 

cgataacaga tattcatcag gaattcggtc ccgtacttcg cgcgctctcc tgcaccgccg 
720 

ccgccatctc gctcaggagc tcctccacaa ccgccggcaa ctacggccat cgcgccgcag 
780 

gacacgccct ccacgacgcg gaccgcgcga cgctccagct gactgcgcct acctgtggag 
840 

gatcctgacc ccccgccggc ctcgttccga at 
872 

<210> 4958 

<211> 51 

<212> PRT 

<213> Homo sapiens 

<400> 4958 

Gin lie Phe lie Arg Asn Ser Val Pro Tyr Phe Ala Arg Ser Pro Ala 

15 10 15 

Pro Pro Pro Pro Ser Arg Ser Gly Ala Pro Pro Gin Pro Pro Ala Thr 

20 25 30 

Thr Ala He Ala Pro Gin Asp Thr Pro Ser Thr Thr Arg Thr Ala Arg 

35 40 45 

Arg Ser Ser 
50 

<210> 4959 
<211> 449 
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<212> DNA 

<213> Homo sapiens 



<400> 4959 
acgcgtgtca 
60 

cagtggttgg 
120 

gcagggataa 
180 

cggccaccgt 
240 

tctccagatg 
300 

agaccaaagg 
360 

gcgtggatga 
420 

cacaaaggtc 
449 



aggctgggaa 
gggggcttcc 
agaggagagc 
aggatggagg 
tggtatggca 
ccacagcccc 
taatttggtt 
aaccctttcc 



tgcaaatggt 
atttgcagtt 
tggcatctgg 
ccagcttcca 
gacctttgga 
atgtgttctg 
gaaaggagag 
gtttctaga 



agtggtggtt 
gagggccagg 
agtcatgatc 
gccctggctg 
agattcactc 
cgtgctgttg 
atggtcacca 



tcctttgctg 
tgtttgggtc 
tgtctgagag 
atgggggaga 
ggcctccact 
aacatgtttg 
gtggactcag 



ggggttgatg 
cttccatgtg 
gcagtgcctc 
agcagcgaat 
taaccttgtg 
tatttcattg 
tttaggaagg 



<210> 4960 

<211> 115 

<212> PRT 

<213> Homo sapiens 



<400> 4960 

Met Phe Asn Ser Thr Gin Asn Thr 

1 5 
Lys Val Lys Trp Arg Pro Ser Glu 

20 

lie Trp Arg lie Arg Cys Phe Ser 

35 40 
Ala Ser lie Leu Arg Trp Pro Glu 

50 55 
Thr Pro Asp Ala Ser Ser Pro Leu 
65 70 
Lys His Leu Ala Leu Asn Cys Lys 

85 

Gin Pro Pro Ala Lys Glu Thr Thr 

100 

Asp Thr Arg 
115 

<210> 4961 

<211> 4737 

<212> DNA 

<213> Homo sapiens 



Trp Gly Cys Gly Leu Trp 


Ser 


His 




10 




15 




Ser 


Ser 


Lys Gly Leu Pro 


Tyr 


His 


25 




30 






Pro 


He 


Ser Gin Gly Trp 


Lys 


Leu 






45 






Ala 


Leu 


Pro Leu Arg Gin 


He 


Met 






60 






Tyr 


Pro 


Cys His Met Glu 


Gly 


Pro 






75 




80 


Trp 


Lys 


Pro Pro Gin Pro 


Leu 


His 




90 




95 




Thr 


Thr 


He Cys He Pro 


Ser 


Leu 


105 




110 







<400> 4961 

gcggccgcca cacccagcac cacaggcacc aagtccaaca cgcccacatc ctccgtgccc 
60 

tcggccgccg tcacacccct caacgagagc ctgcagcccc tgggggacta tggcgtgggc 
12 0 
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tccaagaaca gcaagcgtgc 
180 

acccaggaga tgcgcaacgt 
240 

caagacatta ttgactccac 
300 

acaggaagca gcccaaccca 
360 

ctgtaccatg agctgtcgac 
420 

gacctcctag gggagctctc 
480 

tcacagcttc tggaaaccaa 
540 

gtcgaccagc tgtccgggga 
600 

gccaaagtca agctggaaaa 
660 

tccgaggcca tcatcgcccg 
720 

ctctgtacag aatcggacaa 
780 

atggcccgtg tgctcatgga 
840 

gctgtgcggt ggactgagat 
900 

aagaagtcga ccatctggca 
960 

ccggccaagc gcccctatcc 
1020 

ttcagccagc gccgcaacca 
1080 

ttcttccctg acgacgactg 
1140 

cgccaggtgc gtgagcacgt 
1200 

ctgcccgcca agtacaagca 
1260 

aacgtgccgg tgccggtgta 
1320 

tggtgtgccg cgggcgtcaa 
1380 

ggagtcaagc cagcgccagg 
1440 

cccaagagcg cccacgcgtc 
1500 

gccacctcca gccgggtgtg 
1560 

atcgacgcca accagccggg 
1620 

ctgtgcatct ccagcatccc 
1680 

ctggacagcg acgtgaaccc 
1740 



ccgggagaag cgcgacagcc 
cagtataggc atgggcagca 
gccagagctg gacatgtgtc 
gggcatcgtg aacaaagctt 
ggcagggtct gaggtcatcg 
aggaatgggc aaagaagtgg 
aaacgccttg aatgtggtga 
gcaggaggtg ctgaggggcg 
ccgtatcaag gagctggaag 
ccgtgaaccc aaagaagagg 
aatccccatg gcccagcgcc 
gcggaaccag tacaaggagc 
gatcagagcg tcccgagagc 
gttcttcagc cgcctcttca 
ctcggtgaac atccactaca 
tgccatgtgc ccgatctcgg 
cacgtcctcc gcccgtcgag 
gcgtaacgac gacggccgtc 
gctgagtccc aacgggggcc 
ctgccgccct ctggtggaga 
cctgagcggg tggaggccca 
ccgcgatccc ctgacctgcg 
tcccgagaag aagaaggcca 
gatcctgacc agcaccctga 
cacggtggtg gaccagttca 
cgcggccagc gacagcgact 
agaggacccg ggcgcagatg 



gcaacatgga agtacaggtc 
gtgacgagtg gtctgatgtt 
cagagacccg cctggaccgc 
tcggcatcaa caccgactcc 
gggatgtgga cgaaggggcc 
ggaatctgct actggaaaac 
agaatgacct gattgccaag 
agttggaggc tgctaagcag 
aggaactgaa aagagtgaag 
cggaggatgt aagcagctat 
gccgcttcac gcgggtggag 
ggctgatgga gctgcaggag 
acccatccgt ccaggagaag 
gctcttcctc cagcccccct 
agtcacccac cactgccggc 
caggcagccg gcccctggaa 
agcagaagcg cgagcagtac 
tgcaggcctg cggctggagc 
aggaggacac gcggatgaag 
aggaccccac catgaagctg 
atgaggacga cgctgggaat 
accgcgaagg agacggcgag 
aggagctccc tgaaatggac 
ccaccagcaa ggtggtgatc 
ccgtctgcaa cgcgcacgtg 
accctcccgg ggagatgttc 
gcgtgctggc cggtatcacc 
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ctggtgggct gtgccacccg 
1800 

accccagtgc tagacaaggg 
1860 

ccgtcccagt ccacagagga 
1920 

gagccagaga cagccacatt 
1980 

gccccgaccc cgtcctctgg 
2040 

agcagcacac ggccagagcc 
2100 

gcacccacca tgtggctggg 
2160 

aactggaaga agtgcctgca 
2220 

gtcaaaggcc gtgtgctggt 
2280 

gaagatggcc agtgggatct 
2340 

tccatccgct gcatggctgt 
2400 

cacgtcatcc agcccaagac 
2460 

gagagccagg tgcggcagct 
2520 

gactccaccc tgaggctcta 
2580 

gagccctacg tcagcaagat 
2640 

acggccctgc ttgtcgcggg 
2700 

tccatccccc tgacagagac 
2760 

aataagacat cccccacctc 
2820 

ggcgatgaca gcagtgacag 
2880 

gcccagctat gcttccatgg 
2940 

aacgtgctgg ccaccctgaa 
3000 

gctgcccctg cctcggaggt 
3060 

ggggagggct acatcgactt 
3120 

gcaggggaca tgagccaggt 
3180 

gtgtggcagg tgtcctacac 
3240 

ataggacccc cgaccacctg 
3300 

gcccctcttc taacctctca 
3360 



ctgcaacgtg ccgcggagca 
gcagggggag gtggccacca 
ggccacagag gccacggagg 
gcggcccggg cctctcacag 
cccccagcct ggcagcgaga 
agagcccagc ggggacccca 
agcccagaac ggctggctct 
ctccatcaag ctgaaggatt 
ggctctggcg gacgggaccc 
gagcaactat cacctaatgg 
tgtgtacgac cgcgtgtggt 
catgcagata gagaagtcat 
ggcgtggatc ggcgatggcg 
ccatgcacac acgcaccagc 
gctaggcact ggcaagctgg 
cagccggctc tgggtgggca 
tgtggtcctg caccgaggcc 
tggggagggc gcccgtcccg 
ggcggccagc agcttcatcc 
gcaccgcgat gccgtgaagt 
tggcagtgtg ctggacagcc 
cgagggccag aagctgcgga 
ccgcattgga gacggagagg 
gaagcccgtg ctgtccaagg 
ccccgagtga agctgctgcc 
acccccgccc ggcccgcggg 
acctgcagct ttcacctgag 



actgctcctc ccgaggggac 
tcgccaacgg gaaggtcaac 
tgccagaccc tgggcccagc 
agcacgtctt cactgaccca 
acgggccaga gcctgacagc 
cgggagcagg cagcagtgct 
atgtgcactc ggctgtggcc 
ctgtgctgag cctggtgcat 
tggccatctt ccaccgtggt 
acctgggcca cccgcaccac 
gtggctacaa gaacaaggtg 
ttgacgccca cccgcggcgg 
tatgggtgtc catccgcctg 
atctacagga cgtggacatt 
gtttctcctt cgtacgcatc 
ccggcaacgg agtggtcatc 
agctcctggg gctccgagcc 
ggggcatcat ccacgtgtat 
cctactgctc catggcccag 
tctttgtctc ggtgccaggg 
cagccgaggg ccctgggcca 
acgtgctggt gctgagcggc 
acgacgagac ggaggagggc 
cagagcgcag tcacatcatc 
ctgcctggcc cgacctgtac 
gtagccagcc aggcgccgcc 
tctggcccct ccagcgggca 
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gggagtgcgg ggatgcggat cagctgggag gaggagggga ggggtgcttc cacccgaggg 
3420 

gaagatgctc tcgggacagt ttcccgggca gctcctggcc agcttccagc ccagagtcct 
3480 

caagtccagg gcaccttggg cccagcgcag gcagaatccg aggtggtcct ggctctaccc 
3540 

tgggcctcct actccccagc acccctggag gaggcagggg ctccccgccg ccgaggctgc 
3600 

ctgccctggg cccacctccg catgctgctc atggggccac cctgcctcct gggccctcac 
3660 

tctgcctagg ggagctgggc caggcactag cctttgccca gggaggtggg cctcaggctg 
3720 

cccaggtgcc tgcaccccag ccggccttct ctggggcctc cccgtcgtca agcctctatc 
3780 

ctgtctgtcc ccaccccagc tgtcccctgc ccagggaact ggcataaaag cacgaggccc 
3840 

ggctccctgg ggcagctgct tgagaacaga gactgctacc ccatcctgcc catgcaggca 
3900 

ggctcttgcc agccccgttc tgacccgtgt ccccccaggc tctgcctggg cagaagactc 
3960 

accttggagg agtgggccct ggagtcctgt ccctcccaga agcccccagg gtgggatttc 
4020 

tcaggctgcc agggcaggcc caggcctcag gaagaagggg aggcccctgg cctctccggg 
4080 

atcagtccta ggacacaggc tcagcctcag gttgatgggg gatgatgtgc tcccggggcc 
4140 

tgcctcctgc acggggctcc acggagccca gctcccagac acgctactaa gtgcctaggg 
4200 

ttgcccgctg tggcctgctc ccagggagca acagagaggc caccaagcag aggcccgtgg 
4260 

ggctgaggat ggagccgccc ccagccgact ccaagcccgc agagggcaga cgccaccctg 
4320 

gactgctctc cctgcccagc tgggcctctc tggcctattc ctaccttcca ggcccactgc 
4380 

actcctgtct gggaggccct tatgagggca gcccagcccc cgcacccacc cccaaccaga 
4440 

gaagcacaga tcttggggag ctgccccaca agccccgctg gccaccgagg gctgcagccg 
4 500 

ctgcgctgcc ggcttctccc caccaccctg ccacctccac tgtgatgtat gtccgctccc 
4560 

tcgtctgttc ccccaggatc tcgaagtgac tccgggctga gcagtggggc ggctggggga 
4620 

ggggtgacga ttctcctcag gctttggccc tgcaagcaaa cccacatatc tgctctgtat 
4680 

gtaataaatg tcttaacgtc aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaa 
4737 

<210> 4962 

<211> 1069 

<212> PRT 

<213> Homo sapiens 

<400> 4962 

Ala Ala Ala Thr Pro Ser Thr Thr Gly Thr Lys Ser Asn Thr Pro Thr 
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Cpr" 


Ser 


Val Pro 






20 


rLU 


Leu Gly Asp 






35 


oxu 


Lys 


Arg Asp 




50 




Arg 


Asn 


Val Ser 








V7i.il 


Asp 


He He 


Arg 


Leu Asp Arg 






inn 
100 


Ala 


Phe 


Gly He 






115 


v^iy 


Ser 


Glu Val 




130 




Glu 


Phe 


Ser Gly 


1 A C 






^"*V 

ber 


Gin 


Leu Leu 


Leu 


He 


Ala Lys 






180 


Gly 


Glu 


Leu Glu 






195 


lie 


Lys 


Glu Leu 




210 




lie 


Ala 


Arg Arg 


? -> n 

Z ^ D 






lieu 


Cys 


Thr Glu 


T V\ >~ 


Arg 


Val Glu 






260 


bill 


Arg 


Leu Met 






275 




Ala 


Ser Arg 




290 




He 


Trp Gin Phe 


305 
\j *j 






rlU 


Ala 


Lys Arg 


Thr 


Thr Ala Gly 






340 


Ser 


Ala 


Gly Ser 






355 


Ser 


Ser Ala Arg 




370 




Glu 


His 


Val Arg 


385 






Leu 


Pro 


Ala Lys 


Thr 


Arg 


Met Lys 






420 


Glu 


Lys 


Asp Pro 



5 

Ser Ala Ala Val 



Tvr Glv Val 


Glv 




40 


Ser Arcr Asn 


Met 


55 




He Gly Met 


Gly 


70 




A cs n Q<=»t* Th y~ 








xiij. uiy jci 


C o •»» 


Ben TVl r Ron 
noil XiiX. n3U 






120 

4 6 V 


lie uiy Msp 


val 


135 




Met Gly Lys 


Glu 


lay 




uiu i nz. j-iys 


Sen 


1DD 




val uxn 


LcU 


Ala Ala uys 








uiU ulU ulU 


LcU 


215 




Glu Pro Lys 


Glu 


230 

J u 




Ser Asp Lys 


He 


245 




Met Ala Arg 


Val 


Glu Leu Gin 


Glu 




280 


Glu His Pro 


Ser 


295 




Phe Ser Arg 


Leu 


310 




Pro Tyr Pro 


Ser 


325 




Phe Ser Gin 


Arg 


Arg Pro Leu 


Glu 




360 



Arg Glu Gin Lys 
375 

Asn Asp Asp Gly 
390 

Tyr Lys Gin Leu 
405 

Asn Val Pro Val 
Thr Met Lys Leu 



10 

Thr Pro Leu Asn 
25 

Ser Lys Asn Ser 

Glu Val Gin Val 

60 

Ser Ser Asp Glu 
75 

Glu Leu Asp Met 
90 

Pro Thr Gin Gly 
105 

Leu Tyr His Glu 

Asp Glu Gly Ala 

140 

Val Gly Asn Leu 
155 

Ala Leu Asn Val 
170 

Ser Gly Glu Gin 
185 

Ala Lys Val Lys 

Lys Arg Val Lys 

220 

Glu Ala Glu Asp 
235 

Pro Met Ala Gin 
250 

Leu Met Glu Arg 
265 

Ala Val Arg Trp 

Val Gin Glu Lys 

300 

Phe Ser Ser Ser 
315 

Val Asn He His 
330 

Arg Asn His Ala 
345 

Phe Phe Pro Asp 

Arg Glu Gin Tyr 

380 

Arg Leu Gin Ala 
395 

Ser Pro Asn Gly 
410 

Pro Val Tyr Cys 
425 

Trp Cys Ala Ala 



15 

Glu Ser Leu Gin 
30 

Lys Arg Ala Arg 
45 

Thr Gin Glu Met 

Trp Ser Asp Val 

80 

Cys Pro Glu Thr 
95 

He Val Asn Lys 
110 

Leu Ser Thr Ala 
125 

Asp Leu Leu Gly 

Leu Leu Glu Asn 

160 

Val Lys Asn Asp 
175 

Glu Val Leu Arg 
190 

Leu Glu Asn Arg 
205 

Ser Glu Ala He 

Val Ser Ser Tyr 

240 

Arg Arg Arg Phe 
255 

Asn Gin Tyr Lys 
270 

Thr Glu Met He 
285 

Lys Lys Ser Thr 

Ser Ser Pro Pro 

320 

Tyr Lys Ser Pro 
335 

Met Cys Pro lie 
350 

Asp Asp Cys Thr 
365 

Arg Gin Val Arg 

Cys Gly Trp Ser 

400 

Gly Gin Glu Asp 
415 

Arg Pro Leu Val 
430 

Gly Val Asn Leu 
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Ser 

Ala 
465 
Pro 

Pro 

Leu 

Val 

Ser 
545 
Leu 

Ala 

Ser 

Gly 

Thr 
625 
Glu 



435 

Gly Trp Arg Pro 
450 

Pro Gly Arg Asp 

Lys Ser Ala His 

485 

Glu Met Asp Ala 
500 

Thr Thr Ser Lys 
515 

Val Asp Gin Phe 
530 

He Pro Ala Ala 

Asp Ser Asp Val 

565 

Gly He Thr Leu 
580 

Asn Cys Ser Ser 
595 

Glu Val Ala Thr 
610 

Glu Glu Ala Thr 



Pro Glu 
Phe Thr Asp 
Glu 
Pro 



Trp 
705 
Asn 

Ser 

Thr 

Asn 

Met 
785 
His 

His 

Gly 

Ala 

Ser 



Asn Gly 
675 
Ser Gly 
690 

Leu Gly 



Thr Ala 
645 
Pro Ala 
660 

Pro Glu 
Asp Pro 
Ala Gin 



Trp Lys Lys Cys 

725 

Leu Val His Val 
740 

Leu Ala He Phe 
755 

Tyr His Leu Met 
770 

Ala Val Val Tyr 

Val He Gin Pro 

805 

Pro Arg Arg Glu 
820 

Val Trp Val Ser 
835 

His Thr His Gin 
850 

Lys Met Leu Gly 



Asn Glu 
455 
Pro Leu 
470 

Ala Ser 

Thr Ser 

Val Val 

Thr Val 
535 
Ser Asp 
550 

Asn Pro 

Val Gly 

Arg Gly 

He Ala 
615 
Glu Ala 
630 

Thr Leu 

Pro Thr 

Pro Asp 

Thr Gly 
695 
Asn Gly 
710 

Leu His 

Lys Gly 

His Arg 

Asp Leu 
775 
Asp Arg 
790 

Lys Thr 

Ser Gin 

He Arg 

His Leu 
855 
Thr Gly 



440 






445 


Asp 


Asp Ala 


Gly Asn 


Gly Val Lys Pro 






460 




Thr 


Cys Asp 


Arg Glu 


Gly Asp Gly Glu 






475 


480 


Pro 


Glu Lys 


Lys Lys 


Ala Lys Glu Leu 




490 




495 


Ser 


Arg Val 


Trp He 


Leu Thr Ser Thr 




505 




510 


He 


He Asp 


Ala Asn 


Gin Pro Gly Thr 


520 






525 


Cys 


Asn Ala 


His Val 


Leu Cys He Ser 






540 




Ser 


Asp Tyr 


Pro Pro 


Gly Glu Met Phe 






555 


560 


Glu 


Asp Pro 


Gly Ala 


Asp Gly Val Leu 




570 




575 


Cys 


Ala Thr 


Arq Cys 


Asn Val Pro Aror 




585 




590 


Asp 


Thr Pro 


Val Leu 


Asp Lys Gly Gin 


600 






60S 


Asn 


Gly Lys 


Val Asn 


Pro Ser Gin Ser 






620 




Thr 


Glu Val 


Pro Asp 


Pro Gly Pro Ser 






635 


640 


Arg 


Pro Gly 


Pro Leu 


Thr Glu His Val 




650 




655 


Pro 


Ser Ser 


Gly Pro 


Gin Pro Gly Ser 




665 




670 


Ser 


Ser Ser 


Thr Arg 


Pro Glu Pro Glu 


680 






685 


Ala 


Gly Ser 


Ser Ala 


Ala Pro Thr Met 






700 




Trp 


Leu Tyr 


Val His 


Ser Ala Val Ala 






715 


720 


Ser 


He Lys 


Leu Lys 


Asp Ser Val Leu 




730 




735 


Arg 


Val Leu 


Val Ala 


Leu Ala Asp Gly 




745 




750 


Gly 


Glu Asp 


Gly Gin 


Trp Asp Leu Ser 


760 






765 


Gly 


His Pro 


His His 


Ser He Arg Cys 






780 




Val 


Trp Cys 


Gly Tyr 


Lys Asn Lys Val 






795 


800 


Met 


Gin He 


Glu Lys 


Ser Phe Asp Ala 




810 




815 


Val 


Arg Gin 


Leu Ala 


Trp He Gly Asp 




825 




830 


Leu 


Asp Ser 


Thr Leu 


Arg Leu Tyr His 


840 






845 


Gin 


Asp Val 


Asp He 


Glu Pro Tyr Val 






860 




Lys 


Leu Gly 


Phe Ser 


Phe Val Arg He 
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865 870 87S 860 

Thr Ala Leu Leu Val Ala Gly Ser Arg Leu Trp Val Gly Thr Gly Asn 

885 890 895 

Gly Val Val He Ser He Pro Leu Thr Glu Thr Val Val Leu His Arg 

900 905 910 

Gly Gin Leu Leu Gly Leu Arg Ala Asn Lys Thr Ser Pro Thr Ser Gly 

915 920 925 

Glu Gly Ala Arg Pro Gly Gly He He His Val Tyr Gly Asp Asp Ser 

930 935 940 

Ser Asp Arg Ala Ala Ser Ser Phe He Pro Tyr Cys Ser Met Ala Gin 
945 950 955 960 

Ala Gin Leu Cys Phe His Gly His Arg Asp Ala Val Lys Phe Phe Val 

965 970 975 

Ser Val Pro Gly Asn Val Leu Ala Thr Leu Asn Gly Ser Val Leu Asp 

980 985 990 

Ser Pro Ala Glu Gly Pro Gly Pro Ala Ala Pro Ala Ser Glu Val Glu 

995 1000 1005 

Gly Gin Lys Leu Arg Asn Val Leu Val Leu Ser Gly Gly Glu Gly Tyr 

1010 1015 1020 

He Asp Phe Arg He Gly Asp Gly Glu Asp Asp Glu Thr Glu Glu Gly 
1025 1030 1035 1040 

Ala Gly Asp Met Ser Gin Val Lys Pro Val Leu Ser Lys Ala Glu Arg 

1045 1050 1055 

Ser His He He Val Trp Gin Val Ser Tyr Thr Pro Glu 

1060 1065 

<210> 4963 

<211> 1575 

<212> DNA 

<213> Homo sapiens 

<400> 4963 

ctcgaggact tctacggccc ctgcgccaag accagtgaga aggggcccta cttcctgacg 
60 

gagtacagca ctcaccagct cttcagccag ctcacgctgc tacagcagga gttgtttcaa 
120 

aagtgccacc cggtccactt cctgaactca cgggccctgg gcgtcatgga caagagcact 
180 

gccatcccca aagccagctc ttctgagtct ctttcggcca aaacctgcag cttatttctg 
240 

cccaattacg ttcaggacaa gtatctgtta cagcttctaa gaaacgcaga tgacgtcagc 
300 

acctgggtgg ctgcagagat tgtgaccagc cacacctcca agctgcaggt gaacttgctg 
360 

tccaaatttn tgctgattgc aaaatcttgc tatgagcaga gaaacttcgc gacagccatg 
420 

cagatcctga gcgggctgga gcacctggcc gtgaggcagt cccctgcctg gagaattctg 
480 

cctgcaaaga tagcagaggt catggaggag ctgaaagccg tggaggtctt cctgaagagc 
540 

gacagcctgt gtctgatgga agggcggcgc ttccgggcgc agcccaccct gccctcggcc 
600 

cacctcctgg ccatgcacat ccagcagctg gagacaggcg gcttcaccat gaccaacggg 
660 
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gcccacaggt ggagcaagct caggaacatc gcaaaggtgg tgagccaggt gcacgcgttc 
720 

caggagaacc cttacacctt cagccccgac cccaagctcc agtcgtacct caagcagagg 
780 

attgcccgct tcagcggtgc cgacatttcc acactcgccg cagatagcag ggccaacttc 
840 

caccaggtct ccagcgagaa gcactcacgg aagattcagg acaagctacg gaggatgaag 
900 

gctacatt'cc agtagccgag ctcgggcctg gtgtggaatt ccagatccga atccgactgt 
960 

999ggg c ggg ctgggaggtg ggagccgcgt ctcaggcccg gccgttatca aggcccctcc 
1020 

gcccccgaac cctggggagc tggaccagga ggtggaggct caggggaccc catggggaca 
1080 

ggcagagctg gtctcctccc agcagacgga gccaggacgg gcacaagagt cttggaggtt 
1140 

tgcgtgtttc tgccagaatt aaaaagttaa atttaaaaat gaaaatgaaa gacagcttcc 
1200 

caggagtttt gtgcctgtct gcgcctctca cacacagata agtggctctt acccagctct 
1260 

cagtgactcc cccacaaaac agcaacagcc tccaccgcca actcaacaaa cttcagagta 
1320 

gctcctccct gagcaggttt ctgagccagc ctcggttggc tgagcaacga agggccaaag 
1380 

ctgacctctg agtggccaac tgcagctccc agggactccg agacctccgg tccgagaccc 
1440 

tgcctgggtt caccccccac aacccagacc cagaaccgct ctccccttcc ctgcccagtg 
1500 

cccctcttcc ccagcccaga cccccaggtg cccaaggcct gctgctggag caggcacctt 
1560 

gggctggggc tgctc 
1575 

<210> 4964 

<211> 304 

<212> PRT 

<213> Homo sapiens 

<400> 4964 

Leu Glu Asp Phe Tyr Gly Pro Cys Ala Lys Thr Ser Glu Lys Gly Pro 

15 10 15 

Tyr Phe Leu Thr Glu Tyr Ser Thr His Gin Leu Phe Ser Gin Leu Thr 

20 25 30 

Leu Leu Gin Gin Glu Leu Phe Gin Lys Cys His Pro Val His Phe Leu 

35 40 45 

Asn Ser Arg Ala Leu Gly Val Met Asp Lys Ser Thr Ala lie Pro Lys 

50 55 60 

Ala Ser Ser Ser Glu Ser Leu Ser Ala Lys Thr Cys Ser Leu Phe Leu 
65 70 75 80 

Pro Asn Tyr Val Gin Asp Lys Tyr Leu Leu Gin Leu Leu Arg Asn Ala 

85 90 95 

Asp Asp Val Ser Thr Trp Val Ala Ala Glu He Val Thr Ser His Thr 

100 105 HO 

Ser Lys Leu Gin Val Asn Leu Leu Ser Lys Phe Xaa Leu He Ala Lys 
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115 120 125 



Coy* 
Jul 




iyr 




Gin Arcr 


Asn 


Phe 


Ala 


Thr 


Ala 


Met 


Gin 


He 


Leu 


Ser 




X J Vi 








135 










140 












T oil 


olU 


III o 


T.aii &1 a 


Val 




Gin 


Spit 


Pro 


Ala 


Trp 


Arcr 


He 


Leu 










150 










155 










160 


rlO 


n 1 

nld 


T .v/o 
Juy & 


lie 


Ala Glu 


Val 


Met 


Glu 


Glu 


Leu 


Lys 


Ala 


Val 


Glu 


Val 










165 








170 










175 




rlle 


T oi i 




Cot* 


Asp Ser 


Leu 


PVR 
v» y a 


Leu 


Met 


Glu 


Gly Arg 


Arcr 


Phe 


Arcr 








180 








185 










190 






Ala 


Gin 


Pro 


Tnr 


Leu Pro 


Ser 


Ala 


His 


Leu 


Leu 


Ala 


Met 


W-i c 

riis 


Tl o 
±1 c 


13111 






195 








200 










205 








Gin 


Leu 


Glu 


Thr 


Gly Gly 


Phe 


Thr 


Met 


Thr 


Asn 


Gly Ala 


His 


Arg 


Trp 




210 








215 










220 










Ser 


Lys 


Leu 


Arg 


Asn He 


Ala 


Lys 


Val 


Val 


Ser 


Gin 


Val 


His 


Ala 


Phe 


225 








230 










235 










240 


Gin 


Glu 


Asn 


Pro 


Tyr Thr 


Phe 


Ser 


Pro 


Asp 


Pro 


Lys 


Leu 


Gin 


Ser 


Tyr 










245 








250 










255 




Leu 


Lys 


Gin 


Arg 


He Ala Arg 


Phe 


Ser Gly Ala 


Asp 


He 


Ser 


Thr 


Leu 








260 








265 










270 






Ala 


Ala 


Asp 


Ser 


Arg Ala 


Asn 


Phe 


His 


Gin 


Val 


Ser 


Ser 


Glu 


Lys 


His 






275 








280 










285 








Ser 


Arg 


Lys 


He 


Gin Asp 


Lys 


Leu 


Arg Arg 


Met 


Lys 


Ala 


Thr 


Phe 


Gin 




290 








295 










300 











<210> 4965 

<211> 1474 

<212> DNA 

<213> Homo sapiens 

c400> 4965 

gattcttcat atttccgtgg ctgtttacgg gaagaaggag gccatttcca catgtggaag 
60 

aaagcattca aagggagcag caggtctctc cccacgcctt geagagaegg tcaggagaga 
120 

ccccaagcag agagcacget gctcagggac agagctgggc ttgtgaccat gtgtcgccct 
180 

ggcgctgtgc ttccaggtcc tegectggag ggcagctgta ttctcagaga gccagccttt 
240 

cctacagccc ttttagtgac caggggcatt tcctaccctc acttgatctc aaagecaegg 
300 

teggtaggaa caaaaaggtg ggttttctag caggctggaa atggccagca ggggagcaag 
360 

ccgcggctgc ctgggagtgt cgggtggtca ggtcaggctg tagatgtatc ctgtagactc 
420 

aaggecgett ctcaggagtc cagagtccca taaaccacca tgagtgccct cctgggatct 
480 

cattctgctc agaaactcat tgattttact ctgaagcacc cacgaatgac agattcccag 
540 

gaggggcaga gaaggctgag cggcaccacg tggggctggc cgcgggttgt gggcatgagc 
600 

aegectggag aggccatggg gctggtgaca agctctggcc agaagacccc aagaaggtct 
660 

gatcctgggg tctgatccag gcctgcggca ctgggtccta ggcagactgt ctgcctggtg 
720 
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agacgtggaa ggagccagtg tccgcagccg tctcaggacg tcagagagct cggtggcctg 
780 

tctccagcag catgctctcc agatgcagcc tactgtcgct ctccacatag ggctggtgca 
640 

gccacatgga caggtagctc agggtgaggt cgggatcccc ggtgtgggca agctccttgg 
900 

ccaccgtgcg cttcaggagc agctccttcc tgtacatctc caagagctta tgcgaaacct 
960 

catagaaatg ggttgtaggc cacgtgtgga acagaggggg tcgtttactc tcctccccat 
1020 

aatggtagtt ttctagttca caaattccct tggtagttga agacagcttt tccattttca 
1080 

cctgtatttt ggtcaaccca tccaaggtgg cctgcagttc ctcacacagc ttctccagtt 
1140 

cctcgttata ttccagacac accttttctt cattttcctt cgaggctggg ctgctgctgt 
1200 

ctagttctat cttgtcttta ttcaataaac tgattttcaa gttggcaata ttatttgcag 
1260 

tggtaaaacc tgcatcattg agggtttccc acttcaggat taaattgtgc caatcagccg 
1320 

cattgtcctt aatttttctt gcactgacag ataagacagg ttttctgggc gttacagttc 
1380 

caagagtctt tgcttccata aggtccacag atatccgtag aaggagctgc tcctgaagcg 
1440 

cacggtggac aggtagctca gggtgaggtc gcga 
1474 

<210> 4966 
<211> 212 
<212> PRT 

<213> Homo sapiens 



<400> 4966 



Met 


Glu 


Ala 


Lys 


Thr 


Leu 


Gly 


Thr 


Val 


Thr Pro Arg Lys Pro Val Leu 


1 








5 










10 15 


Ser 


Val 


Ser 


Ala 


Arg 


Lys 


lie 


Lys 


Asp 


Asn Ala Ala Asp Trp His Asn 








20 










25 


30 


Leu 


lie 


Leu 


Lys 


Trp 


Glu 


Thr 


Leu 


Asn 


Asp Ala Gly Phe Thr Thr Ala 






35 










40 




45 


Asn 


Asn 


He 


Ala 


Asn 


Leu 


Lys 


He 


Ser 


Leu Leu Asn Lys Asp Lys lie 




50 










55 






60 


Glu 


Leu 


Asp 


Ser 


Ser 


Ser 


Pro 


Ala 


Ser 


Lys Glu Asn Glu Glu Lys Val 


65 










70 








75 80 


Cys 


Leu 


Glu 


Tyr 


Asn 


Glu 


Glu 


Leu 


Glu 


Lys Leu Cys Glu Glu Leu Gin 










85 










90 95 


Ala 


Thr 


Leu 


Asp 


Gly 


Leu 


Thr 


Lys 


He 


Gin Val Lys Met Glu Lys Leu 








100 










105 


110 


Ser 


Ser 


Thr 


Thr 


Lys 


Gly 


lie 


Cys 


Glu 


Leu Glu Asn Tyr His Tyr Gly 






115 










120 




125 


Glu 


Glu 


Ser 


Lys 


Arg 


Pro 


Pro 


Leu 


Phe 


His Thr Trp Pro Thr Thr His 




130 










135 






140 


Phe 


Tyr 


Glu 


Val 


Ser 


His 


Lys 


Leu 


Leu 


Glu Met Tyr Arg Lys Glu Leu 


14 5 










150 








155 160 


Leu 


Leu 


Lys 


Arg 


Thr 


Val 


Ala 


Lys 


Glu 


Leu Ala His Thr Gly Asp Pro 
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165 170 175 

Asp Leu Thr Leu Ser Tyr Leu Ser Met Trp Leu His Gin Pro Tyr Val 

180 185 190 

Glu Ser Asp Ser Arg Leu His Leu Glu Ser Met Leu Leu Glu Thr Gly 

195 200 205 

His Arg Ala Leu 
210 

<210> 4967 
<211> 550 
<212> DNA 

<213> Homo sapiens 

* 

<400> 4967 

nntttgttta tttattcatt tatttgagag accgggtctc actctgtcat ccaggctgga 
60 

atgctgtggc acaattatag ctcactgcag cctcgaactc ctggcctcaa gcaatccttc 
120 

cgccttgacc tccaaaatag ctggngttac acgcgtgagc ccccatgccc agcttcccag 
180 

taagacattt attctgagga gttggctcac atgagtaagg aggctgagaa gttccacaat 
240 

ctgaacattc aggagaaagc tggtgatgta atttggtctg agtcccaatg cctgagaacc 
300 

agagaagccg atggtataaa tcccagtgca aaggcaggag aagacccatg tcccagctca 
360 

gaaggcaggc aggaagcaaa aggggcaaat ttctccgtcc tctgcctctt ttttttctat 
420 

tcaggctctc agaggcttgg atgatgtcca ttcacattgg gcagggctag gtacttttct 
480 

gagtccaccg actgaaatac taatctcatc cagaaacacc tgcacagaca cacaaataaa 
540 

tgtttaatct 
550 

<210> 4968 
<211> 51 
<212> PRT 

<213> Homo sapiens 
<400> 4968 

Glu Thr Gly Ser His Ser Val lie Gin Ala Gly Met Leu Trp His Asn 

15 10 15 

Tyr Ser Ser Leu Gin Pro Arg Thr Pro Gly Leu Lys Gin Ser Phe Arg 

20 25 30 

Leu Asp Leu Gin Asn Ser Trp Xaa Tyr Thr Arg Glu Pro Pro Cys Pro 

35 40 45 

Ala Ser Gin 
50 

<210> 4969 
<211> 2911 
<212> DNA 

<213> Homo sapiens 
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<400> 4969 
ccaanntcac 
60 

cctaccctta 
120 

gatgagaagg 
180 

cctcaagcag 
240 

ccccctaagg 
300 

ntgaaccctg 
360 

ctaccagctc 
420 

tgggggcccc 
480 

ctgggaaggg 
540 

ggggcagggc 
600 

cctgaatctc 
660 

taaacctagg 
720 

aagcccttcc 
780 

ccattgtgat 
840 

gcgtgggtct 
900 

tttggatctt 
960 

aggtcaagga 
1020 

ttcccagtcc 
1080 

agattcttcc 
1140 

ctattctggg 
1200 

agggaatcta 
1260 

agccagaaaa 
1320 

catccttacc 
1380 

ttttggggga 
1440 

tcaaaatagc 
1500 

tagggatggg 
1560 



tttctaccct 
caacttcagt 
gtgcgggggc 
caccccctgc 
gagaagggga 
gggctcaatc 
cctggcctcc 
tggagctcag 
atctttcgag 
cagcttccat 
tactcacagc 
ggaaaccatc 
cagttgcttc 
acctgacccc 
ctacgtccct 
ccatgttcct 
ggtttggggg 
agggcaggga 
aaggcaaaag 
ctagaccaga 
ctttctccct 
atgatagggg 
tgtattccca 
accattctac 
accttacacc 
gtacagggac 



gagccctacc 
aacttggccg 
ccttcccttc 
cccaccaaca 
aagggcaggg 
cccctttcac 
ctgccccttg 
gggtcaggct 
gttcccctcc 
cccttctcca 
ccccaccagc 
tctctcacct 
ctagcacatt 
gcccacctgg 
gtttcccttg 
ccccatattc 
agggttgccc 
aatattggcc 
aggtaagcag 
tttgggggcc 
gttttttttt 
tcggatgggt 
tctccccagt 
tcttctggtg 
ccatctttga 
Cttaaatagt 



cgctcgtcta 
ctcccggttg 
ctaccagggg 
ccacctcccc 
gttgagagaa 
cagatgccac 
ggagcccctt 
gctttgtgtg 
cagtcttcct 
gcccttgggg 
tctgaatgtc 
aatgacccgc 
ccattctttg 
gagtgtggct 
tatcaagaca 
ctggacttcg 
ctctgcccct 
ctatcttgac 
atcacacctc 
aggagggaag 
cctgatggtt 
gggtaagccc 
gtcactcccc 
ggctttgggg 
ctcagttccc 
ccctaatccc 



tggcccccag 
ctctcaacat 
tctttggcta 
caactcttcc 
cccagaaggg 
cctccctgaa 
cacactcttg 
agatgtagtt 
ccagggaatg 
caactgagca 
taacctgctc 
cttgttctga 
tggcccaggg 
ttgggtttca 
ccttcctcag 
gagatggcct 
ctgttctgtg 
ccccaaatcc 
tttctgcctc 
aactccatat 
tctcccagac 
aggatttgca 
tcaccaatca 
tatccccacc 
cacacccaaa 
taatttgcac 



ctccttgccg 
ggtcctacct 
cgcagtgaat 
tccaccaatt 
cgatgtgggg 
ccccccacca 
tgcagggact 
ttcccatctc 
gcctccatga 
atatacttaa 
ccctgattcg 
agctttctct 
ctggaccaga 
tccttcccca 
cttccatgcc 
ctcccaagcc 
gctgagcact 
agtgagctcc 
tacatatggc 
gggatggaga 
tagaccaaat 
catgaccttc 
ctccagatgg 
aactttccct 
gatcccagcc 
tagttaaccc 



4137 



WO 00/58473 



PCT/US00/08621 



tggtcagggt ccctgtattt 
1620 

ttgaaaactg ggcctccctg 
1680 

ccccaaaaaa tagctcacaa 
1740 

attagaggag tgcagtttta 
1800 

cagctactgt ttttggggcc 
1860 

tcatggcttt tggagggagg 
1920 

accctcccag catatacaaa 
1980 

aggagtcact ccttcattcc 
2040 

ctgagtgacg aatttcctac 
2100 

tcaaatgggg aaaaacacac 
2160 

ggcactttag aaaaactgca 
2220 

cacaaattat atatctatct 
2280 

ggaggcaggg gcagaggtga 
2340 

caaacaggca tgggaaaatg 
2400 

aggtcaaaat tccaaaacca 
2460 

tttttttctt aaatatgatc 
2520 

aatgagattg tggcgacgtg 
2580 

ttgtgagttt cagatgttgg 
2640 

agtcttgtca gttcgtgccc 
2700 

tgagaaggcc actggttctg 
2760 

tatacgtagt gaggacccag 
2820 

gtgtgtccaa ctctgtaggc 
2880 

aaaaaaaaaa aatgtctaca 
2911 

<210> 4970 
<211> 155 
<212> PRT 

<213> Homo sapiens 
<400> 4970 

Pro Xaa Ser Leu Ser T! 



ccttccagtg ggggagataa 
ctctgtgatt ggataaatat 
ggggagagcc agtatggggg 
aaaggaaaag ttgctgtcat 
aagatggctg ccctagcagc 
tgagtttagg gagggccagg 
aggggaggtt ttagacaggc 
tcctctgtct ctttgcactt 
tgaatgtacc aagttccaat 
aaaaaaaaaa tcactaaaaa 
aaaaaatacg taataaagaa 
atctatacag cggaaccaca 
cgacagtgcc cctatatcct 
gaagggttga ggatggaccg 
tggacatttt tttttgggag 
aaggaaaata gcttccagaa 
gagattaaaa tatatgtatt 
aaatttggga ttttgcagtt 
tctttcccca tgttccctgg 
tgccgcagca cgcaaaattt 
atttagagaa actgaccaat 
caataaacca acaagacaaa 
atctcaattc t 



Leu Ser Pro Thr Arg 



atgtttgctc ctaattctct 
ttcccatccc acccacctcc 
agcaaatttg acaaatggga 
caaaatggca gccttttccc 
aatcactgcc aagggcaaga 
accatcctcc tacccctcat 
tccctgaatg ttaaccacag 
ttcttggtct tggccacagc 
ttttaagggg gggaaaggtt 
ttcccacaaa tcttgtttct 
tacatatata tatatctaca 
agagagactg aggaaggcct 
taacccatac tcctctgagg 
gagaattgga acttcagaat 
aattgagatt gtagacattt 
tgtggtggtt ctgggcaaca 
tgagctgggg aatttgaata 
ttgtcttttg aaaatgatca 
gaagacgggt ggtggcagag 
agaattctac agactagctc 
atttatctcc gcatttgtgt 
tgaactgtgc tccaaaaaaa 



Ser Ser Met Ala Pro 
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1 

Ser Ser Leu Pro 

20 

Val Ala Leu Asn 
35 

Pro Phe Leu Pro 
50 

Pro Pro Ala Pro 
65 

Pro Pro Lys Gly 

Gly Asp Val Gly 

100 

Pro Pro Ser Leu 
115 

Pro Leu Gly Ala 
130 

Glu Leu Arg Gly 
145 



5 

Pro Thr Leu Thr 

Met Val Leu Pro 

40 

Gly Val Phe Gly 
55 

Pro Thr Pro Pro 
70 

Glu Gly Glu Arg 
85 

Xaa Asn Pro Gly 

Asn Pro Pro Pro 

120 

Pro Ser His Ser 
135 

Gin Ala Ala Leu 
150 



10 

Thr Ser Val Thr 
25 

Asp Glu Lys Gly 

Tyr Ala Val Asn 

60 

Pro Pro Thr Leu 
75 

Ala Gly Val Glu 
90 

Ala Gin Ser Pro 
105 

Leu Pro Ala Pro 

Cys Ala Gly Thr 

140 

Cys Glu Met 
155 



15 

Trp Pro Leu Pro 
30 

Ala Gly Ala Leu 
45 

Pro Gin Ala Ala 

Pro Pro Pro lie 

80 

Arg Thr Gin Lys 
95 

Phe His Gin Met 
110 

Trp Pro Pro Cys 
125 

Trp Gly Pro Leu 



<210> 4971 

<211> 2939 

<212> DNA 

<213> Homo sapiens 



<400> 4971 

gaagaacctc gtctgcggag 
60 

gaggagccct gggaacagga 
120 

gcagtcttta atctgataaa 
180 

ccatacacag ccgccgccat 
240 

gtatgacaca gcacctcgag 
300 

ggtcagtgag aaggtctgcc 
360 

tcctacttca gtggcagatc 
420 

ggctgggccc atgcacagcc 
480 

tatatcactg gcagagcctg 
540 

aaaacaccaa ccgggacaaa 
600 

tccttacgtt aaacttggaa 
660 

gctgaggctg gcctgcaaga 
720 

acccaggccg aggcagtggc 
780 

gctggtgatg gagcaatgac 
640 



gaaaaggtag atgttaaatg 
aggagaaaag aataccaaaa 
gcggttatct cgtcttgagt 
tgcctcgagt ccttgtgtct 
gcaaggaaat aagaaaactg 
tgtagatctg ctgtagggct 
tggtggcctt ggagtggctg 
atccttccct accttgagtg 
tagttggaaa ggggacagag 
acttcagtca aggctgagac 
catggttgac tctgggacag 
tggaatcagt ggtcctgcca 
tgaggcagaa ctgaaaacag 
caggacacat acagtgacct 



gtaactacgc 


gcgaggttct 


gtgacaacag 


tttgccaatc 


cccaggtgcc 


gagtcaatcc 


gactgtctgt 


tcctgctgct 


cctctgatcc 


aagcagagaa 


tgtcaccatt 


ggaagcaagg 


aagaccacca 


ccctccacag 


agcttcctct 


gcatgttttc 


tgactactgg 


actttgtgtg 


gggtgggggt 


atataacttg 


aagcaagggc 


tagaggaaag 


ctgctagagt 


gaatggtaaa 


aatcagtgac 


ccaggccaaa 


acagggaggc 


tatggctgtg 
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acaagggaag tgatcaaggt ggaagataca 
900 

acaaaacccc tggcagaacg cagtatagtg 
960 

tctagggtca gtactgtaac caagtctgaa 
1020 

attaggtcct atgccaagtc acatgataag 
1080 

gaagagacca gcattgggat gaaatccagt 
1140 

ttctggactg gagaagagcc tagtgtaggg 
1200 

cttcaagttt ataagcccct acctaagatc 
1260 

acacttacta taaaacaaaa ggtaatagca 
1320 

ccagttgaag gaggggagca atccttgcct 
1380 

ttgattgaaa ctcctctggg gattcgacct 
1440 

tattaccaga ccttagctga gatcaaaaaa 
1500 

aatccgaagg cctgccactg caaatcacgt 
1560 

aaacttgttg ccctccttaa gttaactaag 
1620 

ataatgggca tcagtcctgc ttatccattt 
1680 

actgttatga ttgaaaactt ggtcaataat 
1740 

agtatggtgg atgacagctc tgagtcttcc 
1800 

catcaagttt gtaaaggcat aatctcttgc 
1860 

ctgaaattac tagggcactt gagtataaaa 
1920 

attccagatt tcctcacctt gttaaacaag 
1980 

aaagtgtttt cgtgtttgtc taaaaatcac 
2040 

gtactgtcat cattggttgc accctttaac 
2100 

attattgaaa tatttgagaa tataaatttt 
2160 

aaggaaaagt tcactaaatc tgagcttatt 
2220 

cagaaactcc aagacttagc agagcacagt 
2280 

ttaatactaa aactctgaat acccctctgt 
2340 

ttgcaatatg aaaccaatgc atattgtaat 
2400 

gattgaggga ggcaatttta tggataccaa 
2460 



—% 4- a, mm. /■« mm mm fr— ^ 

accaagacca 


gagucacgy u 




^m mm a ^mm a m\ m\ *m *~t 

ccacaaacca 


ay LCcladgy t. 


cauycv_uciuy 


m\m mm mmi **m. mm. mmmm^tm fc» m^mm 

gccaaggttg 


LtyCCyCCat, 


cgaggcaaa u 


gccaatactg 


_ril mmm ^m ^m. jmm m^ jto m 

ggtccagacc 


cgacagaagg 


gatgaggatg 


aagaaaatac 


acgcxcccgg 


tcctggttct 


ggcctgaaga 


agagaccxcx 


caggaaaagc 


ccaagcccac 


acacaaaccc 


tggtcaaggg 


ccaggtatat 


tgtcctagtt 


ccagaaggaa 


actggaccct 


ggttgagacc 


ttgaccaaga 


tcccacctta 


tcatgggcct 


cagattaggc 


aaagggaaaa 


gtatgggcct 


ggctttagtt 


tagagcctaa 


agagtttgat 


gatcctttca 


ttcatgaaat 


agctacaatg 


actcaagata 


taattcatga 


tgtaggtatt 


cccaatgtta 


aagaacaccc 


mwmm mim+ mm. mmm ^m ^mi 

tggagcttta 


gaagaaccaa 


aatcagggga 


A- - A ^m mm. Am mm 

gtcatacata 


cccttgaact 


cccctgtgca 


gctggctgga 


tttgaagatc 


actatgtgat 


hm -m, mm *m m\ mmm 4— — * *- 

caccagccac 


ggaagtgtca 


aaaccaagtt 


tcatgtttta 


gccaatacaa gagaattgat 


cagtgccaaa 


aagaatgagt 


caaaggccaa 


tattcttaat 


cagttcaaaa 


caaaggcaaa 


gctatttacc 


tcaatattcc 


aggaagcaaa 


acagtctggt 


gatcccgaag 


tgagagataa 


agtcatacga 


tctcataaag 


cctcaaacag 


ttttttggag 


tataaattca 


atacttatgt 


tttccatgtt 


ttaatcttga gatcctgaac 


atgtgctgat 
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ttttattgtg 
2520 

gataatgaat 
2580 

ttcttttgag 
2640 

attgtcctag 
2700 

atggtgaaga 
2760 

acagattatt 
2820 

ctgtgctatt 
2880 

tatctgggca 
2939 



ctatatagta 
ctattcatcc 
attttattta 
ttcttcagct 
acactgcctg 
tagtttcgac 
agttgtctgt 
gctctgggga 



tataaattga 
tgagtaagct 
catgttgtta 
gaaatctagt 
tgtgtctgta 
atacttaaaa 
aggctcctac 
agggagtaag 



gatatttttg 
atacttctgt 
ataaagttgc 
ctggggggat 
gtggggcaca 
agtagaatca 
tgatagggct 
gaggaaggga 



gtatttctgc 
gctttatatt 
atgctaaaac 
aaagcacaga 
aacaaaacaa 
ctctatgcaa 
tcaaatgagg 
atacagatgc 



aacgtgacct 
gatatgtgta 
tggtgaaaat 
gagcataaag 
gttcacattg 
gaaggcagga 
aatgaagccc 
tttcattgt 



<210> 4972 
<211> 558 
<212> PRT 

<213> Homo sapiens 



<400> 4972 
Met Val Asp 
1 

Gly Leu Gin 

Lys Thr Gin 
35 

Val Thr Gin 
50 

Val Thr Tyr 
65 

Glu Asp Thr 



Ser 

Asp 

20 

Ala 

Ala 

Arg 

Thr 



Leu Ala Glu Arg 

100 

Met Ser Arg Val 
115 

Val He Glu Ala 
130 

Asn Thr Gly Ser 
145 

Lys Ser Ser Asp 

Gly Glu Glu Pro 

180 

Ser Leu Gin Val 
195 

Pro Thr His Lys 
210 

Ser Arg Ala Arg 
225 

Ser Leu Pro Pro 



Gly Thr 
5 

Gly He 

Glu Ala 

Lys Ala 

Glu Ala 

70 
Lys Thr 
85 

Ser He 

Ser Thr 

Asn He 

Arg Pro 
150 
Glu Asp 
165 

Ser Val 

Tyr Lys 

Pro Thr 

Tyr He 
230 
Glu Gly 



Glu Ala Arg 

Ser Gly Pro 
25 

Val Ala Glu 
40 

Gly Asp Gly 
55 

Met Ala Val 

Arg Val Met 

Val Pro Gin 
105 

Val Thr Lys 

120 
Arg Ser Tyr 
135 

Asp Arg Arg 

Glu Glu Asn 

Gly Ser Trp 
185 

Pro Leu Pro 

200 
Leu Thr He 
215 

Val Leu Val 
Asn Trp Thr 



Ala Arg 
10 

Ala Thr 

Ala Glu 

Ala Met 

Thr Arg 
75 

Val Glu 
90 

Thr Lys 

Ser Glu 

Ala Lys 

Glu Glu 
155 
lie Cys 
170 

Phe Trp 

Lys He 

Lys Gin 

Pro Val 
235 
Leu Val 



Gly Lys 

Ala Arg 

Leu Lys 

45 
Thr Arg 
60 

Glu Val 

Thr Lys 

Ser Lys 

Val Lys 
125 
Ser His 
140 

Thr Ser 

Ser Trp 

Pro Glu 

Gin Glu 
205 
Lys Val 
220 

Glu Gly 
Glu Thr 



Ala Glu Ala 
15 

Val Asn Gly 
30 

Thr Glu Ser 

Thr His Thr 

He Lys Val 
80 

Thr Lys Pro 
95 

Ala Met Pro 
110 

Val Val Ala 

Asp Lys Ala 

He Gly Met 
160 

Phe Trp Thr 

175 
Glu Glu Thr 
190 

Lys Pro Lys 

lie Ala Trp 

Gly Glu Gin 
240 

Leu He Glu 
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245 










250 










255 




Thr 


Pro 


Leu 


Gly 


He 


Arq 


Pro 


Leu 


Thr 


Lys 


He 


Pro 


Pro 


Tyr 


His 


Gly 








260 










265 










270 






Prn 

F JL W 


Tvr 


Tvr 


Gin 


Thr 


Leu 


Ala 


Glu 


He 


Lys 


Lys 


Gin 


He 


Arg 


Gin 


Arg 






275 










280 










285 








Glu 


Lvs 


Tvr 


Glv 


Pro 


Asn 


Pro 


Lys 


Ala 


Cys 


His 


Cys 


Lys 


Ser 


Arcr 


Gly 




290 










295 










300 










Phe 

rue 


O C X 


Leu 

-i-J 1*** 


Glu 


Pro 


Lvs 


Glu Phe Asp Lys 


Leu 


Val 


Ala 


Leu 


Leu 


Lvs 


305 










310 










315 










320 


Leu 


Thr 


Lvs 




Pro 


Phe 


He 


His 


Glu 


He 


Ala 


Thr 


Met 


He 


Met 


Gly 










325 










330 










335 




lie 


Ser 


£ X W 


Ala 


i yi 


pro 

JT JL w 


Phe Thr Gin Asp 


He 


He 


His 


Asd 


Val 

v U JL 


Glv 








340 










345 










350 






lie 


Thr 


Val 

V CX X 


Met 


He 


Glu 

W -L. LA 


Asn 


Leu 


Val 


Asn 




PlTO 


Asn 


Val 


Lvs 


Glu 






J ^ ^ 










360 










365 








His 


Pro 


ux y 


Al a 


iJV LI 


Cay* 


Met 


Val 


Asp Asp 


Cot" 
OCX 




Glu 


Cor 

OCX 


Qpr 


Glu 




370 










375 










380 

>J U \J 










Glu 


Pro 


T.v/e 
Jjy a 


Cat 


uAy 


VJX u 


Ser Tyr 


He 


His 


Gin 


Val 

v a x 


«»y a 


xj y 


Glv 
oxy 


He 

X X c 


385 










3 90 
~j j \j 










395 
j ? -j 










400 


He 


Ser 


^ya 


Drn 

IT L. \J 


LiCU 




Ser 


Pro 


Val 


Gin 


ran 
l-l C U 


Ala 


uiy 


XjC Li 


uy o 


T.en 










405 

T w J 










410 










4 15 

T X J 




Leu Gly 


His 


Lie LL 




Tie 

X X c 


Lys 


Phe Glu Asp 


His 


Tvr 
lyt 


Val 

v a x 


He 

X X c 


Th t* 

X 111 


OCX 








420 
~ +~ \j 










425 










430 






Tyr 


He 


tr x w 


Sen 


Phe 


UC Li 


Thr 


Leu 


Leu 


Asn 


xj j o 


Glv 


Car 

O C X 


Val 




Thr 

X * IX 






435 










440 










445 








Lys 


Phe 


Tyr 


IT-, 1 

Vdl 


Leu 


Lys 


Val 


Phe 


Ser 


Cys 


Leu 




Lys 


A v% 

Asn 


xlxS 


Aia 




450 










455 










460 










Asn 


Thr 


Arg 


Glu 


Leu 


He 


Ser 


Ala 


Lys 


Val 


Leu 


Ser 


Ser 


Leu 


val 


Ala 


465 










470 










475 










480 


Pro 


Phe 


Asn 


Lys 


Asn 


Glu 


Ser 


Lys 


Ala 


Asn 


He 


Leu 


Asn 


He 


He 


Glu 










485 










490 










495 




He 


Phe 


Glu 


Asn 


He 


Asn 


Phe 


Gin 


Phe 


Lys 


Thr 


Lys 


Ala 


Lys 


Leu 


Phe 








500 










505 










510 






Thr 


Lys 


Glu 


Lys 


Phe 


Thr 


Lys 


Ser 


Glu 


Leu 


He 


Ser 


He 


Phe 


Gin 


Glu 






515 










520 










525 








Ala 


Lys 


Gin 


Phe 


Gly 


Gin 


Lys 


Leu Gin Asp 


Leu 


Ala 


Glu 


His 


Ser 


Asp 




530 










535 










540 










Pro 


Glu 


Val 


Arg 


Asp 


Lys 


Val 


He Arg Leu 


He 


Leu 


Lys 


Leu 






545 










550 










555 













<210> 4973 
<211> 3555 
<212> DNA 

<213> Homo sapiens 
<400> 4973 

gcgagggtga caggaaaccc tgtgcaggga gcgccgccat cttggaccag cccgaggaag 
60 

atactgaggg agcacaggag cagtcaccgc tgccactgct actgccgcta ctgctgccgg 
120 

cgcgtctgca cctctcggcc tgccagtgta cctgccggcg cctcggtcga ccgcccccgc 
180 

cccctctccc gctgcgtccg cactcctgtt cctggtcctg acgcccccct cccgcccgga 
240 
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aagctgccca 
300 

tcttacatct 
360 

catcaattta 
420 

ggtacaagaa 
480 

ggacaggagc 
540 

atggtctatg 
600 

gcaaggaatc 
660 

gaggcacaga 
720 

ttgttcctcg 
780 

gccaagaaaa 
840 

ggtgtacaac 
900 

cagagagaag 
960 

cctctgtctg 
1020 

gtttaattaa 
1080 

gctaaacaac 
1140 

atggtaaatc 
1200 

atttaaaccg 
1260 

gtctcactgt 
1320 

caagtatgtc 
1380 

aggggttcta 
1440 

ttttcttaac 
1500 

ctctctcgtg 
1560 

aacagaaagt 
1620 

attattttaa 
1680 

tgtacagtat 
1740 

cacaactgca 
1800 

cattatgctg 
1860 



gccaccagca 
ttaaatatat 
cagaaaaaaa 
caatcgaagt 
gatttagggc 
atatcactag 
tcaccaatcc 
gagatgttac 
aagcgagtgc 
tctatcagaa 
acaaaccttc 
gctgtggctg 
ttggaagcag 
aaaaaaagaa 
tagatgtaat 
tagacttttt 
agcactgatg 
acggtttaat 
tgttgtaacc 
taactgcttt 
gagatttgct 
cttaattaat 
aaatatgtat 
tgaagaaaat 
gacctatatg 
gttcacaagt 
gaaagagctc 



accccccagt 
cattattggg 
atttatggct 
tagtggccaa 
tgttacacgg 
aagaagtaca 
aaatactgta 
atatgaagaa 
aaaaacggga 
cattcaggat 
agccccgcag 
ctagtgacct 
tactttttac 
aaaactctgt 
caggttatca 
ttcccccttg 
ctggacttca 
ttggtgatat 
aataagttta 
tgttttgttt 
tctgtcttag 
agctttatct 
aaaatttgaa 
aaattgatta 
tgaccatgtt 
agtactggct 
ctagcatcag 



gccaccatgg 
gacatgggag 
gattgtcctc 
aaaataaaac 
agctactaca 
tataaccact 
ataattctca 
gccaaacagt 
gagaatgtag 
ggaagcttgg 
ggaggccggc 
ctttgctgtg 
tgcctcattg 
tgtaaaaaca 
aaggcaagta 
tcctcgtgat 
tgatttttac 
cttaagcctt 
ttgctgtgaa 
tggataaatt 
cctcacacag 
ttttttatac 
ggaatcgaac 
ctggcattgg 
actcccttcc 
ccaccccttg 
aggattaaca 



caactgcacc 
taggaaaatc 
acacaattgg 
tgcagatttg 
gaggagctgc 
taagcagctg 
taggaaataa 
ttgctgaaga 
aagatgcctt 
atctgaatgc 
taaccagtga 
gcccctcatt 
tcttctgtac 
gtttaacaca 
gagtaataaa 
aagtatgtca 
cctccctttg 
tcttcccatc 
attacttctg 
tcctgttgtg 
ggaaaatatc 
cattttatcc 
taacaataca 
aacagtataa 
atttcacaca 
gtgctggcag 
ctagcagatt 



atacaactac 
ttgcttgctt 
tgttgaattt 
ggatacggca 
gggagctctt 
gttgacagat 
agcagatttg 
aaatggctta 
ccttgaggct 
tgctgagtct 
accccaaccc 
tgacctttca 
atcttactgg 
atactaaact 
tctctcctgc 
ccaatatatg 
gcaaggcttt 
cttaactgtt 
atggtagaga 
tgggtggcat 
catttatctt 
ttttctcttt 
ttctgtgtat 
aataccagtt 
aagaaataga 
tgtttgggga 
ctgttccatc 
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tttgcactgt tgcttacctg ctgattttct 
1920 

aacctgcttt tctctttttg taaacgtttt 
1980 

tatagaaaaa gaaaaaaggc tgggtttact 
2040 

cttcttggaa tggtcagatt ctgaactgga 
2100 

attttaaatt gtgcattttt aaccctacag 
2160 

agtgtgaggg gctgttttat gtcatgttgg 

2220 

tctaaaggtg tttcagcgct tgtgctgata 
2280 

tttggccact gaattaatac tgtatagcaa 
2340 

gttttattaa gttcttcatt tctgttgatt 
2400 

ggaattgaga atttatttga aatagaatag 
2460 

ctcagctcaa ctgctgtgtt taaaatacac 
2520 

taaaagtaca tctttctggg ttgcaaacat 
2580 

gttaaataaa agccaaaact ggaatgtgca 
2640 

atttttattt ttgtctttgt ttaacttttt 
2700 

tattctgtta aagacttaca gtgatccatt 
2760 

acccagggac catgacctgc tggtgtgtgt 
2820 

acccattggg atataaggta gcaatcacaa 
2880 

accctgactc ccaaagttag ttacagtggg 
2940 

tcagactgcc gtactcttca tttgatgtaa 
3000 

taaagtacct gtatctagat taaattaaaa 
3060 

ggtttttctt caggtgaaca atttgacgtg 
3120 

ttcattgtat aaagagaggt ctacgtatgt 
3180 

acccacagct ttattcttgt gtttacatta 
3240 

agtgtaagat cagcacattt ggtggctgat 
3300 

gattctatca tatgcatgtg taatcccctg 
3360 

gattgtcata ttgtaacatg cgtgtgccag 
3420 

gaaatccttt taatttttaa tccatagctt 
3480 



taactgttct tgtgcaatcg acaatgtgct 
tgcattacag gctgcattct tgccttactg 
attgcacatt ttaagctttt atacctttat 
cagtcagaac cacaggtctg ctgttaaggg 
tgaaataact taagatatcc ctgtgttcac 
cataaattgt tttgtaaaag ggaaagtgtt 
caaagtaagt tattactttg caccaggtgg 
gagaaacaat cttatttttt tggacaacat 
ttttttattg catttatgat tcagtggctg 
gtaacacctc agcgtactat agaaaatgca 
attttaaatc cctctttaca gacactaaca 
gtggtagtac cagagtattg tatagtcaat 
gaaagtaggc tttggttaat ttgtggattc 
aaaaaataag atttctggag tagattggta 
ttgcttacac tgttgcatca caagggactc 
gtatatttac aaaaacaaaa caaacaaacc 
actaaagact gcggcttgtt gaggtgcaat 
ttttattgtt tttgtgactg aaggatttat 
caaaatgcta ttaatctaaa tatttgtaaa 
ttggttgcat tattttctga actataatag 
tcatcagttt ttattgcagc actgtccata 
agcatataaa accacatcac taagtaatag 
cccttgaaat gttttcagtc aacccttttc 
gctgttctcc tttgactgta ccgggagcca 
taatacactc aggtgctcac aaatagagca 
acaccgggca gtacactttg gaaagaatgt 
actgcttgtg cagtcacctg cctctcgagg 
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ttgctcattg cccttggacc tgtgaggagg ccctcagatt agtaattggt gcttagtact 
3540 

atttatgctt aaatg 
3555 

<210> 4974 
<211> 215 
<212> PRT 

<213> Homo sapiens 



<400> 4974 



Met Ala 






Tyr 


Asn 


Tyr Ser Tyr 


He Phe 


Lys 


Tyr 


He 


He 














10 








15 




Tl£» Glv 


Asn Met 


Glv 


Val 


Gly 


Lys Ser 


Cys 


Leu Leu 


His 


Gin 


Phe 


Thr 


20 








25 








30 






Glu Lys 


Lys Phe 


Met 


Ala 


Asp 


Cys Pro 


His 


Thr He 


Gly 


Val 


Glu 


Phe 


35 








40 






45 








Gly Thr 


Arg lie 


He 


Glu 


Val 


Ser Gly Gin 


Lys He 


Lys 


Leu 


Gin 


He 


50 








55 






60 










Trp Asp 


Thr Ala 


Gly 


Gin 


Glu 


Arg Phe 


Arg 


Ala Val 


Thr 


Arg 


Ser 


Tyr 


65 






70 








75 








80 


Tyr Arg 


Gly Ala 


Ala 


Gly Ala 


Leu Met 


Val 


Tyr Asp 


He 


Thr 


Arg 


Arg 




85 








90 








95 




Ser Thr 


Tyr Asn 


His 


Leu 


Ser 


Ser Trp 


Leu 


Thr Asp 


Ala 


Arg Asn 


Leu 




100 








10S 








110 






Thr Asn 


Pro Asn 


Thr 


Val 


He 


He Leu 


He 


Gly Asn 


Lys 


Ala Asp 


Leu 




115 








120 






12 5 








Glu Ala 


Gin Arg 


Asp 


Val 


Thr 


Tyr Glu 


Glu 


Ala Lys 


Gin 


Phe 


Ala 


Glu 


130 








135 






140 










Glu Asn 


Gly Leu 


Leu 


Phe 


Leu 


Glu Ala 


Ser 


Ala Lys 


Thr 


Gly Glu 


Asn 


14 5 




150 








155 








160 


Val Glu 


Asp Ala 


Phe 


Leu 


Glu 


Ala Ala 


Lys 


Lys He 


Tyr 


Gin 


Asn 


He 




165 








170 








175 




Gin Asp 


Gly Ser 


Leu 


Asp 


Leu 


Asn Ala 


Ala 


Glu Ser Gly 


Val 


Gin 


His 


180 








185 








190 






Lys Pro 


Ser Ala 


Pro 


Gin 


Gly 


Gly Arg 


Leu 


Thr Ser 


Glu 


Pro 


Gin 


Pro 


195 








200 






205 








Gin Arg 


Glu Gly 


Cys 


Gly Cys 

















210 215 



<210> 4975 
<211> 1111 
<212> DNA 

<213> Homo sapiens 
<400> 4975 

aatataatct gttgtctgac aggcatttcc cagaccctct tgcctccagt gagaaggaga 
60 

acactcagcc ctttgtggtc ctgcccaagg aattcccagt gtacctgtgg cagcccttct 
120 

tcagacacgg ctacttctgc ttccacgagg ctgctgacca gaagaggttt agtgccctcc 
180 

tgagtgactg cgtcaggcat ctcaatcatg attacatgaa gcagatgaca tttgaagccc 
240 
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aggccttttt agaagctgtg caattcttcc gacaggagaa gggtcactat ggttcctggg 
300 

aaatgatcac tggggatgaa atccagatcc tgagtaacct ggtgatggag gagctcctgc 
360 

ccactcttca gacagacctg ctgcctaaga tgaaggggaa gaagaatgac agaaagagga 
420 

cgtggcttgg tctcctcgag gaggcctaca ccctggttca gcatcaagtt tcagaaggat 
480 

taagtgcctt gaaggaggaa tgcagagctc tgacaaaggg cctggaagga acgatccgtt 
540 

ctgacatgga tcagattgtg aactcaaaga actatttaat tggaaagatc aaagcgatgg 
600 

tggcccagcc ggcggagaaa agctgcttgg agagtgtgca gccattcctg gcatccatcc 
660 

tggaggagct catgggacca gtgagctcgg gattcagtga agtacgtgta ctctttgaga 
720 

aagaggtgaa tgaagtcagc cagaacttcc agaccaccaa agacagtgtc cagctaaagg 
780 

agcatctaga ccggcttatg aatcttccgc tgcattccgt gaagatggaa ccttgttata 
840 

ctaaagtcaa cctgcttcac gagcgcctgc aggatctcaa gagccgcttc agattccccc 
900 

acattgatct ggtggttcag aggacacaga actacatgca ggagctaatg gagaatgcag 
960 

tgttcacttt tgagcagttg ctttccccac atctccaagg agaggcctcc aaaactgcat 
1020 

tttccattga gaaggttaaa ctccgagtct taaagcaata tgattatgac agcagcacca 
1080 

tccgaaagaa gatatttcaa gaggcactag t 
1111 

<210> 4976 
<211> 298 
<212> PRT 

<213> Homo sapiens 



<400> 4976 



Met 


Lys 


Gin 


Met 


Thr 


Phe Glu 


Ala Gin Ala Phe Leu 


Glu 


Ala 


Val 


Gin 


1 






5 




10 






15 




Phe 


Phe 


Arg 


Gin 


Glu Lys Gly 


His Tyr Gly Ser Trp 


Glu 


Met 


lie 


Thr 








20 






25 




30 






Gly 


Asp 


Glu 


He 


Gin 


He Leu 


Ser Asn Leu Val Met 


Glu 


Glu 


Leu 


Leu 






35 








40 


45 








Pro 


Thr 


Leu 


Gin 


Thr 


Asp Leu 


Leu Pro Lys Met Lys 


Gly 


Lys 


Lys 


Asn 




50 








55 


60 










Asp 


Arg 


Lys 


Arg 


Thr 


Trp Leu 


Gly Leu Leu Glu Glu 


Ala 


Tyr 


Thr 


Leu 


65 










70 


75 








80 


Val 


Gin 


His 


Gin 


Val 


Ser Glu 


Gly Leu Ser Ala Leu 


Lys 


Glu 


Glu 


Cys 










85 




90 






95 




Arg 


Ala 


Leu 


Thr 


Lys 


Gly Leu 


Glu Gly Thr He Arg 


Ser 


Asp 


Met 


Asp 






100 






105 




110 






Gin 


He 


Val 


Asn 


Ser 


Lys Asn 


Tyr Leu He Gly Lys 


He 


Lys 


Ala 


Met 






115 








120 


125 








Val 


Ala 


Gin 


Pro 


Ala 


Glu Lys 


Ser Cys Leu Glu Ser 


Val 


Gin 


Pro 


Phe 
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130 135 140 

Leu Ala Ser He Leu Glu Glu Leu Met Gly Pro Val Ser Ser Gly Phe 
145 150 155 160 

Ser Glu Val Arg Val Leu Phe Glu Lys Glu Val Asn Glu Val Ser Gin 

165 170 175 

Asn Phe Gin Thr Thr Lys Asp Ser Val Gin Leu Lys Glu His Leu Asp 

180 185 190 

Arg Leu Met Asn Leu Pro Leu His Ser Val Lys Met Glu Pro Cys Tyr 

195 200 205 

Thr Lys Val Asn Leu Leu His Glu Arg Leu Gin Asp Leu Lys Ser Arg 

210 215 220 

Phe Arg Phe Pro His He Asp Leu Val Val Gin Arg Thr Gin Asn Tyr 
225 230 235 240 

Met Gin Glu Leu Met Glu Asn Ala Val Phe Thr Phe Glu Gin Leu Leu 

245 250 255 

Ser Pro His Leu Gin Gly Glu Ala Ser Lys Thr Ala Phe Ser He Glu 

260 265 270 

Lys Val Lys Leu Arg Val Leu Lys Gin Tyr Asp Tyr Asp Ser Ser Thr 

275 280 285 

He Arg Lys Lys He Phe Gin Glu Ala Leu 
290 295 

<210> 4977 

<211> 3309 

<212> DNA 

<213> Homo sapiens 



<400> 4977 

nnaaaggaag ggagggaggg agaaaggaga 
60 

tgggcaccgc ccttaggagg gccaccctca 
120 

tccccaaact aactggtgtc ttttctcctc 
180 

agccctttgg gtccttacct cctgccctca 
240 

gagcaccctg aagagagagt ggtaacagcg 
300 

ctgggcgagc tggtgctgga tgggaccgca 
360 

tcaccgctgc ttccagagga ggcccgcccc 
420 

ccttcgctca agcaggtgaa ctctgccagg 
480 

gccactgtcc aaagggcagg gtcccagcca 
540 

tccacggaga agcctggccc accgggggac 
600 

tcagaagtgc ccctttggct ggaccgaaag 
660 

ctgcaaatct cccccttcac ttcgcagccc 
720 

gaacccgggg agcctgggcc tgacatggcc 
780 



agttggttta gaggccagcc ggacgagctt 
gagtctgaca gcaggtgaag gtcctaaatc 
ttccaagatg ctcttcccga gggagatgct 
ggagccccgg agagaggcag tcctggcaaa 
ccccccagtt cctcacagtc ggcggaagtg 
ccctctgcac atcacgacat cccagccctg 
aagcacgcct tgccccccaa gaagaaactg 
aagcagctga ggcccaaggc cacctccgca 
gcgtcccagg gcctagatct cctctcctcc 
ccggacccca tcgtggcctc cgaggaggca 
gagagtgcgg tccctacaac acccgcaccc 
tatgtggccc acacactccc ccagaggcca 
caggaggccc cccaggagga caccagcccc 
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atggccctga tggacaaagg tgagaatgag 
840 

gagaccacta cctccaccat tatcaccacc 
900 

ctctgcagtg tgagcttctc caatcctgag 
960 

ctgcccctca acaactttct ggagtgcaca 
1020 

gtggagctcc aggtgaagag tgtgaacctg 
1080 

gtggacggcc ctaccctgac cgtcctggcc 
1140 

atccgaagcc ccaccaacac catctccgtc 
1200 

gggaccttcc agcttcacta ccaggccttc 
1260 

gactctgggg atgtcacggt gatggacctg 
1320 

cacctgggct atgagctcca gggcgctaag 
1380 

cactggagca gccaggagcc catctgctca 
1440 

accatcggcc gcgtcctctc cccaagttac 
1500 

atctggacga ttgaagctcc agagggccag 
1560 

ctgcatgaca aggacaggat gacggttcac 
1620 

tacgactccc ttcaaaccga gagtgtccct 
1680 

atccgcatcg agttcacgtc cgaccaggcc 
1740 

gaagcgtttg agaaaggcca ctgctatgag 
1800 

tccgacccga cctataacat tgggactata 
1860 

ctggagcagg gcccggccat catcgaatgc 
1920 

acagagcccc tgtgcagagc catgtgtggt 
1980 

ttgtccccaa actggcccga gccctacgtg 
2040 

gtgggagaag agaaacggat cttcttagat 
2100 

atcttgacca tctacgatgg cgacgaggtc 
2160 

aacagtggcc cccagaaact gtactcctcc 
2220 

gaccctgctg gcctcatctt tggaaagggc 
2280 

tcaaggaatg actcctgctc ggatttaccc 
2340 

cacacggagt tggtgcgggg agccagaatc 
2400 



ctgactgggt cagcctcaga ggagagccag 
acggtcatca ccaccgagca ggcaccagct 
gggtacattg actccagcga ctacccactg 
tacaacgtga cagtctacac tggctatggg 
tccgatgggg aactgctctc catccgcggg 
aaccagacac tcctggtgga ggggcaggta 
tacttccgga ccttccagga cgacggcctt 
atgctgagct gcaactttcc ccgccggcct 
cactcaggtg gggtggccca ctttcactgc 
atgctgacat gcatcaatgc ctccaagccg 
gctccttgtg gaggggcagt gcacaatgcc 

■ 

cctgaaaaca caaatgggag ccaattctgc 
aagctgcacc tgcactttga gaggctgttg 
agcgggcaga ccaacaagtc agctcttctc 
tttgagggcc tgctgagcga aggcaacacc 
cgggcggcct ccaccttcaa catccgattt 
ccctacatcc agaatgggaa cttcactaca 
gtggagttca cctgcgaccc cggccactcc 
atcaatgtgc gggacccata ctggaatgac 
ggggagctct ctgctgtggc tggggtggta 
gaaggtgaag attgtatctg gaagatccac 
atccagttcc tgaatctgag caacagtgac 
atgccccaca tcttggggca gtaccttggg 
acgccagact taaccatcca gttccattcg 
cagggattta tcatgaacta catagaggta 
gagatccaga atggctggaa aaccacttct 
acctaccagt gtgaccccgg ctatgacatc 
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gtggggagtg acaccctcac ctgccagtgg gacctcagct ggagcagcga ccccccattt 
2460 

tgtgagaaaa ttatgtactg caccgacccc ggagaggtgg atcactcgac ccgcttaatt 
2520 

tcggatcctg tgctgctggt ggggaccacc atccaataca cctgcaaccc cggttttgtg 
2580 

cttgaaggga gttctcttct gacctgctac agccgtgaaa cagggactcc catctggacg 
2640 

tctcgcctgc cccactgcgt ttcggaggag tccctggcat gtgacaaccc agggctgcct 
2700 

gaaaatggat accaaatcct gtacaagcga ctctacctgc caggagagtc cctcaccttc 
2760 

atgtgctacg aaggctttga gctcatgggt gaagtgacca tccgctgcat cctgggacag 
2820 

ccatcccact ggaacgggcc cctgcccgtg tgtaaagtta atcaagacag ttttgaacat 
2880 

gctttagaag cagaagcggc agcagagacg tcgctggaag gggggaacat ggccctggct 
2940 

atcttcatcc cggtcctcat catctcctta ctgctgggag gagcctacat ttacatcaca 
3000 

agatgtcgct actattccaa cctccgcctg cctctgatgt actcccaccc ctacagccag 
3060 

atcaccgtgg aaaccgagtt tgacaacccc atttacgaga cagggggaac ccaaaaggtt 
3120 

tagggtttca tttaaaaaga ggtacccttt aaaaaggggc ttgtgaactc aaccccaatt 
3180 

tccccgagac atttatccaa aggccctggg ggccttgatt taaaccccca aaaggcggct 
3240 

gttttttggt taaacttttt aacaaagggt tacgggtttt ttccccggat tttataaatt 
3300 

ttaaaagtg 
3309 

<210> 4978 
<211> 792 
<212> PRT 

<213> Homo sapiens 



<400> 4978 






















Met 


Ala 


Gin 


Glu 


Ala 


Pro Gin Glu Asp 


Thr 


Ser 


Pro 


Met 


Ala 


Leu 


Met 


1 








5 




10 










15 




Asp 


Lys 


Gly 


Glu 


Asn 


Glu Leu Thr Gly 


Ser 


Ala 


Ser 


Glu 


Glu 


Ser 


Gin 




20 




25 










30 






Glu 


Thr 


Thr 


Thr 


Ser 


Thr He He Thr 


Thr 


Thr 


Val 


He 


Thr 


Thr 


Glu 






35 






40 








45 








Gin 


Ala 


Pro 


Ala 


Leu 


Cys Ser Val Ser 


Phe 


Ser 


Asn 


Pro 


Glu 


Gly 


Tyr 




50 








55 






60 










He 


Asp 


Ser 


Ser 


Asp 


Tyr Pro Leu Leu 


Pro 


Leu 


Asn 


Asn 


Phe 


Leu 


Glu 


65 








70 




75 










80 


Cys 


Thr 


Tyr 


Asn 


Val 


Thr Val Tyr Thr 


Gly Tyr Gly 


Val 


Glu 


Leu 


Gin 








85 




90 










95 




Val 


Lys 


Ser 


Val 


Asn 


Leu Ser Asp Gly 


Glu 


Leu 


Leu 


Ser 


He 


Arg 


Gly 






100 




105 










110 






Val 


Asp 


Gly 


Pro 


Thr 


Leu Thr Val Leu 


Ala 


Asn 


Gin 


Thr 


Leu 


Leu 


Val 
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!X5 120 125 

Glu Gly Gin Val He Arg Ser Pro Thr Asn Thr He Ser Val Tyr Phe 

130 135 140 

Arg Thr Phe Gin Asp Asp Gly Leu Gly Thr Phe Gin Leu His Tyr Gin 
145 150 155 160 

Ala Phe Met Leu Ser Cys Asn Phe Pro Arg Arg Pro Asp Ser Gly Asp 

165 170 175 

Val Thr Val Met Asp Leu His Ser Gly Gly Val Ala His Phe His Cys 

180 185 190 

His Leu Gly Tyr Glu Leu Gin Gly Ala Lys Met Leu Thr Cys He Asn 

195 200 205 

Ala Ser Lys Pro His Trp Ser Ser Gin Glu Pro He Cys Ser Ala Pro 

2io 215 220 

Cys Gly Gly Ala Val His Asn Ala Thr He Gly Arg Val Leu Ser Pro 
225 230 235 240 

Ser Tyr Pro Glu Asn Thr Asn Gly Ser Gin Phe Cys He Trp Thr He 

245 250 255 

Glu Ala Pro Glu Gly Gin Lys Leu His Leu His Phe Glu Arg Leu Leu 

260 265 270 

Leu His Asp Lys Asp Arg Met Thr Val His Ser Gly Gin Thr Asn Lys 

275 280 285 

Ser Ala Leu Leu Tyr Asp Ser Leu Gin Thr Glu Ser Val Pro Phe Glu 

290 295 300 

Gly Leu Leu Ser Glu Gly Asn Thr He Arg He Glu Phe Thr Ser Asp 
305 310 315 320 

Gin Ala Arg Ala Ala Ser Thr Phe Asn He Arg Phe Glu Ala Phe Glu 

325 330 335 

Lys Gly His Cys Tyr Glu Pro Tyr He Gin Asn Gly Asn Phe Thr Thr 

340 345 350 

Ser Asp Pro Thr Tyr Asn He Gly Thr He Val Glu Phe Thr Cys Asp 

355 360 365 

Pro Gly His Ser Leu Glu Gin Gly Pro Ala He He Glu Cys He Asn 

370 375 380 

Val Arg Asp Pro Tyr Trp Asn Asp Thr Glu Pro Leu Cys Arg Ala Met 
385 390 395 400 

Cys Gly Gly Glu Leu Ser Ala Val Ala Gly Val Val Leu Ser Pro Asn 

405 410 415 

Trp Pro Glu Pro Tyr Val Glu Gly Glu Asp Cys He Trp Lys He His 

420 425 430 

Val Gly Glu Glu Lys Arg He Phe Leu Asp He Gin Phe Leu Asn Leu 

435 440 445 

Ser Asn Ser Asp He Leu Thr He Tyr Asp Gly Asp Glu Val Met Pro 

450 455 460 

His He Leu Gly Gin Tyr Leu Gly Asn Ser Gly Pro Gin Lys Leu Tyr 
465 470 475 480 

Ser Ser Thr Pro Asp Leu Thr He Gin Phe His Ser Asp Pro Ala Gly 

485 490 495 

Leu He Phe Gly Lys Gly Gin Gly Phe He Met Asn Tyr He Glu Val 

500 505 510 

Ser Arg Asn Asp Ser Cys Ser Asp Leu Pro Glu He Gin Asn Gly Trp 

515 520 525 

Lys Thr Thr Ser His Thr Glu Leu Val Arg Gly Ala Arg He Thr Tyr 

530 535 540 

Gin Cys Asp Pro Gly Tyr Asp He Val Gly Ser Asp Thr Leu Thr Cys 
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545 

Gin Trp Asp Leu 

Met Tyr Cys Thr 

580 

Ser Asp Pro Val 
595 

Pro Gly Phe Val 
610 

Glu Thr Gly Thr 
625 

Glu Glu Ser Leu 

Gin lie Leu Tyr 

660 

Met Cys Tyr Glu 
675 

He Leu Gly Gin 
690 

Val Asn Gin Asp 
705 

Glu Thr Ser Leu 

Val Leu He He 

740 

Arg Cys Arg Tyr 
755 

Pro Tyr Ser Gin 
770 

Glu Thr Gly Gly 
785 



550 

Ser Trp Ser Ser 
565 

Asp Pro Gly Glu 

Leu Leu Val Gly 

600 

Leu Glu Gly Ser 
615 

Pro He Trp Thr 
630 

Ala Cys Asp Asn 
645 

Lys Arg Leu Tyr 

Gly Phe Glu Leu 

680 

Pro Ser His Trp 
695 

Ser Phe Glu His 
710 

Glu Gly Gly Asn 
725 

Ser Leu Leu Leu 

Tyr Ser Asn Leu 

760 

He Thr Val Glu 
775 

Thr Gin Lys Val 
790 



555 

Asp Pro Pro Phe 
570 

Val Asp His Ser 
585 

Thr Thr He Gin 

Ser Leu Leu Thr 

620 

Ser Arg Leu Pro 
635 

Pro Gly Leu Pro 
650 

Leu Pro Gly Glu 
665 

Met Gly Glu Val 

Asn Gly Pro Leu 

700 

Ala Leu Glu Ala 
715 

Met Ala Leu Ala 
730 

Gly Gly Ala Tyr 
745 

Arg Leu Pro Leu 

Thr Glu Phe Asp 

780 



560 

Cys Glu Lys He 
575 

Thr Arg Leu He 
590 

Tyr Thr Cys Asn 
605 

Cys Tyr Ser Arg 

His Cys Val Ser 

640 

Glu Asn Gly Tyr 
655 

Ser Leu Thr Phe 
670 

Thr He Arg Cys 
685 

Pro Val Cys Lys 

Glu Ala Ala Ala 

720 

He Phe He Pro 
735 

He Tyr He Thr 
750 

Met Tyr Ser His 
765 

Asn Pro He Tyr 



<210> 4979 

<211> 1865 

<212> DNA 

<213> Homo sapiens 



<400> 4979 
gacccgcagg 
60 

cgtgtgtgtg 
120 

cgagccgtca 
180 

ctcctttcct 
240 

gcaggtgtgg 
300 

atggcctccc 
360 

aagaaaagcc 
420 

aggttttctg 
480 



cgcagcccgg 
tgtgtgtgtg 
gtccccgggt 
acatccttcc 
ggggcgtgcg 
ggagcctggg 
tgagcgcccg 
tgaagaccct 



cagtcggcgg 
tgtgtgtgtg 
gcgagtccct 
cgcgccccca 
gggtggcacg 
gggcctgagc 
caatgctgcg 
gattgatcgg 



cgcgccgagg 
tgtgtgtgtg 
gctgtcttcc 
cggttgcgga 
agacaaaagg 
gggatccgcg 
gtggagagga 
tcttgctttg 



gcggaggtgg 
tggagctcgg 
acacccttcc 
ccgagcgaga 
ggcacggggg 
gcggtggcgg 
ggaacctgat 
agacaattga 



tgcgtgcgtg 
gtgccaaggg 
tccctccagg 
acccccttaa 
taagcccgcc 
cggaggcggc 
caccgtgtgc 
tgattcttct 
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cctgaattta acaattttgc agctattttg 
540 

caagtaacct ggtttggtta tgaaagtcct 
600 

tgccggaaag tttcacagaa ttgtatctgc 
660 



CCtayayCud 


ay y y Ldy ay v_ 


33 a 


720 










ay uv Up LOOULl 








ac ty ecu egg 


y uy a ay day ^ 


aaa t* 3 1" rrr* t" t" 


o *» u 






gacc ucagtc 


^ z~i /— « r-» t~ a a o 
UCLyCCLadd 


gggagayggy 








•4_ a ^ A A <H>1 A ^» 

tatacaccac 


acexgaagea 




OCA 

y b u 






ctaaggactc 


egggaagcag 


eggcagegaa 


1020 






ttcctcatgg 


atgagaacag 


ucggcccaac 


i a f\ 
lOoO 






cttaccctgg 


aacagaaggg 


ccaccc cgaa 


i i a n 
114U 






tctgaacctg 


uCucccagaa 


LddddLdt.Ld 








cataaacegg 


ayaayyd&Cd 


duL ay a a u a u 


1 7£f) 
X z o u 






gt.gccaa.ciga 


aLddtya LLL 


dctyaci^y ay a 


i "a *> n 






tggccttctc 


caggagctct 


ggatgtcaat 


1380 






aaacacaata 


aacagtggaa 


aagttatcaa 


1440 






ctttctcaga 


cttcactaga 


tccaggccag 


1500 






ttaaatgtaa 


tgagtgaagg 


taaggaagat 


1560 






etaaegtcag 


tggcaagtta 


caagtctcta 


1620 






agtcctacaa 


cagagatgac 


aagtccaggc 


1680 






agecaaaact 


ttttatgttg 


taaatgttta 


1740 






tgaaatttta 


tattgttctg 


gtacatgtct 


1800 






cagataagag 


attttgagtg 


aaaaacataa 


1860 






ttaca 






1865 







<210> 4980 
<211> 266 
<212> PRT 

<213> Homo sapiens 



gaacagattt taagccaccg gctaaaaggt 
egtagcttet gggactatat cagagtggct 
agcattgaaa atatggaaaa tgtcagttct 
gtagcactca tggaaaaaca tttatctgaa 
acaaccagga gattttatga agatggagca 
gctggcatgc ttctaggact caatgetatt 
ctggatggca gttttcctgc tgtaatagac 
tctgatagta tcagcagtga tgaggaggag 
agcagtactc cagagaatgt cggacctcct 
aagtgtaaga gagttaaaca aaagtatcag 
gaactcttac gacttcgaga gaaccaacta 
cttcaaagga ttgaagattc cgatctggct 
ataattgtgg agcttcaaga tcagctgact 
caagagttaa ctgcccatct caccaaccag 
gctgttgcct tggatacgtt gctttaccga 
agtcttgacc agttatcagc agaagttagc 
tcacaagaag gagatggaaa acaagacaca 
actccctcat tacttggect ctgtggatct 
acaagcttaa aatctaatga ctaccttgca 
ctaactccat cctgaaaatt tttgtgtaaa 
atttacatgt ttgactgctg ggaagacctt 
gaaattctat tgcttggaga gaatcccctc 
tgatcctgcc atttttcatt tttaaaattc 
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<400> 4980 



Glu 


Gly 


Leu 


Asp 


Gly 


Ser Phe Pro Ala 


Val 


He 


Asp 


Tyr 


Thr 


Pro 


Tyr 


X 








5 




10 










15 




Leu 


Lys 


Tyr 


He 


Gin 


Ser Ser Asp Ser 


He 


Ser 


Ser 


Asp 


Glu 


Glu 


Glu 






20 




25 










30 






Leu 


Arg 


Thr 


Leu 


Gly 


Ser Ser Gly Ser 


Glu 


Ser 


Ser 


Thr 


Pro 


Glu 


Asn 






35 






40 








45 








Val 


Gly 


Pro 


Pro 


Phe 


Leu Met Asp Glu 


Asn 


Ser 


Trp 


Phe 


Asn Lys 


Cys 




50 








55 






60 










Lys 


Arg 


Val 


Lys 
* 


Gin 


Lys Tyr Gin Leu 


Thr 


Leu 


Glu 


Gin 


Lys Gly 


Tyr 


65 










70 




75 










80 


Leu 


Glu 


Glu 


Leu 


Leu 


Arg Leu Arg Glu 


Asn 


Gin 


Leu 


Ser 


Glu 


Ser 


Val 










85 




90 










95 




Ser 


Gin 


Asn 


Lys 


He 


Leu Leu Gin Arg 


He 


Glu Asp 


Ser 


Asp 


Leu 


Ala 








100 




105 










110 






His 


Lvs 


Leu 


Glu 


Lys 


Glu Gin Leu Glu 


Tyr 


He 


He 


Val 


Glu 


Leu 


Gin 






115 






120 








125 








ASD 


Gin 


Leu 


Thr 


Val 


Leu Lys Asn Asn 


Asp 


Leu 


Arg 


Ser 


Arg 


Gin 


Glu 




130 








135 






140 










Leu 


Thr 


Ala 


His 


Leu 


Thr Asn Gin Trp 


Pro 


Ser 


Pro 


Gly 


Ala 


Leu 


Asp 


145 










150 




155 










160 


val 


Asn 


Ala 


Val 


Ala 


Leu Asp Thr Leu 


Leu 


Tyr Arg 


Lys 


His 


Asn 


Lys 










165 




170 










175 




Gin 


Trp 


Lys 


Ser 


Tyr 


Gin Ser Leu Asp 


Gin 


Leu 


Ser 


Ala 


Glu 


Val 


Ser 








180 




185 










190 






Leu 


Ser 


Gin 


Thr 


Ser 


Leu Asp. Pro Gly 


Gin 


Ser 


Gin 


Glu 


Gly Asp 


Gly 






195 






200 








205 








Lys 


Gin 


Asp 


Thr 


Leu 


Asn Val Met Ser 


Glu 


Gly Lys 


Glu 


Asp Thr 


Pro 


210 








215 






220 










Ser 


Leu 


Leu 


Gly 


Leu 


Cys Gly Ser Leu 


Thr 


Ser 


Val 


Ala 


Ser 


Tyr 


Lys 


225 










230 




235 










240 


Ser 


Leu 


Thr 


Ser 


Leu 


Lys Ser Asn Asp 


Tyr 


Leu 


Ala 


Ser 


Pro 


Thr 


Thr 










245 




250 










255 




Glu 


Met 


Thr 


Ser 


Pro 


Gly Leu Thr Pro 


Ser 















260 265 

<210> 4981 
<211> 1902 
<212> DNA 

<213> Homo sapiens 
<400> 4981 

ngtcccacag ccaggacatc agccacagtg ccggtcctgt gcctcctggc catcatcttc 
60 

atcctcaccg cagccctttc ctatgtgctg tgcaagagga ggagggggca gtcaccgcag 
120 

tcctctccag atctgccggt tcattatata cctgtggcac ctgactctaa tacctgagcc 
180 

aagaatggaa gtttgtgagg agacggactc tatgttgccc aggctgttat ggaactcctg 
240 

agtcaagtga tcctcccacc ttggcctctg aaggtgcgag gattataggc gtcacctacc 
300 

acatccagcc tacacgtatt tgttaatatc taacatagga ctaaccagcc actgccctct 
360 



4153 



WO 00/58473 



PCT/US00/08621 



cttaggcccc tcatttaaaa 
420 

ataacttgga caaattctat 
480 

gagtctcgct ctgtcatcca 
540 

ccatctccca ggttcaagcg 
600 

tcaccaccac acccggctaa 
660 

ccaggctggt ctcgaactcc 
720 

ggattaaagg tgtgagccac 
780 

atttttgtaa tgattgagtc 
840 

ctgtgattcc tggcttcatt 
900 

gtacaccagt tgttcctccc 
960 

aaggcctggg ctttcccacc 
1020 

ttggtttcac ctcctcagtc 
1080 

ttattgcttt tattattatt 
1140 

tccgaatgaa gaagtatgta 
1200 

catgaagtgt ttgaggaagt 
1260 

cagggtgttt ctggagtgca 
1320 

gggcaggctc gggcttcagt 
1380 

ttgaccagca gggtatgttg 
1440 

ccatggcaca ggtgatggtc 
1500 

cagcatctgc tcacaggttc 
1560 

cttcagagcc atctgacagt 
1620 

tgtggccacc tgggtgaggt 
1680 

tgaagcggtg aaggccgccg 
1740 

caattctagg atcacagtac 
1800 

ttccagagcg cgtagtctct 
1860 

tctcaccaag agtttctcct 
1902 

<210> 4982 



acggttatac tataaaatct 
gtgtattttg ttttgttttg 
ggctggagtg cagtggcatg 
attctcctgc ctcctcctaa 
tttttgtatt tttagtagag 
tgacctggtg atctgcccac 
catgcctggc cctatgtgtg 
ttctttatgg aaacaactgg 
ttttgctgat ggttccccct 
ccacctcagc cctctcctgc 
ctccctcctt agcaggtgcc 
ccttgcctac cccagtgaga 
gcttttatta tcattaaaac 
ttttcattag gccaagtctg 
gggttgggta tgtcagtttc 
gagcaggagc accctgctgg 
ttttccatgc ccaccatttg 
gtgctcatac tccccaccct 
tccctctcag ctctgggtcc 
gagccacatc actgagcttg 
ccttcctcga agagtagctg 
agcggatctg agctgacagc 
cctgccggtc taggagccgc 
ctgcattctg aaggatggcg 
cgttcgccag gctgtaggta 
cagaaacgcg acgcttgttc 



gcttttcaca ctgggtgata 
ctttgctttg ttttgagacg 
atctcggctc actgcaaccc 
gtagctggga ctacaggtgc 
acggggtttc accatgttga 
ccaggcctcc caaagtgctg 
ttttttaact actaaaaatt 
cctcagccct tgcgccctta 
cgtcccaaat ctctctccca 
atcctcctgt acccgcaacg 
gtgctgggac accatacggg 
gtctgatctt gtttttattg 
tctagttctt gttttgtctc 
cgggaaggct ggggcagcag 
catctcctct ctgagcctgt 
agaggccaag gcatagctgt 
cccctttgtc ctagggtact 
acatgttccc aggttctgtc 
atctccctgg cctagttctc 
aggcgggcat agtccactcg 
gagccctcat ggggctgccc 
tccgcctcca cgtgttgcac 
tcgttagttt tttccttgga 
ccgatttccc gttcaatgtc 
gccattatca ctctgggaat 
cc 
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<211> 73 
<212> PRT 

<213> Homo sapiens 
<400> 4982 

Met Cys He Leu Phe Cys Phe Ala Leu Leu Cys Phe Glu Thr Glu Ser 

1 5 .10 15 

Arg Ser Val He Gin Ala Gly Val Gin Trp His Asp Leu Gly Ser Leu 

20 25 30 

Gin Pro Pro Ser Pro Arg Phe Lys Arg Phe Ser Cys Leu Leu Leu Ser 

35 40 45 

Ser Trp Asp Tyr Arg Cys Ser Pro Pro His Pro Ala Asn Phe Cys He 

50 55 60 

Phe Ser Arg Asp Gly Val Ser Pro Cys 
65 70 

<210> 4983 
<211> 1418 
<212> DNA 

<213> Homo sapiens 



<400> 4983 

cgtggtttct catgccaata ctggtggaaa 
60 

cactggaatg ttacgttcat aacttactaa 
120 

catgaaattc tggagcttat tattgaaaaa 
180 

cagggtattg aagatgctga agaaacagca 
240 

gaaggattgt ttaatatgga tgaagatgaa 
300 

gaacggctcg accagatggt gcatcctgta 
360 

gttttgtcct acatgaagga tgtctgctat 
420 

aaggatctat atcgcgacct gataaacatc 
480 

tcctgccatg tacagttttt catgttttac 
540 

gcatttttgg aacatctctg gaaaaaattg 
600 

caggctgctg gaaattatat tggaagcttt 
660 

actgtaaaat catgcctaga tcttttggtt 
720 

gattcgggaa caaaggcatt ctgcgatgtt 
780 

caagctgtgt tctacacctt tgtttttaga 
840 

gaaggtttgc agtatcttca gagtctgaat 
900 

cccctgaaga tttgcctgcc ctcagtggtt 
960 



aatttccatt tgttcgaaaa tcagagagaa 
ggattagtgt atattttcca acccttgagg 
ctactcaagt tggatgtgaa tgcatcccgg 
actcaaactt ttggtgggac agattccacg 
gaaactgaac atgaaacaaa ggctggtcct 
gccgagcgcc tggacatcct gatgtctttg 
gtagatggta aggttgataa cggcaaaaca 
tttgacaaac tcctgttgcc cacccatgcc 
ctctgtagtt tcaaattggg attcgcagag 
caggacccaa gtaatcctgc catcatcagg 
ttggcaagag ctaaatttat tcctcttatt 
aactggctgc acatatacct taataaccag 
gctctccatg gaccatttta ctcagcctgc 
cacaagcagc ttttgagcgg aaacctgaaa 
tttgagcgga tagtgatgag ccagctaaat 
aacttttttg ctgcaatcac aaataagtac 
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cagctcgtct tctgctacac catcattgag aggaacaatc gccagatgct gccagtcatt 
1020 

aggagtaccg ctggaggaga ctcagtgcag acctgcacaa acccactgga caccttcttc 
1080 

ccctttgatc cctgtgtgct gaagaggtca aagaaattca ttgatcctat ttatcaggtg 
1140 

tgggaagaca tgagtgctga agagctacag gagttcaaga aacccatgaa aaaggacata 
1200 

gtggaagatg aagatgatga ctttctgaaa ggcgaaattc cccagaaatt agtagtaagt 
1260 

ggggtctttg tgggttggga agtagtttta atgtagaaag acatttacat ataagtctgt 
1320 

ttaatttcaa aggagtttgt gaaaaaaaat ccatggtgaa aatgaaacaa tgacatggtt 
1380 

aatctggaac ttacgttctt ataccaataa aaggtacc 
1418 

<210> 4984 
<211> 256 
<212> PRT 

<213> Homo sapiens 



<400> 4984 



Leu Gly 


Phe 


Ala 


Glu 


Ala 


Phe 


Leu 


Glu 


His 


Leu 


Trp 


Lys 


Lys 


Leu 


Gin 


1 






5 










10 










15 




Asp Pro 


Ser 


Asn 


Pro 


Ala 


He 


He 


Arg 


Gin 


Ala 


Ala 


Gly 


Asn 


Tyr 


He 






20 










25 










30 






Gly Ser 


Phe 


Leu 


Ala 


Arg 


Ala 


Lys 


Phe 


He 


Pro 


Leu 


He 


Thr 


Val 


Lys 




35 










40 










45 








Ser Cys 


Leu 


Asp 


Leu 


Leu 


Val 


Asn 


Trp 


Leu 


His 


He 


Tyr 


Leu 


Asn 


Asn 


50 










55 










60 










Gin Asp 


Ser 


Gly 


Thr 


Lys 


Ala 


Phe 


Cys 


Asp 


Val 


Ala 


Leu 


His 


Gly 


Pro 


65 








70 










75 










80 


Phe Tyr 


Ser 


Ala 


Cys 


Gin 


Ala 


Val 


Phe 


Tyr 


Thr 


Phe 


Val 


Phe 


Arg 


His 








65 










90 










95 




Lys Gin 


Leu 


Leu 


Ser 


Gly 


Asn 


Leu 


Lys 


Glu 


Gly 


Leu 


Gin 


Tyr 


Leu 


Gin 






100 










105 










110 






Ser Leu 


Asn 


Phe 


Glu 


Arg 


He 


Val 


Met 


Ser 


Gin 


Leu 


Asn 


Pro 


Leu 


Lys 




115 










120 










125 








lie Cys 


Leu 


Pro 


Ser 


Val 


Val 


Asn 


Phe 


Phe 


Ala 


Ala 


He 


Thr 


Asn 


Lys 


130 










135 










140 










Tyr Gin 


Leu 


Val 


Phe 


Cys 


Tyr 


Thr 


He 


He 


Glu 


Arg 


Asn 


Asn 


Arg 


Gin 


145 








150 










155 










160 


Met Leu 


Pro 


Val 


He 


Arg 


Ser 


Thr 


Ala 


Gly 


Gly 


Asp 


Ser 


Val 


Gin 


Thr 








165 










170 










175 




Cys Thr 


Asn 


Pro 


Leu 


Asp 


Thr 


Phe 


Phe 


Pro 


Phe 


Asp 


Pro 


Cys 


Val 


Leu 






180 










185 










190 






Lys Arg 


Ser 


Lys 


Lys 


Phe 


He 


Asp 


Pro 


He 


Tyr 


Gin 


Val 


Trp 


Glu 


Asp 




195 










200 










205 








Met Ser 


Ala 


Glu 


Glu 


Leu 


Gin 


Glu 


Phe 


Lys 


Lys 


Pro 


Met 


Lys 


Lys 


Asp 


210 










215 










220 










He Val 


Glu 


Asp 


Glu 


Asp 


Asp 


Asp 


Phe 


Leu 


Lys 


Gly 


Glu 


He 


Pro 


Gin 


225 








230 










235 










240 


Lys Leu 


Val 


Val 


Ser 


Gly 


Val 


Phe 


Val 


Gly 


Trp 


Glu 


val 


Val 


Leu 


Met 
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245 250 255 

<210> 4985 

<211> 5695 

<212> DNA 

<213> Homo sapiens 

<400> 4985 

cgctgccgcc gtcacccgcg ggaccccggg agcacagact ccccctcccc ccggcccctc 

60 

aggccggggg tgaccttgcc ccctggagcc ctcaccatga ataccaagga caccaccgag 
gttgctgaaa acagccacca cctgaagatc tttctcccca agaagctgct ggagtgtctt 
ccccgctgcc cgctgctgcc tccagagagg ctacggtgga atacaaatga ggagattgca 
tcctacctga tcacctttga gaagcatgat gagtggctgt cttgtgcccc aaagacaagg 
cctcagaatg gctccatcat cctctacaat cgcaagaagg tgaaatatcg gaaggatggt 

360 

tacctctgga agaagcggaa ggatgggaag accacccgag aggaccacat gaagctgaag 
gJccagggca tggagcctgt ctcctggcag tgtctctatg gctgctacgt ccactcttcc 
atcgtcccca cattccatcg gcgctgctac tggctgctcc agaaccctga catcgtcctt 
gjgcaceacc cgaacgtccc agccctggag gactgtggaa agggctgcag ccccatcttt 
tgttccatca gcagcgaccg tcgagagtgg ctgaagtggt cccgggagga gttgttggga 
cagctgaagc ccatgtttca cggcatcaag tggagctgcg ggaatggaac agaagagttc 
Jctgtagaac acctggtgca gcagattttg gacacccacc caaccaagcc tgctccccga 

780 

acccacgcct gtctctgcag tggggggctt ggttctggga gccttaccca caaatgcagc 

840 

agcacgaaac accgcatcat ctctcccaaa gtggagcccc gagctttaac cctgacctct 
900 

atcccccacc ctcacccccc agagcctcct ccactgatag ccccacttcc cccagagctc 
960 

cccaaggcac acacctcccc atcttcttcc tcttcttcct cctcatcagg ttttgcagag 

1020 a . 
cccctagaaa tcagacctag ccctcccact tctcgagggg gttcttcaag aggaggcact 

1080 

gctatcctcc tcctgacagg actggagcag cgggctggag gcttgacgcc caccaggcac 
1140 

ttggctccac aggctgatcc taggccttcc atgagtttgg cagtggttgt aggcactgag 
1200 

ccttctgccc caccagctcc tcccagtcct gcctttgacc ctgatcgttt tctcaacagc 
1260 

ccccagaggg gccagacata tggagggggg cagggagtaa gcccagactt ccccgaggca 
1320 

gaggccgctc ataccccctg ttctgcccta gagcctgctg ctgccctgga gccccaggca 
1380 
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gctgctcggg gtcccccacc acagtcagta 
1440 

atccaagatg atgacagtgg ggaggagctc 
1500 

tcaccccctc cctcaccccc accctcacct 
1560 

agaggagagg ccttgtttgg aggacctgtt 
1620 

tcatcattcc cagaccttat gggagaactc 
1680 

ccgacccccc agctgtctcc tgctcttagc 
1740 

tacccagagg gtggggtcaa ggtgctcatc 
1800 

tactcctgtg tctttgatca catcgcagtg 
1860 

cgctgctact gtcccgccca tgaggtaggg 
1920 

gggccccttt ctgcttctgt gctctttgag 
1980 

agtactcaac ttgactggct gtcactggac 
2040 

cgactggagc agatggagaa gcggatggca 
2100 

cagggtcctg atgctcctcc agttcaggat 
2160 

gtagtggtct tggtagaaag catgatccca 
2220 

gcccatggaa gccccttccg gggcatgagc 
2280 

gcccgcctca tcgagaccct gagccagtgg 
2340 

gagcaggagg ttgacccgct caacgtggat 
2400 

tgtgccctgg gacacctgga agctgctgtg 
2460 

agcattcccg actctctggg ccgtctgcca 
2520 

cgccttgccc gctgccttga ggaactacag 
2580 

gccctatcgc caccctcctc cagcccagac 
2640 

gagctgtcgg atggcacctt ttccgtcacg 
2700 

cccccccctg cacctctgcc agcctctgag 
2760 

ctttcctctg gtgtcccaga agccccccta 
2820 

aaggggcccc tctcctccct tcctgccctc 

2880 

gaggacgctg acagcccaca ggctgtggat 
2940 

aagcagatca tcgaagccac accggagcgg 
3000 



gcaggtggga gaagaggaaa ctgcttcttc 
aagggtcacg gggctgcccc acccatacct 
gcccccttgg agccgtcaag cagggtagga 
ggggccagtg aactggagcc cttcagtctt 
atcagtgacg aagctccaag catccctgct 
accatcacag acttctcccc agagtggtcc 
acaggtcctt ggaccgaagc cgccgagcat 
ccagcctcac ttgtccagcc tggtgtctta 
ctggtgtctt tgcaggtggc agggcgggag 
tatcgagccc gccgattcct gtctctgcct 
gacaaccagt tccggatgtc catactagag 
gagatcgcag cagctgggca ggtgccttgc 
gaaggccagg ggcctgggtt cgaagcacgg 
cgctccacct ggaagggtcc tgaacgtctg 
cttctgcacc tggctgctgc ccagggctat 
cggagtgtgg agactggaag cttggactta 
catttctctt gcacccctct gatgtgggct 
ctccttttcc gttggaaccg acaggcactg 
ttgtctgtgg ctcattcccg gggtcatgtg 
agacaggagc cttcggtgga gcccccattt 
actggtctga gcagcgtctc ctcgccctcg 
tcagcctatt ctagtgcccc agatggcagt 
atgactatgg aggacatggc cccaggccag 
ctcctcatgg actatgaggc taccaactcc 
ccaccagctt cagatgatgg ggctgctcca 
gtgatcccgg tggacatgat ctcactagcc 
attaaacgag aggacttcgt ggggctgccc 
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gaggctggag cctcaatgcg ggagcggaca ggggctgtgg ggctcagtga gaccatgtcc 
3060 

tggctggcca gctacctgga gaatgtggac catttcccca gctcaacccc tcccagcgaa 
3120 

ctgccctttg agcgaggtcg cctggctgtc ccttcagcac cctcctgggc agagtttctc 
3180 

tctgcatcca ccagtggcaa gatggaaagt gattttgccc tgctgacact atcagatcac 
3240 

gagcagcggg aactgtatga ggctgcccga gtcatccaga cggccttccg aaagtacaag 
3300 

ggccggcggc tgaaggagca gcaggaggta gcagcagctg taatccagcg ctgttaccgg 
3360 

aagtacaagc agctgacctg gattgcactt aagtttgcac tctataagaa gatgacccag 
3420 

gcggccatcc tgatccagag caagttccga agctactatg aacagaagcg atttcagcag 
3480 

agccgccgag cggctgtgct catccagcag cactaccgct cctaccgccg caggcccggc 
3540 

cctccccacc ggacttcggc caccctgcct gcccgcaaca aaggctcctt tctcaccaag 
3600 

aagcaggacc aggcagcccg gaagatcatg agattcctgc ggcgctgccg acacaggatg 
3660 

agggaactga agcagaacca ggagctggaa gggcttcccc agccgggact ggccacatga 
3720 

cctggccacc gcctttctca ccaccctggg ggcgcctcgt gcagtcttaa cagggagagg 
3780 

gctttctggg gcagggggag cccctgtcgg cagctttcct gttcaccttt gttggagccc 
3840 

tctgtaggcc tcctccctcc tccccacgcc ttgctcccac acccctctcc tcgtccctcc 
3900 

tggtcgtgcc ccgtctcttt tggtcctggc tccagaaaac ccgcgcccca catacctgca 
3960 

tcttccgctg tgacctccgg agccctgcct gcccctgctc cccagctcct cctgcctgca 
4020 

cccgactcgg ccccctcctg acttgcctta tttatttgtt cgacgcgtct ctgaatgtat 
4080 

ccgcctcggt tcccaccact gccttcgctg cgcacgcccc tcgtgtttca gggctgaccg 
4140 

tgtccccacc cgactccgca tgtttgcgtc tgtttcctcc ctctctggcc ctgtcttacc 
4200 

ccatcacccg actctggcca ctgacctcag ggccgaaggg gaggtggtgt acataggaac 
4260 

gcgttgcgga gtccgccccg tcccccgagg ggaggggtct tgtacatact gtaacataca 
4320 

gagtatagtg aagaatctat ttaaggcgcc gcggggaggg ctgcacggcc gggcttgtgg 
4380 

ttctctagcg cggcgggggc ctcctgccgg ctccacgggc actttctact tgtgcatggg 
4440 

cttggtttat acgaattgcc attaaacatc gctgcaccag ccagcctccg gcctctgtct 
4500 

gcgggggcgg ggcggggcct aggccagctg gaggccgcca tgcaccgcgg gcctgggatc 
4560 

tgcgcccagg ccaggcgggc ccagggtttt ccgcctccga cgtgtttccg gccttaaagg 
4620 
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cattccgccc ttccctttaa gacgcaccgc cccctctcag tcactcccaa gatggcggac 
4680 

ctactgggct ccatcctgag ctccatggag aagccaccca gcctcggtga ccaggagact 
4740 

cggcgcaagg cccgagaaca ggccgcccgc ctgaagaaac tacaagagca agagaaacaa 
4800 

cagaaagtgg agtttcgtaa aaggatggag aaggaggtgt cagatttcat tcaagacagt 
4860 

gggcagatca agaaaaagtt tcagccaatg aacaagatcg agaggagcat actacatgat 
4920 

gtggtggaag tggctggcct gacatccttc tcctttgggg aagatgatga ctgtcgctat 
4980 

gtcatgatct tcaaaaagga gtttgcaccc tcagatgaag agctagactc ttaccgtcgfc 
5040 

ggagaggaat gggaccccca gaaggctgag gagaagcgga agctgaagga gctggcccag 
5100 

aggcaagagg aggaggcagc ccagcagggg cctgtggtgg tgagccctgc cagcgactac 
5160 

aaggacaagt acagccacct catcggcaag ggagcagcca aagacgcagc ccacatgcta 
5220 

caggccaata agacctacgg ctgtgtgccc gtggccaata agagggacac acgctccatt 
5280 

gaagaggcta tgaatgagat cagagccaag aagcgtctgc ggcagagtgg ggaagagttg 
5340 

ccgccaacct cctaggcgcc ccgcccagct ccctttgacc cctggggcag ggcagggggc 
5400 

agggagagac aaggctgctg ctattagagc ccatcctgga gccccacctc tgaaccacct 
5460 

cctaccagct gtccctcagg ctgggggaaa acaggtgttt gatttgtcac cgttggagct 
5520 

tggatatgtg cgtggcatgt gtgtgtgtgt gtgtgagagt gtgaatgcac aggtgggtat 
5580 

ttaatctgta ttattccccg ttcttggaat tttcttcccc atggggctgg ggtactttac 
5640 

attcaataaa tactgtttaa cccaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaa 
5695 

<210> 4986 

<211> 1239 

<212> PRT 

<213> Homo sapiens 

< 

<400> 4986 

Arg Cys Arg Arg His Pro Arg Asp Pro Gly Ser Thr Asp Ser Pro Ser 

15 10 15 

Pro Arg Pro Leu Arg Pro Gly Val Thr Leu Pro Pro Gly Ala Leu Thr 

20 25 30 

Met Asn Thr Lys Asp Thr Thr Glu Val Ala Glu Asn Ser His His Leu 

35 40 45 

Lys He Phe Leu Pro Lys Lys Leu Leu Glu Cys Leu Pro Arg Cys Pro 

50 55 60 

Leu Leu Pro Pro Glu Arg Leu Arg Trp Asn Thr Asn Glu Glu He Ala 
65 70 75 80 

Ser Tyr Leu He Thr Phe Glu Lys His Asp Glu Trp Leu Ser Cys Ala 
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85 



Pro 


Lys 


Thr 


Arg 


Pro 


Gin Asn Gly 


Ser 








100 










105 


Lys 


Val 


Lys 


Tyr 


Arg 


Lys Asp Gly Tyr 






115 










120 




Gly Lys 


Thr 


Thr 


Arg 


Glu Asp His 


Met 




130 










135 






Glu 


Pro 


Val 


Ser 


Trp 


Gin Cys 


Leu Tyr 


145 










150 








He 


Val 


Pro 


Thr 


Phe 


His 


Arg Arg 


Cvs 










165 










Asp 


He 


Val 


Leu 


Val 


His 


Tyr 


Leu 


Asn 








180 










185 


Gly Lys 


Glv 


Cvs 

X* Jf *J 


Ser 


Pro 


He 


Phe 


Cys 






195 










200 




Glu 


Trp 




Lvs 


Tro 


Ser Arg 


Glu 


Glu 




210 










215 






Met 


Phe 


His 

£1-1- 


Glv 


He 


Lys 


Trp 


Ser 


Cys 


225 










230 








Ser 


Val 


Glu 


His 


Leu 


Val 


Gin 


Gin 


He 










245 










Pro 


Ala 


Pro 


Ara 


Thr 


His 


Ala 


Cys 


Leu 








260 

i U v 










265 


Gly Ser 


Lpu 




His 


Lys 


Cys 


Ser 


Ser 
















280 




Pro 


Lys 


Val 


Glu 


Pro 


Arg 


Ala 


Leu 


Thr 




290 










295 






His 


Pro 


Piro 


Glu 


Pro 


Pro 


Pro 


Leu 


He 


305 










310 








Pro 


Lys 


Ala 


His 


Thr 


Ser 


Pro 


Ser 


Ser 










325 










Gly 


Phe 


Ala 


Glu 


Pro 


Leu 


Glu 


He 


Arg 








340 










345 


Gly Gly 


Ser 


Ser 


Arg 


Gly Gly Thr Ala 






355 










360 




Glu 


Gin 


Arg 


Ala 


Gly 


Gly Leu Thr 


Pro 




370 










375 






Ala 


Asp 


Pro 


Arg 


Pro 


Ser 


Met 


Ser 


Leu 


385 










390 








Pro 


Ser 


Ala 


Pro 


Pro 


Ala 


Pro 


Pro 


Ser 










405 










Phe 


Leu 


Asn 


Ser 


Pro 


Gin Arg Gly Gin 








420 










425 


Val 


Ser 


Pro 


Asp 


Phe 


Pro 


Glu 


Ala 


Glu 






435 










440 




Ala 


Leu 


Glu 


Pro 


Ala 


Ala 


Ala 


Leu 


Glu 




450 










455 






Pro 


Pro 


Pro 


Gin 


Ser 


Val Ala Gly Gly 


465 










470 








He 


Gin 


Asp 


Asp 


Asp 


Ser Gly Glu Glu 










485 










Pro 


Pro 


He 


Pro 


Ser 


Pro 


Pro 


Pro 


Ser 








500 










505 


Leu 


Glu 


Pro 


Ser 


Ser 


Arg Val 


Gly Arg 
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90 


95 




He 


He Leu Tyr Asn Arg 


Lys 




110 




Leu 


Trp Lys Lys Arg Lys 


Asp 




125 




Lys 


Leu Lys Val Gin Gly 


Met 




140 




Gly 


Cys Tyr Val His Ser 


Ser 




1S5 


160 


Tvr 


Trp Leu Leu Gin Asn 


Pro 


170 


175 




Val 


Pro Ala Leu Glu Asp 


Cys 




190 




Ser 


He Ser Ser Asp Arg 


Arg 




205 




Leu 


Leu Glv Gin Leu Lvs 


Pro 




220 




Glv 


Asn Glv Thr Glu Glu 


Phe 




235 


240 


Leu 

t_ V_l 


Asn Thr His Pro Thr 


Lvs 


250 

mt V 


255 




f v<; 


Ser Glv Glv Leu Glv 


Ser 




270 




Thr 


Lvs His Arcr He He 


Ser 

^ 




285 




Leu 


Thr Ser He Pro His 


Pro 




300 




Ala 


Pro Leu Pro Pro Glu 


Leu 




315 


320 


Ser 

hp** Xp» pfe 


Ser Ser Ser Ser Ser 


Ser 


330 


335 




Pro 


Ser Pro Pro Thr Ser 


Arg 




350 




He 


Leu Leu Leu Thr Gly 


Leu 




365 




Thr 


Arg His Leu Ala Pro 


Gin 




380 




Ala 


Val Val Val Gly Thr 


Glu 




395 


400 


Pro 


Ala Phe Asp Pro Asp 


Arg 


410 


415 




Thr 


Tyr Gly Gly Gly Gin 


Gly 




430 




Ala 


Ala His Thr Pro Cys 


Ser 




445 




Pro 


Gin Ala Ala Ala Arg 


Gly 




460 




Arg 


Arg Gly Asn Cys Phe 


Phe 




475 


480 


Leu 


Lys Gly His Gly Ala 


Ala 


490 


495 




Pro 


Pro Pro Ser Pro Ala 


Pro 




510 




Gly 


Glu Ala Leu Phe Gly 


Gly 
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515 

9 X V 








520 






525 

J M w 




riu 


Va 1 
v ax 


f3l v 
vj x y 


Ala Ser 


Glu 


Leu 


Glu 


t X w 


Phe Ser 


Leu Ser 


Ser Phe Pro 




530 

•J V w 








535 








540 






T .e 1 1 
XjC u 


Met* 


Gly Glu 


Leu 


He 


Ser 


JVcri 
no fcs 


Glu Ala 


Pro Ser 


Tip Pro Ala. 


545 








550 








555 

>Jf <J 




560 


riO 


1 111 


ri u 


Gin Leu 


Ser 


Pro 


Ala 


T .ei 1 
Lj " U 


Cay- Thr 

>3Ci Aiii 


He Thr 


Act-) Phe ^pr 








565 










570 




575 


riO 


\3 XU 


irp 


Ser Tyr 


Pro 


Glu Gly 


Gl \7 

vjiy 


val bya 


Val T.en 
vai ucii 


Tie Thr* f3l \/ 
ixc x tix uiy 








580 








585 

J O «J 






590 


riO 


irp 


1 ill 


Glu Ala 


Ala 


Glu 


His 


iyr 


Cav fug 


vax riie 


Aon U>q Tie 

nofcj nxo xxc 






595 








600 






605 




Hid 


vol 


riO 


Ala Ser 


Leu 


Val 


Gin 


riO 


Gly Val 


Leu Arg 


T\/1* fvfc 

\.ya x yi Lys 












615 








620 




T~) -w- 


Mia 


U-i c 
XlxS 


Glu Val Gly 


Leu 


Val 


O ^ v 


Leu Gin 


Val Ala 


uly HI y VjXU 


coc 
DZj 








630 








635 




O 

D ** Lf 


vjiy 


fro 


L6U 


Ser Ala 


Ser 


Val 


Leu 


f ne 


Glu Tyr 


Arg Ala 


Hly Aiy roe 








645 










650 




A 5 5 


Lieu 


O V* 

oer 


Leu 


Pro Ser 


Thr 


Gin 


Leu 


Asp 


Trp Leu 


Ser Leu 


Asp Asp Asn 








660 














D / v 




f ne 


Arg 


Met Ser 


lie 


Leu 


Glu 


Arg 


Leu Glu 


Gin Met 


tjiu Liys Arg 














680 






685 






Ala 


olU 


He Ala 


Ala 


Ala Gly 


Gin 


Val Pro 


Cys Gin 


vaiy fro Asp 




con 








695 








700 




TV 1 a 

Ala 


fro 


fro 


Val Gin Asp 


Glu Gly 


bin 


Gly Pro Gly Phe 


Liiu Aia Arg 


f UD 








710 








715 




"»7rt 


vai 


Val 


Val 


Leu Val 


Glu 


Ser 


Met 


lie 


Pro Arg 


Ser Thr 


irp JLys Qaiy 








725 










730 




Tic 


fro 


Pin 
(jIU 


Arg 


Leu Ala 


His 


Gly Ser 


fro 


Phe Arg 


Gly Met 


bet Lieu L«eu 








740 








1 A C 
1** D 






/ 3 U 


nlS 


Lieu 


Ala 


Ala Ala 


Gin 


Gly 


Tyr 


Aia 


Arg Leu 


He Glu 


inr Lieu oer 






7 55 








760 






765 






irp 


.Rxy 


Ser Val 


Glu 


Thr Gly 


C? ~r 


Leu Asp 


Leu Glu 


vjin uiu vai 




770 








775 








780 






Dm 




Asn Val 


Asp 


His 


Phe 


Q o v 

OCX 


Cys Thr 


Pro Leu 


Mah Tm TV 1 ^3 
l it; L. X X Ly aX a 










790 








795 




800 


\_ y o 


Ala 

J"* ^ d 


Leu 


Gly His 


Leu 


Glu 


Ala 


Ala 


Val Leu 


Leu Phe 


nx y noil 








805 










810 




w ^ ^ 




Gin 


Ala 


Leu Ser 


He 


Pro Asp 




Leu Gly Arg Leu 


Ptt> Tjen Qpr 
riu x<cu ocx 








820 








825 

w m» J 






830 

U J w 


Val 

V GL -L. 


Ala 


His 

nx o 


Ser Arg Gly 


His 


Val 




Leu Ala Arg Cys 


XiCU kSlll uxu 






835 

W «J 








840 






845 




Leu 


Gin 


Arg 


Gin Glu 


Pro 


Ser 


Val 


Glu 


Pro Pro 


Phe Ala 


Leu Ser Pro 




850 








855 








660 




Pro 


Ser 


Ser 


Ser Pro Asp 


Thr 


Gly 


Leu 


Ser Ser 


Val Ser 


Ser Pro Ser 


865 








870 








875 




880 


Glu 


Leu 


Ser 


Asp Gly Thr 


Phe 


Ser 


Val 


Thr Ser 


Ala Tyr 


Ser Ser Ala 








885 










890 




895 


Pro 


Asp 


Gly 


Ser Pro 


Pro 


Pro 


Ala 


Pro 


Leu Pro 


Ala Ser 


Glu Met Thr 








900 








905 






910 


Met 


Glu 


Asp 


Met Ala 


Pro 


Gly Gin 


Leu 


Ser Ser Gly Val 


Pro Glu Ala 






915 








920 






925 




Pro 


Leu 


Leu 


Leu Met 


Asp 


Tyr 


Glu 


Ala 


Thr Asn 


Ser Lys 


Gly Pro Leu 




930 








935 








940 




Ser 


Ser 


Leu 


Pro Ala 


Leu 


Pro 


Pro 


Ala 


Ser Asp Asp Gly 


Ala Ala Pro 
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945 






950 




955 










960 


Glu Asp Ala 


Asp 


Ser 


Pro Gin 


Ala Val 


Asp Val 


He 


Pro 


Val 


Asp 


Met 




965 






970 








975 




lie Ser Leu 


Ala 


Lys 


Gin He 


He Glu 


Ala Thr 


Pro 


Glu 


Arg 


He 


Lys 




980 






985 








990 






Arg Glu Asp 


Phe 


Val 


Gly Leu 


Pro Glu 


Ala Gly Ala 


Ser 


Met 


Arg 


Glu 


995 








1000 






1005 






Arg Thr Gly 


Ala 


Val 


Gly Leu Ser Glu 


Thr Met 


Ser 


Trp 


Leu 


Ala 


Ser 


1010 






1015 




1020 








Tyr Leu Glu 


Asn 


Val 


Asp His 


Phe Pro 


Ser Ser 


Thr 


Pro 


Pro 


Ser 


Glu 


1025 






1030 




1035 








1040 


Leu Pro Phe 


Glu 


Arg 


Gly Arg 


Leu Ala 


Val Pro 


Ser 


Ala 


Pro 


Ser 


Trp 






1045 




1050 








1055 


Ala Glu Phe 


Leu 


Ser 


Ala Ser 


Thr Ser 


Gly Lys 


Met 


Glu 


Ser 


Asp 


Phe 




1060 




1065 






1070 




Ala Leu Leu 


Thr 


Leu 


Ser Asp 


His Glu Gin Arg 


Glu 


Leu 


Tyr 


Glu 


Ala 


1075 






1080 






1085 






Ala Arg Val 


He 


Gin 


Thr Ala 


Phe Arg 


Lys Tyr 


Lys 


Gly Arg Arg 


Leu 



1090 1095 1100 



Lys Glu Gin Gin Glu Val Ala Ala Ala Val He Gin Arg Cys Tyr Arg 
1105 1110 1115 1120 

Lys Tyr Lys Gin Leu Thr Trp He Ala Leu Lys Phe Ala Leu Tyr Lys 

1125 1130 1135 

Lys Met Thr Gin Ala Ala He Leu He Gin Ser Lys Phe Arg Ser Tyr 

1140 1145 H50 

Tyr Glu Gin Lys Arg Phe Gin Gin Ser Arg Arg Ala Ala Val Leu He 

1155 1160 1165 

Gin Gin His Tyr Arg Ser Tyr Arg Arg Arg Pro Gly Pro Pro His Arg 

1170 1175 1180 

Thr Ser Ala Thr Leu Pro Ala Arg Asn Lys Gly Ser Phe Leu Thr Lys 
1185 H90 1195 1200 

Lys Gin Asp Gin Ala Ala Arg Lys He Met Arg Phe Leu Arg Arg Cys 

1205 1210 1215 

Arg His Arg Met Arg Glu Leu Lys Gin Asn Gin Glu Leu Glu Gly Leu 

1220 1225 1230 

Pro Gin Pro Gly Leu Ala Thr 
1235 

<210> 4987 
<211> 357 
<212> DNA 

<213> Homo sapiens 
<400> 4987 

gtcggggcca cggagcttgc aggagctgag gcagctcaga gccagcctcg gtggtgaccc 
60 

cgtctccctg gtggggacac tccattttcc agctcttgat agaaacacag gtgactgtcg 
120 

ggaggagtgg gagggaggct ccttgtgtgg cgagtccctt cgcctctagt ggtctctgct 
180 

ccccttgtgg aaacgcagtt ccaagaaaac aaagaggaaa tgctgcgaag agccacaagg 
240 

actttttctc tgagtcacaa gaagacgaat atacgctgca atgacgcagt gagggaagaa 
300 



4163 



WO 00/58473 



PCT/US00/O8621 



gtcgccttgc acccatatgg ctgctgagga tgggagagat ggacgcggtc ggagaga 
357 

<210> 4988 
<211> 105 
<212> PRT 

<213> Homo sapiens 
<400> 4988 

Met Gly Ala Arg Arg Leu Leu Pro Ser Leu Arg His Cys Ser Val Tyr 

1 5 10 15 

Ser Ser Ser Cys Asp Ser Glu Lys Lys Ser Leu Trp Leu Phe Ala Ala 

20 " 25 30 

Phe Pro Leu Cys Phe Leu Gly Thr Ala Phe Pro Gin Gly Glu Gin Arg 

35 40 45 

Pro Leu Glu Ala Lys Gly Leu Ala Thr Gin Gly Ala Ser Leu Pro Leu 

50 55 60 

Leu Pro Thr Val Thr Cys Val Ser He Lys Ser Trp Lys Met Glu Cys 
65 70 75 80 

Pro His Gin Gly Asp Gly Val Thr Thr Glu Ala Gly Ser Glu Leu Pro 

85 90 95 

Gin Leu Leu Gin Ala Pro Trp Pro Arg 

100 105 

<210> 4989 

<211> 1723 

<212> DNA 

<213> Homo sapiens 

<400> 4989 

tgatcacatc gggggactct ttctacatcc ggctgaacct gaacatctcc agccagctgg 
60 

acgcctgcac catgtccctg aagtgtgacg atgttgcgca cgtccgtgac accatgtacc 
120 

aggacaggca cgagtggctg tgcgcgcggg tcgacccttt cacagaccat gacctggata 
180 

tgggcaccat acccagctac agccgagccc agcagctcct cctggtgaaa ctgcagcgcc 
240 

tgatgcaccg aggcagccgg gaggaggtag acggcaccca ccacaccctg cgggcactcc 
300 

ggaacaccct gcagccagaa gaagcgcttt caacaagcga cccccgggtc agcccccgtc 
360 

tctcgcgagc aagcttcctt tttggccagc tccttcagtt cgtcagcagg tccgagaaca 
420 

agtataagcg gatgaacagc aacgagcggg tccgcatcat ctcggggagt ccgctaggga 
480 

gcctggcccg gtcctcgctg gacgccacca agctcttgac tgagaagcag gaagagctgg 
540 

accctgagag cgagctgggc aagaacctca gcctcatccc ctacagcctg gtacgcgcct 
600 

tctactgcga gcgccgccgg cccgtgctct tcacacccac cgtgctggcc aagacgctgg 
660 

tgcagaggct gctcaactcg ggaggtgcca tggagttcac catctgcaag tcagatatcg 
720 
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tcacaagaga tgagttcctc agaaggcaga agacggagac catcatctac tcccgagaga 
780 

agaaccccaa cgcgttcgaa tgcatcgccc ctgccaacat tgaagctgtg gccgccaaga 
B40 

acaagcactg cctgctggag gctgggatcg gctgcacaag agacttgatc aagtccaaca 
900 

tctaccccat cgtgctcttc atccgggtgt gtgagaagaa catcaagagg ttcagaaagc 
960 

tgctgccccg gcctgagacg gaggaggagt tcctgcgcgt gtgccggctg aaggagaagg 
1020 

agctggaggc cctgccgtgc ctgtacgcca cggtggaacc tgacatgtgg ggcagcgtag 
1080 

aggagctgct ccgcgttgtc aaggacaaga tcggcgagga gcagcgcaag accatctggg 
1140 

tggacgagga ccagctgtga ggcgggcgcc ctgggcagag agactctgtg gcgcggggca 
1200 

tcctatgagg caggcaccct gggcagagag atgcagtggg tgcgggggga tcctgtggcc 
1260 

cacagagctg ccccagcaga cgctccgccc cacccggtga tggagccccg gggggacagt 
1320 

cgtgcctggg gaggagcagg gtacagccca ttcccccagc cctggctgac ctggcctagc 
1380 

agtttggccc tgctggcctt agcagggaga caggggagca aagaacgcca agccggaggc 
1440 

cccaggccag ccggcctctc gagagccaga gcagcagttg aatgtaatgc tggggacagg 
1500 

catgctgccg ccagtagggc ggggacccgg acagccaggt gactaccagt cctggggaca 
1560 

cactcaccat aaacacatcc ccaggcagga cagatcgggg aaggggtgtg taccaggcta 
1620 

tgatttctct tgcattaaaa tgtattatta tttctttgtt tcgacccttt gtttgtgaac 
1680 

agcttgccag gccttgagcc cttgccgcct tcctaacctg aaa 
1723 

<210> 4990 

<211> 54 

<212> PRT 

<213> Homo sapiens 

<400> 4990 

Thr Ala Pro Thr Thr Pro Cys Gly His Ser Gly Thr Pro Cys Ser Gin 

Lys Lys Arg Phe Gin Gin Ala Thr Pro Gly Ser Ala Pro Val Ser Arg 

20 25 30 

Glu Gin Ala Ser Phe Leu Ala Ser Ser Phe Ser Ser Ser Ala Gly Pro 

35 40 45 

Arg Thr Ser He Ser Gly 
50 



<210> 4991 

<211> 828 

<212> DNA 

<213> Homo sapiens 
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<400> 4991 

aaattttatt acccagaact gtacaaactg 
60 

tccaccattg tggtggagga aggccacgag 
120 

atcaagctgc agcagcagat gaaggccaag 
180 

ttgcggcagc tggaggatga gaagaagcag 
240 

ttccaggagc ggtactacaa gatgaaggaa 
300 

aaggtgaagg acgacaacta caacttagcc 
360 

aacatggcgg tcatgaggag ccgagacctc 
420 

ttgaataaga tggaggagga atgtaagctg 
4B0 

gacattgaaa atcggcccaa gaaggagcag 
540 

ctgaagacca aaaaccagga gctgcagtcc 
600 

gactcagaca aggccatcct ggacatcttg 
660 

aggcaggagc tggtcaacag gatctacaac 
720 

ctgcgagaca agtacctgga ggagaaggag 
780 

aaggactgtg aaatgtacaa gcaccgcatg 
828 



gtgactggga aagagcccac tcggagattc 
ggcctcacgc acttcctgat gaacgaggtc 
gacctgcaac gctgcgagct gctggccagg 
atgacgctga cgcgcgtgga gctgctaacc 
gagcgggaca gctacaatga cgagctggtc 
atgcgctacg cacagctcag tgaggagaag 
caactcgaga tcgatcagct aaagcaccgg 
gagagaaatc agtctctaaa actgaagaat 
gttctggaac tggagcggga gaatgaaatg 
atcatccagg ccgggaagcg cagcctgcca 
gaacacgacc gcaaggaggc cctggaggac 
ctgcaggagg aggcccgcca ggcagaggag 
gacctggagc tcaagtgctc gaccctggga 
aacacggtca tgctgcag 



<210> 4992 

<211> 69 

<212> PRT 

<213> Homo sapiens 



<400> 4992 

Asp He Leu Glu His Asp Arg Lys Glu Ala Leu Glu Asp Arg Gin Glu 

15 10 15 

Leu Val Asn Arg He Tyr Asn Leu Gin Glu Glu Ala Arg Gin Ala Glu 

20 25 30 

Glu Leu Arg Asp Lys Tyr Leu Glu Glu Lys Glu Asp Leu Glu Leu Lys 

35 40 45 

Cys Ser Thr Leu Gly Lys Asp Cys Glu Met Tyr Lys His Arg Met Asn 

50 55 60 

Thr Val Met Leu Gin 
65 



<210> 4993 

<211> 837 

<212> DNA 

<213> Homo sapiens 



<400> 4993 
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tggaccttca ggccgccggg gcccaggcgc agggggccgc ggaccgtctc ggggcccgcc 
60 

gctgcctagc gcgcgggggg cgcccccagc ccggagctgg ctttgctaca gctgaccact 
120 

ccagtcagga gagagagact gagaaggcta tggatcgact agcccgtgga acacagagca 
180 

ttcctaatga cagtcctgcc cggggtgagg gcacccattc tgaagaggaa ggctttgcca 
240 

tggatgagga ggactctgat ggagaactga atacctggga gctgtcagaa gggacaaact 
300 

gtccacccaa ggaacagcct ggcgatcttt ttaatgagga ctgggactcg gagttgaaag 
360 

cagatcaagg gaatccatat gatgctgacg acatccagga gagcatttct caagagctta 
420 

aaccttgggt gtgctgtgcc ccacaaggag acatgatcta tgaccccagc tggcaccatc 
480 

cgcctccact gataccctat tattccaaga tggtctttga aacaggacag tttgacgatg 
540 

ctgaagattg agtgtggagc tttctgcctt gtaggtgggc gggcctccac gtcaagatct 
600 

cttttcctgt cttggaggtg aaaagtcata tctgagaaaa tgtttgcagt gacccctagt 
660 

ctggggtaca cagaccagtg ttccttattg acagtgttca ataaggcccc gtcattctcg 
720 

ccagtctgtt gttgttctta atgggctcct ccttgaaatg tgtgtgtgtt tgtgtcaaga 
780 

ggagttgtgt tctttgtaaa taaaggttaa aaagagaaac caaaaaaaaa aaaaaaa 



<210> 4994 

<211> 133 

<212> PRT 

<213> Homo sapiens 



<400> 4994 






















Met 


Asp 


Arg 


Leu 


Ala Arg 


Gly Thr 


Gin 


Ser 


He Pro 


Asn 


Asp 


Ser 


Pro 


1 








5 






10 








15 




Ala 


Arg 


Gly 


Glu 


Gly Thr 


His Ser 


Glu 


Glu 


Glu Gly Phe 


Ala 


Met 


Asp 








20 






25 








30 






Glu 


Glu 


Asp 
35 


Ser 


Asp Gly 


Glu Leu 
40 


Asn 


Thr 


Trp Glu 


Leu 
45 


Ser 


Glu 


Gly 


Thr 


Asn 
50 


Cys 


Pro 


Pro Lys 


Glu Gin 
55 


Pro 


Gly 


Asp Leu 
60 


Phe 


Asn 


Glu 


Asp 


Trp 


Asp 


Ser 


Glu 


Leu Lys 


Ala Asp 


Gin 


Gly 


Asn Pro 


Tyr 


Asp 


Ala 


Asp 


65 








70 








75 








80 


Asp 


He 


Gin 


Glu 


Ser He 


Ser Gin 


Glu 


Leu 


Lys Pro 


Trp 


Val 


Cys 


Cys 








85 






90 








95 




Ala 


Pro 


Gin 


Gly 
100 


Asp Met 


He Tyr 


Asp 
105 


Pro 


Ser Trp 


His 


His 
110 


Pro 


Pro 


Pro 


Leu 


He 
115 


Pro 


Tyr Tyr 


Ser Lys 
120 


Met 


Val 


Phe Glu 


Thr 
125 


Gly 


Gin 


Phe 


Asp 


Asp 
130 


Ala 


Glu 


Asp 
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<210> 4995 

<211> 1595 

<212> DNA 

<213> Homo sapiens 

<400> 4995 

nntccggatt catggactcc 
60 

tgaggacctt gaagaaactg 
120 

agcccaggca gatgtgaact 
180 

tggagcccag ggctggccct 

240 

cgggaaacag ccgtacgcat 
300 

cttgtggaag agaagaccaa 
360 

cccctgctgt atgaaggcat 
420 

cgggtggtga tggacggcgt 
480 

aatgtggcag caacctcagg 
540 

gaaaagttct atggtgtcac 
600 

cctctgcaga gtgcccacct 
660 

tcctacttcc gcctggatac 
720 

gccatcgaag aggtccaggc 
780 

tgcatcctga atgccgagac 
840 

gactacagcg ccatccttta 
900 

gaactggatg ccaagaccgt 
960 

ttctcttcag gcactgaaaa 
1020 

gccatcgccc tgtggttcac 
1080 

gatgacctgg tgaagatgct 
1140 

ctggatgccc agcagggccc 
1200 

cgaagcccaa ggatgagcta 
1260 

ggagaggaac tcttctgcac 
1320 

ctacatctgc cactcagccg 
1380 

cttggagtgg acatgaccag 
1440 



agaagaagtg 
catggttgga 
cctggcaagg 
ggaatgcagt 
ctcccaggag 
ggagtcactg 
cagtctcacc 
aatctctgac 
agatggctac 
tgtcttcaaa 
gtactacaac 
gcccctctac 
agagaggaag 
cctcgtgtgt 
cctaaatggg 
gacggcagag 
cccacatgga 
cctggaccct 
cttcagccca 
ccccnngaac 
tgacagcgtc 
tctgagctgg 
aggggaccct 
acaccgcacc 



attcccaaga 
tcagtctgat 
ggtgggcagg 
cctcagagcg 
attgggaacc 
gatgtgagca 
atgaactcca 
cacgagtgtc 
cggggtcaga 
gccctcaagc 
gtgacggaga 
ttttcctact 
gatgatagtc 
gtcaaagagc 
gacttcgatg 
gtgtagcctc 
gtgaaggctg 
cgacacagcg 
gaagagatgg 
ctgcacaaga 
caggtcagac 
ccagcccctc 
gctcacagcc 
ccctggatct 



gattgcaaga 
gaagcacttg 
tccagtttgg 
gctgtgctca 
ttatgaagga 
gactgacccg 
aactcctgaa 
aggagctgca 
cctccccaca 
tggggcaaga 
aggtgcggcg 
ctcatctggt 
atccagtcca 
ccccagccta 
gcggaaactt 

agtgtggaag 
tcaccagggg 
agcgggacag 
acctctccca 
gtctctctca 
ggatgggtga 
ggggctgcag 
ttctacatgg 
ggctgagggc 



gaaacagaag 
aggcttcctg 
gaagtcgggg 
taggtcagaa 
aatcgagacc 
ggaaggtggc 
tggttcccag 
gagactgacc 
tactcccaat 
aggcaaagtt 
catcatggag 
gtgccgcact 
cgtggacaac 
caccttccgc 
ttatttcact 
agccgtggga 
gcagcgctgt 
ggtgcaggca 
ggagcagccc 
ggcagtgaat 
ctagacccat 
agcagtgagc 
tgctactgct 
tcaggacaca 
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ggcccagcca cccccagggg cctccacagg ccgctgcata acagcgatac agtacttaag 
1500 

tgtctgtgta tacaaccaaa gaataaatga ttcatggttt tttttacttg gtttgttcag 
1560 

acaatggaaa tttgcccatt ctgtcaaaaa aaaaa 
1595 

<210> 4996 
<211> 217 
<212> PRT 

<213> Homo sapiens 



<400> 4996 



Met 


Lys 




lie 


Glu 


Thr 


T ,oi i 
LcU 


VclX 


V31U 


OX Li. 


Lys 


Thr 


i-i y o 


Glu 






1 








5 










10 










15 




Asp 


Val 


Ser 


Arg 


Leu 


Thr 


Arg 


Glu 


Gly 


Gly 


Pro 


Leu 


Leu 


Tyr 


Glu 


Gly 








20 










25 










30 






He 


Ser 


Leu 


Thr 


Met 


Asn 


Ser 


Lys 


Leu 


Leu 


Asn Gly 


Ser 


Gin 


Arg 


Val 






35 










40 










45 








Val 


Met 


Asp 


Gly 


Val 


He 


Ser 


Asp 


His 


Glu 


Cys 


Gin 


Glu 


Leu 


Gin 


Arg 




50 










55 










60 










Leu 


Thr 


Asn 


Val 


Ala 


Ala 


Thr 


Ser 


Gly 


Asp 


Gly Tyr 


Arg 


Gly 


Gin 


Thr 


65 










70 










75 










80 


Ser 


Pro 


His 


Thr 


Pro 


Asn 


Glu 


Lys 


Phe 


Tyr 


Gly Val 


Thr 


Val 


Phe 


Lys 










85 










90 










95 




Ala 


Leu 


Lys 


Leu 


Gly Gin 


Glu 


Gly 


Lys 


Val 


Pro 


Leu 


Gin 


Ser 


Ala 


His 








100 










105 










110 






Leu Tyr 


Tyr 


Asn 


Val 


Thr 


Glu 


Lys 


Val 


Arg 


Arg 


He 


Met 


Glu 


Ser 


Tyr 






115 










120 










125 








Phe 


Arg 


Leu 


Asp 


Thr 


Pro 


Leu 


Tyr 


Phe 


Ser 


Tyr 


Ser 


His 


Leu 


Val 


Cys 




130 










135 










140 










Arg 


Thr 


Ala 


He 


Glu 


Glu 


Val 


Gin 


Ala 


Glu 


Arg 


Lys 


Asp 


Asp 


Ser 


His 


145 










150 










155 










160 


Pro 


Val 


His 


Val 


Asp 


Asn 


Cys 


He 


Leu 


Asn 


Ala 


Glu 


Thr 


Leu 


Val 


Cys 










165 










170 










175 




Val 


Lys 


Glu 


Pro 


Pro 


Ala 


Tyr 


Thr 


Phe 


Arg 


Asp 


Tyr 


Ser 


Ala 


He 


Leu 








ieo 










185 










190 






Tyr 


Leu 


Asn 


Gly 


Asp 


Phe 


Asp 


Gly 


Gly 


Asn 


Phe 


Tyr 


Phe 


Thr 


Glu 


Leu 






195 










200 










205 








Asp 


Ala 


Lys 


Thr 


Val 


Thr 


Ala 


Glu 


Val 

















210 215 



<210> 4997 

<211> 1888 

<212> DNA 

<213> Homo sapiens 

<400> 4997 

ntgcacgggg ccactaggac cctcggcgtc ccttcccctc ccccgccctg ccccctctcc 
60 

cgccgcgcgg acccgggcgt tctcggcgcc cagcttttga gctcgcgtcc ccaggccggc 
120 

ggg99999[ a 9 gggaagagag gggaccctgg gacccccgcc ccccccaccc ggccgcccct 
180 
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gccccccggg acccggagaa gatgtcttcg cggacggtgc tggccccggg caacgatcgg 
240 

aactcggaca cgcatggcac cttgggcagt ggccgctcct cggacaaagg cccgtcctgg 
300 

tccagccgct cactgggtgc ccgttgccgg aactccatcg cctcctgtcc cgaggagcag 
360 

ccccacgtgg gcaactaccg cctgctgagg accattggga agggcaactt tgccaaagtc 
420 

aagctggctc ggcacatcct cactggtcgg gaggttgcca tcaagattat cgacaaaacc 
480 

cagctgaatc ccagcagcct gcagaagctg ttccgagaag tccgcatcat gaagggccta 
540 

aaccacccca acatcgtgaa gctctttgag gtgattgaga ctgagaagac gctgtacctg 
600 

gtgatggagt acgcaagtgc tggtgagccg cccaccctct ccgccctgcc cctgtgccac 
660 

ctccccctgc cgctgcacct gaccctgacc ccgctcggcc tctgccctgc aggagaagtg 
720 

tttgactacc tcgtgtcgca tggccgcatg aaggagaagg aagctcgagc caagttccga 
780 

cagattgttt cggctgtgca ctattgtcac cagaaaaata ttgtacacag ggacctgaag 
840 

gctgagaacc tcttgctgga tgccgaggcc aacatcaaga ttgctgactt tggcttcagc 
900 

aacgagttca cgctgggatc gaagctggac acgttctgcg ggagcccccc atatgccgcc 
960 

ccggagctgt ttcagggcaa gaagtacgac gggccggagg tggacatctg gagcctggga 
1020 

gtcatcctgt acaccctcgt cagcggctcc ctgcccttcg acgggcacaa cctcaaggag 
1080 

ctgcgggagc gagtactcaa agggaagtac cgggtccctt tctacatgtc aacagactgt 
1140 

gagagcatcc tgcggagatt tttggtgctg aacccagcta aacgctgtac tctcgagcaa 
1200 

atcatgaaag acaaatggat caacatcggc tatgagggtg aggagttgaa gccatacaca 
1260 

gagcccgagg aggacttcgg ggacaccaag agaattgagg tgatggtggg tatgggctac 
1320 

acacgggaag aaatcaaaga gtccttgacc agccagaagt acaacgaagt gaccgccacc 
1380 

tacctcctgc tgggcaggaa gactgagccc gacgagcacg ggggaggcgg agctgaagga 
1440 

ggagcggctg ccaggccgga aggcgagctg cagcaccgcg gggagtggga gtcgagggct 
1500 

gcccccctcc agccccatgg tcagcagcgc ccacaacccc aacaaggcag agatcccaga 
1560 

gcggcggaag gacagcacga gcacccccgt gagtgaccag ggctgggggg cagggctggg 
1620 

ggcgccacct gggccacatt cctcaggccc tgccttcatc tcattcccca gacggaactc 
1680 

cttcttacca actccttctt ctacccattc attcattcaa caaacattta tcgagtgcct 
1740 

ctgtttgcct gagctcagtt tatacactaa catttgatgt tagcgtataa attagtgttc 
1800 
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tgtgtcaaag aagtgcagaa cgtactcttg gcagaaagga tttaatacag gaaattaagt 
1860 

gcttttaaaa atgtgggaaa ggccaggc 
1888 



<210> 4998 
<211> 464 
<212> PRT 

<213> Homo sapiens 



<400> 4998 
Met Ser Ser Arg 
1 

Thr His Gly Thr 

20 

Trp Ser Ser Arg 
35 

Cys Pro Glu Glu 
50 

He Gly Lys Gly 
65 

Thr Gly Arg Glu 

Pro Ser Ser Leu 

100 

Leu Asn His Pro 
115 

Lys Thr Leu Tyr 
130 

Thr Leu Ser Ala 
145 

Thr Leu Thr Pro 

Leu Val Ser His 

180 

Arg Gin lie Val 
195 

His Arg Asp Leu 
210 

He Lys He Ala 
225 

Lys Leu Asp Thr 

Phe Gin Gly Lys 

260 

Gly Val He Leu 
275 

His Asn Leu Lys 
290 

Val Pro Phe Tyr 
305 

Leu Val Leu Asn 
Asp Lys Trp He 



Thr Val 
5 

Leu Gly 

Ser Leu 

Gin Pro 

Asn Phe 
70 

Val Ala 
85 

Gin Lys 

Asn He 

Leu Val 

Leu Pro 
150 
Leu Gly 
165 

Gly Arg 

Ser Ala 

Lys Ala 

Asp Phe 
230 
Phe Cys 
245 

Lys Tyr 

Tyr Thr 

Glu Leu 

Met Ser 
310 
Pro Ala 
325 

Asn He 



Leu Ala Pro 

Ser Gly Arg 
25 

Gly Ala Arg 
40 

His Val Gly 
55 

Ala Lys Val 

He Lys He 

Leu Phe Arg 
105 

Val Lys Leu 
120 

Met Glu Tyr 
135 

Leu Cys His 

Leu Cys Pro 

Met Lys Glu 
185 

Val His Tyr 
200 

Glu Asn Leu 
215 

Gly Phe Ser 

Gly Ser Pro 

Asp Gly Pro 
265 

Leu Val Ser 
280 

Arg Glu Arg 
295 

Thr Asp Cys 
Lys Arg Cys 
Gly Tyr Glu 



Gly Asn Asp Arg 
10 

Ser Ser Asp Lys 

Cys Arg Asn Ser 

45 

Asn Tyr Arg Leu 
60 

Lys Leu Ala Arg 
75 

He Asp Lys Thr 
90 

Glu Val Arg He 

Phe Glu Val He 

125 

Ala Ser Ala Gly 
140 

Leu Pro Leu Pro 
155 

Ala Gly Glu Val 
170 

Lys Glu Ala Arg 

Cys His Gin Lys 

205 

Leu Leu Asp Ala 
220 

Asn Glu Phe Thr 
235 

Pro Tyr Ala Ala 
250 

Glu Val Asp He 

Gly Ser Leu Pro 

285 

Val Leu Lys Gly 
300 

Glu Ser He Leu 
315 

Thr Leu Glu Gin 
330 

Gly Glu Glu Leu 



Asn Ser Asp 
15 

Gly Pro Ser 
30 

He Ala Ser 

Leu Arg Thr 

His He Leu 
60 

Gin Leu Asn 
95 

Met Lys Gly 
110 

Glu Thr Glu 

Glu Pro Pro 

Leu His Leu 
160 

Phe Asp Tyr 
175 

Ala Lys Phe 
190 

Asn He Val 

Glu Ala Asn 

Leu Gly Ser 
240 

Pro Glu Leu 

255 
Trp Ser Leu 
270 

Phe Asp Gly 

Lys Tyr Arg 

Arg Arg Phe 
320 

He Met Lys 

335 
Lys Pro Tyr 
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340 


345 


350 




Thr 


Glu 


Pro 


Glu Glu Asp 


Phe Gly Asp Thr Lys Arg 


He Glu val 


Met 




355 




360 


365 




Val 


Gly 


Met 


Gly Tyr Thr 


Arg Glu Glu He Lys Glu 


Ser Leu Thr 


Ser 




370 






375 380 






Gin 


Lys 


Tyr 


Asn Glu Val 


Thr Ala Thr Tyr Leu Leu 


Leu Gly Arg 


Lys 


385 


390 


395 




400 


Thr 


Glu 


Pro 


Asp Glu His 


Gly Gly Gly Gly Ala Glu 


Gly Gly Ala 


Ala 








405 


410 


415 




Ala 


Arg 


Pro 


Glu Gly Glu 


Leu Gin His Arg Gly Glu 


Trp Glu Ser 


Arg 






420 


425 


430 


Gin 


Ala 


Ala 


Pro 


Leu Gin Pro 


His Gly Gin Gin Arg Pro 


Gin Pro Gin 






435 




440 


445 


Glu 


Gly Arg 


Asp 


Pro Arg Ala 


Ala Glu Gly Gin His Glu 


His Pro Arg 




450 






455 460 







<210> 4999 
<211> 1630 
<212> DNA 

<213> Homo sapiens 
<400> 4999 

gcggccgcgg ccgatggggg caccgtggac ttgcgcgaga tgctggctgt gtcagtgctg 
60 

gccgcagtcc gcggcggcga cgaggtgagg cgcgtccgcg agagcaacgt cctccacgag 
120 

aagtccaagg ggaagacgcg cgagggagcc gaggacaaga tgaccagcgg cgacgtgctg 
180 

tccaaccgca agatgttcta cctgctcaag accgccttcc ccagcgtcca gattaatact 
240 

gaggaacacg tggatgcagc tgatcaggag gttatcttgt gggatcataa gattcctgag 
300 

gatatcctaa aggaagtaac tactcctaaa gaggtaccag cagaaagtgt tactgtctgg 
360 

attgacccac ttgatgctac acaggaatat acagaggatc ttcgaaagta cgtcactact 
420 

atggtgtgtg tggctgtaaa tggtaaaccc atgctaggag ttatacataa gccattttcc 
480 

gaatatacag cttgggcaat ggtagatggt ggttcaaatg tgaaagcccg ctcttcctac 
540 

aatgagaaga ccccaaggat cgttgtgtct cgttcccatt cagggatggt caaacaggtc 
600 

gctcttcaga cttttggaaa ccagactaca attatcccag ctggtggtgc tggttataaa 
660 

gttttagcac ttttggatgt gcctgataag agtcaagaaa aagctgattt atacatccat 
720 

gtgacataca tcaaaaagtg ggatatatgt gctggtaatg ccatcttaaa agccctaggg 
780 

gggcatatga ctaccctgag tggtgaagaa atcagttaca ctggttcaga cggcattgaa 
840 

gggggactcc ttgctagcat cagaatgaac caccaggccc tggtcagaaa actcccagat 
900 

ctagaaaaga caggacataa atgagcataa ctgattacag ggtacagttc ttcacagctg 
960 
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aaatggttag cctgagatgc tggaagcttc aaaggattgg tggagactat gcatggttaa 
1020 

ggccatcccg aactttttaa agtatttatg aagcatcaga gacttatttt ccctgtaata 
1080 

gaatgcaaaa tcagggaaaa tgggttgctt tgtgtctcaa gtattgtctt tatttttgag 
1140 

actattttca tacagttgtc atacacaagg cgcatatata tatttgtgaa ttaaaatctg 
1200 

tagctgagtc tacattgtta tgagtcacca ttttcacaca acatcatgaa tcttcactgt 
1260 

tagtactttc atatagaatt cggttgaagg aaagattgat ttttgtgtag atgtttaata 
1320 

taactttaca actatatctc attgaaaata aagtcattgg ggatttttac ctctaatttg 
1380 

gatggaaagc acaagaagcc acacattcat taatatgcaa caaatgttgt atttatgtta 
1440 

ctgaatattt ctatggatta aaatagaaaa agtttaattg attttttctt ttaaatttta 
1500 

ataacaggtt caccagctgg tagaaaatag agacacatga tgatttgcat tgtaataatt 
1560 

tctgtgtgta tgtgtgtgtg ttgttttgtt tttataaaga aaagtgtgtt tgtacccatg 
1620 

agttcagcat 
1630 

<210> 5000 
<211> 307 
<212> PRT 

<213> Homo sapiens 



<400> 5QQU 




















Ala Ala 


Ala 


Ala 


Asp Gly Gly 


Thr Val Asp Leu Arg 


Glu 


Met 


Leu 


Ala 


1 






5 




10 








15 




Val Ser 


Val 


Leu 


Ala Ala 


Val 


Arg Gly Gly Asp 


Glu 


Val 


Arg 


Arg 


Val 






20 






25 






30 






Arg Glu 


Ser 


Asn 


Val Leu 


His 


Glu Lys Ser Lys 


Gly 


Lys 


Thr 


Arg 


Glu 


35 








40 




45 








Gly Ala 


Glu 


Asp 


Lys Met 


Thr 


Ser Gly Asp Val 


Leu 


Ser 


Asn 


Arg 


Lys 


50 








55 




60 










Met Phe 


Tyr 


Leu 


Leu Lys 


Thr 


Ala Phe Pro Ser 


Val 


Gin 


He 


Asn 


Thr 


65 






70 




75 










80 


Glu Glu 


His 


Val 


Asp Ala 


Ala 


Asp Gin Glu Val 


He 


Leu 


Trp 


Asp 


His 








85 




90 








95 




Lys lie 


Pro 


Glu 


Asp lie 


Leu 


Lys Glu Val Thr 


Thr 


Pro 


Lys 


Glu 


Val 




100 






105 






110 






Pro Ala 


Glu 


Ser 


Val Thr 


Val 


Trp lie Asp Pro 


Leu 


Asp 


Ala 


Thr 


Gin 




115 








120 




125 








Glu Tyr 


Thr 


Glu 


Asp Leu Arg 


Lys Tyr Val Thr 


Thr 


Met 


Val 


Cys 


Val 


130 








135 




140 










Ala Val 


Asn 


Gly 


Lys Pro 


Met 


Leu Gly Val He 


His 


Lys 


Pro 


Phe 


Ser 


145 






150 




155 










160 


Glu Tyr 


Thr 


Ala 


Trp Ala 


Met 


Val Asp Gly Gly Ser 


Asn 


Val 


Lys 


Ala 






165 




170 








175 




Arg Ser 


Ser 


Tyr 


Asn Glu 


Lys 


Thr Pro Arg He 


Val 


Val 


Ser 


Arg 


Ser 
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180 185 


190 






His Ser 


Gly 


Met Val Lys Gin Val Ala Leu Gin 


Thr Phe Gly 


Asn 


Gin 




195 


200 


205 






Thr Thr 


lie 


He Pro Ala Gly Gly Ala Gly Tyr 


Lys Val Leu 


Ala 


Leu 


210 




215 


220 






Leu Asp 


Val 


Pro Asp Lys Ser Gin Glu Lys Ala 


Asp Leu Tyr 


He 


His 


225 




230 235 






240 


Val Thr 


Tyr 


He Lys Lys Trp Asp He Cys Ala 


Gly Asn Ala 


He 


Leu 






245 250 




255 




Lys Ala 


Leu 


Gly Gly His Met Thr Thr Leu Ser 


Gly Glu Glu 


He 


Ser 






260 265 


270 






Tyr Thr 


Gly 


Ser Asp Gly He Glu Gly Gly Leu 


Leu Ala Ser 


He 


Arg 




275 


280 


285 






Met Asn 


His 


Gin Ala Leu Val Arg Lys Leu Pro 


Asp Leu Glu 


Lys 


Thr 


290 




295 


300 






Gly His 


Lys 











305 

<210> 5001 

<211> 3427 

<212> DNA 

<213> Homo sapiens 

<400> 5001 

tccggaccga gggacgcggt tactccacag gatccgctga acataggatg ttgccacaaa 
60 

atctacctcg tgtatttttc tctttcactc atgagctgca caattgcaga tttgagcaca 
120 

atgtctgcag actgtgttga aaaactctga agaacctaat taacacagga tgacctagga 
180 

gtgattctaa gtctgtgtaa caagatatta ctcattagtg aatgtgtcag tcttggtact 
240 

gaatgctgca gataacagca agtaggttct cctttatttc tgaagtattc acttgacctt 
300 

ccatcagtaa gacggacttt tctaatctgt tcctggagat attaatggaa tacagtcatg 
360 

tccactcaag acgagaggca gatcaatact gaatatgctg tgtcattgtt ggaacagttg 
420 

aaactgtttt atgaacagca gttgtttact gacatagtgt taattgttga gggcactgaa 
480 

ttcccttgtc ataagatggt tcttgcaaca tgtagctctt atttcagggc catgtttatg 
540 

agtggactaa gtgaaagcaa acaaacccat gtacacctga ggaatgtcga tgctgccacc 
600 

ttacagataa taataactta tgcatacacg ggtaacttgg caatgaatga cagcactgta 
660 

gaacagcttt atgaaacagc ttgcttccta caggtagaag atgtgttaca acgttgtcga 
720 

gaatatttaa ttaaaaaaat aaatgcagag aattgtgtac gattgttgag ttttgctgat 
780 

ctcttcagtt gtgaggaatt aaaacagagt gctaaaagaa tggtggagca caagttcact 
840 

gctgtgtatc atcaggacgc gttcatgcag ctgttacatg acctactgat agatattctc 
900 
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agtagtgaca atttaaatgt agaaaaggaa gaaaccgttc gagaagctgc tatgctgtgg 
960 

ctagagtata acacagaatc acgatcccag tatttgtctt ctgttcttag ccaaatcaga 
1020 

attgatgcac tttcagaagt aacacagaga gcttggtttc aaggtctgcc acccaatgat 
1080 

aagtcagtgg tggttcaagg tctgtataag tccatgccca agtttttcaa accaagactt 

1140 

gggatgacta aagaggaaat gatgattttc attgaagcat cttcagaaaa tccttgtagt 
1200 

ctttactctt ctgtctgtta cagcccccaa gcagaaaaag tttacaagtt atgtagccca 
1260 

ccagctgatt tgcataaggt tgggaccgtt gtaactcctg ataatgatat ctacatagca 

1320 

gggggtcaag ttcctctgna aaaacacaaa aacaaatcac agtaaaacaa gcaaacttca 
1380 

gactgccttc agaactgtga attgctttta ttggtttgat gcacagcaaa atacctggtt 
1440 

tccaaagacc ccaatgcttt ttgtccgcat aaagccatct ttggtttgct gtgaaggcta 
1500 

tatctatgca attggaggag atagcgtagg tggagaactt aatcggagga ccgtagaaag 
1560 

atacgacact gagaaagatg agtggacgat ggtaagccct ttaccttgtg cttggcaatg 
1620 

gagtgcagca gttgtggttc atgactgcat ttatgtgatg acactgaacc tcatgtactg 
1680 

ttattttcca aggtctgact catgggtaga aatggccatg agacagacta gtaggtcctt 
1740 

tgcttcagct gcagcttttg gtgataaaat tttctatatt ggagggttgc atattgctac 
1800 

caattccggc ataagactcc cctctggcac tgtagatggg tcttcagtaa ctgtggaaat 
1860 

ttatgatgtg aataaaaatg agtggaaaat ggcagccaac atccctgcta agaggtactc 
1920 

tgacccctgt gttagagctg ttgtgatctc aaattctcta tgtgtgttta tgcgagaaac 
1980 

ccacttaaat gagcgagcta aatacgtcac ctaccaatat gacctggaac ttgaccggtg 
2040 

gtctctgcgg cagcatatat ctgaacgtgt actgtgggac ttggggagag attttcgatg 
2100 

cactgtgggg aaactctatc catcctgcct tgaagagtct ccatggaaac caccaactta 
2160 

tcttttttca acggatggga cagaagagtt tgaactggat ggagaaatgg ttgcactacc 
2220 

acctgtatag tggggaagtt cagggagtgc acgcctgagt tatgtgcttt gtcattttct 
2280 

ttgctaaaca aaagaggcta tgaaagaact aaatatgagt acataaaatt ctatctttga 
2340 

taaattttat ttttatgccc tacttaatat ttgcatcagt ataatatata tcagtgagtc 
2400 

ttacagaaag atatgcttcc ataatatgaa atagattatt caataattga gaaactttat 
2460 

gtgtaatcat gagagtataa gaatctggat tatctaacat tgttagccct gtgtatgtac 
2520 
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agttcaaaaa 
2580 

gtgctgaggt 
2640 

atacagtttt 
2700 

aaatgtctaa 
2760 

agggaaagct 
2820 

tcactaactt 
2880 

ggtgtggact 
2940 

tgcgtggagc 
3000 

gcatataact 
3060 

aggtcattac 
3120 

ttagctgtca 
3180 

aggtgaactg 
3240 

ctctggcatt 
3300 

acaggtgctt 
3360 

ttttgaatga 
3420 
aaaaaaa 
3427 



gttcatttat 
tattttagta 
cagtgtaatt 
atcctatact 
atgactgcag 
atacttgtct 
taagttgctg 
tttaatcaga 
atctgctgct 
atcttaattt 

gggtgtgttt 

ttcaggaatt 
aatcccagga 
catgacaaac 
cattaattta 



aaaagtagtt 
tgtgtgtttc 
aattcaactg 
ctagttgagg 
gatcagtcta 
atctagaata 
ggcttgcagt 
aaaagcctcc 
gatgtagttc 
aataacaagc 
tttttaacct 

* 

ctctgcacta 
accactagca 
attactagca 
ttaaataaat 



tcctgttcct 
attcccgtgc 
cacttaacac 
aagatcttcc 
actatactat 
caggtcttcc 
aagaattgcc 
actttctgta 
tccatcttca 
attactgtag 
gttgtgtgcg 
gctgtgcaga 
gcagtggggc 
tgttcaactg 
tgtatatatt 



agtgtgatgt 
ttctgttctg 
taatgtccgt 
ataattttat 
taggtgcatg 
agtcagctgg 
agccactcat 
ttatgttaac 
agatttagag 
agtgattgtg 
tgtgggggtt 
agagcagata 
gccgccaatc 
caccatgttc 
caaaaaaaaa 



atcacaaatt 
aagtcctgga 
gttggtatag 
ggtattacac 
tattctcttt 
tcatttacca 
tgtgcgggtc 
attggctcat 
tgggttaacc 
tatagatctg 
aggattagta 
actagcgctg 
taacatgagc 
tggcactgta 
aaaaaaaaaa 



<210> 5002 

<211> 335 

<212> PRT 

<213> Homo sapiens 



<400> 5002 
Met Ser Thr Gin 
1 

Leu Leu Glu Gin 

20 

He Val Leu He 
35 

Leu Ala Thr Cys 
50 

Ser Glu Ser Lys 
65 

Thr Leu Gin He 

Asn Asp Ser Thr 

100 

Val Glu Asp Val 



Asp Glu Arg Gin 
5 

Leu Lys Leu Phe 

Val Glu Gly Thr 

40 

Ser Ser Tyr Phe 
55 

Gin Thr His Val 
70 

He He Thr Tyr 
85 

Val Glu Gin Leu 
Leu Gin Arg Cys 



He Asn Thr Glu 
10 

Tyr Glu Gin Gin 
25 

Glu Phe Pro Cys 

Arg Ala Met Phe 

60 

His Leu Arg Asn 
75 

Ala Tyr Thr Gly 
90 

Tyr Glu Thr Ala 
105 

Arg Glu Tyr Leu 



Tyr Ala Val Ser 
15 

Leu Phe Thr Asp 
30 

His Lys Met Val 
45 

Met Ser Gly Leu 

Val Asp Ala Ala 

80 

Asn Leu Ala Met 
95 

Cys Phe Leu Gin 
110 

He Lys Lys He 
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115 

X X J 




120 






125 








7A ef t> 


A 1 a 
Hid 


Ijl u 


n en 


Cys Val Arg Leu Leu 


Ser 


Phe 


Ala Asp 


Leu 


Phe 


Ser 




110 

1 J V 






135 






14 0 










f!l n 


r:l ii 


T . o 1 1 

LlCU 


Lys Gin Ser Ala Lys 


Arg 


Met 


Val Glu 


His 


Lys 


Phe 


1 d5 








150 




155 








160 


1 fix 


rtla 


Vdl 


iyr 


His Gin Asp Ala Phe Met Gin 


Leu Leu 


His 


Asp 


Leu 










165 


170 








175 




XjCU 


Tl o 

lie 


TV r** t"\ 
ASp 


lie 


Leu Ser Ser Asp Asn 


Leu 


Asn 


Val Glu Lys Glu 


Glu 








-ion 


185 








190 






mr 


Vdl 


Arg 


C1 11 


Ala Ala Met Leu Trp 


Leu 


Glu 


Tyr Asn 


Thr 


Glu 












200 






205 








Arg 




Vain 


Tyr 


Leu Ser Ser Val Leu 


Ser 


Gin 


lie Arg 


lie Asp 


Ala 

f%At Ok 










215 






220 








Leu 


Ser 


Glu 


Val 


Thr Gin Arg Ala Trp 


Phe 


Gin 


Gly Leu 


Pro 


Pro 


7\. v> 

Asn 


225 








230 




235 








240 


Asp 


Lys 


Ser 


Val 


Val Val Gin Gly Leu Tyr 


Lys 


Ser Met 


Pro 


Lys 


Phe 










245 


250 








255 




Phe 


Lys 


Pro 


Arg 


Leu Gly Met Thr Lys 


Glu 


Glu 


Met Met 


He 


Phe 


He 








260 


265 








270 






Glu 


Ala 


Ser 


Ser 


Glu Asn Pro Cys Ser 


Leu 


Tyr 


Ser Ser 


Val 


Cys 


Tyr 






275 




280 






285 








Ser 


Pro 


Gin 


Ala 


Glu Lys Val Tyr Lys 


Leu Cys 


Ser Pro 


Pro 


Ala 


Asp 




290 






295 






300 








Leu 


His 


Lys 


Val 


Gly Thr Val Val Thr Pro Asp 


Asn Asp 


He Tyr 


He 


305 








310 




315 








320 


Ala 


Gly 


Gly 


Gin 


Val Pro Leu Xaa Lys 


His 


Lys 


Asn Lys 


Ser 


Gin 












325 


330 








335 





<210> 5003 

<211> 3729 

<212> DNA 

<213> Homo sapiens 

<400> 5003 

ncaggtgggc ccttgcccac cccaccctgg gaaggctggg ccaggatggg gcaggcacct 
60 

caccccggcc aggaacagga acgggcacca teteggggae tgatgttttt tgaatggcgc 
120 

tatccaccct gccctgctcg gcctggctgt gcaggcctct tggtaccacg tctgttcgta 
180 

atgaccgtaa caactctatt ttcttccaca gatgactctg gggacgacga cgaggctacc 
240 

accccagccg acaagagega gctgcaccac accctgaaga atctttccct gaagttagat 
300 

gacctcagca cgtgcaatga cctcatcgcc aagcatggcg ctgccctcca gcgctccctg 
360 

aatgagctgg acggcctcaa gatcccatct gagagtgggg agaagctgaa ggtggtgaat 
420 

gagegggeca ccctcttccg catcacatcc aatgctatga tcaacgcctg cagggacttc 
480 

ttggaactag cagagataca cagteggaaa tggcagcggg cactgeagta tgagcaggag 
540 

cagcgcgtgc acttggagga aaccattgag cagctggega agcagcacaa cagcctcgag 
600 
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cgggccttcc acagtgcccc 
660 

agcctcttga ctcccaaagg 
720 

gccatggaag actccacatc 
780 

aaagctgaag gtagcaccgg 
840 

gatggtgcct cgctcgtgcc 
900 

aacaagccca actacagcct 
960 

ctctccagga tccccatgcc 
1020 

acagaggacc tggagtacca 
1080 

gagcagatgt gcctggtggc 
1140 

atcgccaagc ccttcaaccc 
1200 

atgggcctgc gctccctctg 
1260 

gtgttctcca agcatggctg 
1320 

ggaaaataca tctccatcat 
1380 

aatcactacg tgtggaggaa 
1440 

tggatcgacc agtcagggga 
1500 

ctgaagttcc tgccctacag 
1560 

gtgagtgaca gccagggcaa 
1620 

gagtgctcca aggtcatgca 
1680 

acagtgtacc agaccctgtc 
1740 

gcggagaaca tgtactactt 
1800 

gtagcgccaa ccgacagccg 
1860 

gacgaggcca ataccgagaa 
1920 

cggctggagg cctgcgggcc 
1980 

gaagggcgcc ccggagggga 
2040 

ccgggggagc aggccacaag 
2100 

ggcggatgcc tacacgccac 
2160 

ggcctgtgtg tacaagggcg 
2220 



tggccggccg gccaacccct 
agaggacagt gaggaagatg 
cttcatcacc gtgatcaccg 
gacaagttcc gtggactgga 
caagggttca tccaaagtca 
taacctctgg agcatcatga 
ggtgaacttc aatgagcccc 
ccacctgctg gacaaggcag 
cgccttctct gtgtcctcct 
catgctgggg gagaccttcg 
tgagcaggtg agccaccacc 
gagcctctgg caggagatca 
gccgctaggt gccatccact 
gagcacctca actgttcaca 
catcgagatt gtgaaccata 
ctacttctcc aaagaggcag 
ggcccattac gtgctgtccg 
tagcagtccc agcagcccca 
agccaagctg ctgtggaaga 
ctcagagctg gccctgaccc 
cctgcggccc gaccagcggc 
gcagcggctg gaggagaagc 
gggcagcagc tgcagctcgg 
ggaaaggggt gcccgggtgg 
cccacccacc agcccactgt 
tgtggtttga gaagaggctg 
gctactggga ggccaaggag 



ccaagagctt cattgaggga 
aagataccga gtactttgat 
aggccaagga agacagcaga 
gctcagcaga caatgtacta 
agaggcgagt ccgcattccc 
agaactgcat cggccgggag 
tgtccatgct ccagcggctg 
tgcactgcac cagctcagtg 
actccaccac agtgcaccgc 
agctggaccg cctcgacgac 
ccccctcagc tgcgcactac 
ccatctccag caagttccgg 
tagaattcca ggccagtggg 
acatcatcgt gggcaagctc 
agaccaatga ccggtgccag 
cccggaaggt gacaggagtg 
gctcgtggga tgaacaaatg 
gctctgacgg gaagcagaag 
agtacccgct gccggagaac 
tcaacgagca cgaggagggc 
tgatggagaa gggccgttgg 
agcgcctgtc gcggcgccgg 
aggaaggtga ggccgggcgg 
gggtgccgca gggacggatt 
gcctgcccag cagagaagga 
gatccgctga ctggggagat 
aagcaagact ggcatatgtg 
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ccccaacatc ttctgagcgc cacccttgca 
2280 

acctgttcat taatgcactc aatttagtac 
2340 

cccttcctat ttcctttcct attttttttt 
2400 

ggaaggagga agggctgacc tgggttctct 
2460 

ccccttcatt atggacctgg gccctaccgg 
2520 

cggctggccc gggccatggg ctgcgcaaat 
2580 

ccctcctagg gagcctcttc gactttttta 
2640 

gatgtttagt aaatattttt agtaccgcac 
2700 

tgccacaaaa gtgtcctggc aagagcccct 
2760 

tttgagttgg gagaattttg tagctcaaca 
2820 

cacaccccca cctgccaagg ccccacagag 
2880 

gcagagcaca gagtttctgg agctcccatc 
2940 

cccccatgtg gatttgaggg cagcagtccc 
3000 

cctagcccca agaggccagg aagggctgga 
3060 

agacccaggc cccaaatcag caataatgaa 
3120 

ctgggcacca gagaccttgc atccctcctc 
3180 

tcagtgtccc ctgaactctt tatttgccta 
3240 

tatatataaa atagctattt tgcttaaatt 
3300 

aagacgggtg cacctgtctg agtttggccc 
3360 

tgcccccttc cagcggcttc tgccaaccat 
3420 

agcccctcag aatcccacac tccaatcctt 
3480 

acagggtctt tctttctact ccaggactgg 
3540 

tgaaaacacc aatgtgtgaa atgccttaca 
3600 

gcaggatggc cccactaggg ctcctacaga 
3660 

tttgttagcg agcacctttt gaccagtaat 
3720 

aaaaaaaaa 
3729 

<210> 5004 



acaaatacag gcgcctgcac agcctggccc 
tgaatggtct ttctcccagc ccattcccag 
ctccccacac tttcttggga ctcccacctt 
ccagccccca ggtgcgccgg gtcacccgtg 
aacccctgcc ccagttacca caactcaggc 
caccagcccc caacccaggg aggaactggc 
gaaaaatgat ctccatttct ttccagccat 
ttagcagaca gctttccaag tgtgctttct 
tatttttaag acatcaggaa gccagaccgc 
tatcaagtcc tcgatggtat ctgagctgcc 
cccaaaacag aagggggctg ccccagccca 
cacagatgca ggagggggta ctgatggtaa 
tggcctcacc ctagccagcc tgggtggctc 
aggcagggcc tgcaggtgct ccccgccctg 
caaacccttg gcccagcctg ggctggtgac 
atcctaggag gcccctaggg gtgccccatc 
atttatatat atatatatga gatatataaa 
tctacagtat gtaaaagtga aaaaatgatg 
tcatgtgagc tgtgcccttc cctctcctca 
ggggggctgg accaccatgg ccactgaccc 
tccatttcag tttagtccta aaagttcatc 
ttttgttttt atatatataa aaaaaaaaag 
atgcccactg gagaggcggg gcggggtggg 
gctgtggaat gtacctctcc ccaacactgt 
aaaaaacctt ggctttggag ttttccactg 
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<211> 642 
<212> PRT 
<213> Homo sapiens 

<400> 5004 

Ser Ser Thr Asp Asp Ser Gly Asp Asp Asp Glu Ala Thr Thr Pro Ala 

1 5 10 15 

Asp Lys Ser Glu Leu His His Thr Leu Lys Asn Leu Ser Leu Lys Leu 

20 25 30 

Asp Asp Leu Ser Thr Cys Asn Asp Leu lie Ala Lys His Gly Ala Ala 

35 40 45 

Leu Gin Arg Ser Leu Asn Glu Leu Asp Gly Leu Lys He Pro Ser Glu 

50 55 60 

Ser Gly Glu Lys Leu Lys Val Val Asn Glu Arg Ala Thr Leu Phe Arg 
65 70 75 80 

He Thr Ser Asn Ala Met He Asn Ala Cys Arg Asp Phe Leu Glu Leu 

85 90 95 

Ala Glu lie His Ser Arg Lys Trp Gin Arg Ala Leu Gin Tyr Glu Gin 

100 105 HO 

Glu Gin Arg Val His Leu Glu Glu Thr He Glu Gin Leu Ala Lys Gin 

115 120 125 

His Asn Ser Leu Glu Arg Ala Phe His Ser Ala Pro Gly Arg Pro Ala 

130 135 140 

Asn Pro Ser Lys Ser Phe He Glu Gly Ser Leu Leu Thr Pro Lys Gly 
145 150 155 160 

Glu Asp Ser Glu Glu Asp Glu Asp Thr Glu Tyr Phe Asp Ala Met Glu 

165 170 175 

Asp Ser Thr Ser Phe He Thr Val He Thr Glu Ala Lys Glu Asp Ser 

180 185 190 

Arg Lys Ala Glu Gly Ser Thr Gly Thr Ser Ser Val Asp Trp Ser Ser 

195 200 205 

Ala Asp Asn Val Leu Asp Gly Ala Ser Leu Val Pro Lys Gly Ser Ser 

210 215 220 

Lys Val Lys Arg Arg Val Arg He Pro Asn Lys Pro Asn Tyr Ser Leu 
225 * ~ 230 235 240 

Asn Leu Trp Ser He Met Lys Asn Cys He Gly Arg Glu Leu Ser Arg 

245 250 255 

He Pro Met Pro Val Asn Phe Asn Glu Pro Leu Ser Met Leu Gin Arg 

260 265 270 

Leu Thr Glu Asp Leu Glu Tyr His His Leu Leu Asp Lys Ala Val His 

275 280 285 

Cys Thr Ser Ser Val Glu Gin Met Cys Leu Val Ala Ala Phe Ser Val 

290 295 300 

Ser Ser Tyr Ser Thr Thr Val His Arg He Ala Lys Pro Phe Asn Pro 
305 310 315 320 

Met Leu Gly Glu Thr Phe Glu Leu Asp Arg Leu Asp Asp Met Gly Leu 

325 330 335 

Arg Ser Leu Cys Glu Gin Val Ser His His Pro Pro Ser Ala Ala His 

340 345 350 

Tyr Val Phe Ser Lys His Gly Trp Ser Leu Trp Gin Glu He Thr He 

355 360 365 

Ser Ser Lys Phe Arg Gly Lys Tyr He Ser He Met Pro Leu Gly Ala 

370 375 380 

He His Leu Glu Phe Gin Ala Ser Gly Asn His Tyr Val Trp Arg Lys 
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385 

Ser Thr Ser Thr 

Gin Ser Gly Asp 

420 

Gin Leu Lys Phe 
435 

Lys Val Thr Gly 
450 

Leu Ser Gly Ser 
465 

Ser Ser Pro Ser 

Gin Thr Leu Ser 

500 

Asn Ala Glu Asn 
515 

Glu His Glu Glu 
530 

Gin Arg Leu Met 
545 

Gin Arg Leu Glu 

Ala Cys Gly Pro 

580 

Arg Glu Gly Arg 
595 

Pro Gin Gly Arg 
610 

Pro Leu Cys Leu 
625 

Val Val 



390 

Val His Asn lie 
405 

He Glu He Val 

Leu Pro Tyr Ser 

440 

Val Val Ser Asp 
455 

Trp Asp Glu Gin 
470 

Ser Pro Ser Ser 
485 

Ala Lys Leu Leu 

Met Tyr Tyr Phe 

520 

Gly val Ala Pro 
535 

Glu Lys Gly Arg 
550 

Glu Lys Gin Arg 
565 

Gly Ser Ser Cys 

Pro Gly Gly Glu 

600 

He Pro Gly Glu 
615 

Pro Ser Arg Glu 
630 



395 

He val Gly Lys 
410 

Asn His Lys Thr 
425 

Tyr Phe Ser Lys 

Ser Gin Gly Lys 

460 

Met Glu Cys Ser 
475 

Asp Gly Lys Gin 
490 

Trp Lys Lys Tyr 
505 

Ser Glu Leu Ala 

Thr Asp Ser Arg 

540 

Trp Asp Glu Ala 
555 

Leu Ser Arg Arg 
570 

Ser Ser Glu Glu 
585 

Glu Arg Gly Ala 

Gin Ala Thr Ser 

620 

Gly Gly Gly Cys 
635 



400 

Leu Trp He Asp 
415 

Asn Asp Arg Cys 
430 

Glu Ala Ala Arg 
445 

Ala His Tyr Val 

Lys Val Met His 

480 

Lys Thr Val Tyr 
495 

Pro Leu Pro Glu 
510 

Leu Thr Leu Asn 
525 

Leu Arg Pro Asp 

Asn Thr Glu Lys 

560 

Arg Arg Leu Glu 
575 

Gly Glu Ala Gly 
590 

Arg Val Gly Val 
605 

Pro Pro Thr Ser 

Leu His Ala Thr 

640 



<210> 5005 

<211> 1120 

<212> DNA 

<213> Homo sapiens 



<400> 5005 
ntcgggctgt 
60 

tgcttgtgga 
120 

ggtaatggcg 
180 

gagacagccg 
240 

cctccgccgc 
300 

aggggagctc 
360 

gaggagcggg 
420 



tgctgtggtt 
ggtgtcggcc 
gcggcggtgg 
acagcgaact 
ctcgcccgcc 
ggaggctcag 
ccctggagga 



tcctgagttg 
tctgggcgga 
cggcgacggt 
ccgcggcctc 
ggtaccccgg 
gatggcggat 
gcagctgctc 



ctgctgctgc 
tgttgacatt 
ccagacccca 
ggagccggcg 
cgccaacccc 
ttcgacgaaa 
aagtactcgc 



ggcggcggca 
gtgttgttgt 
tcccctctgt 
gcagcggcga 
gggagtcagg 
tctatgagga 
cggacccggt 



gcggcgtctg 
tattgctgat 
agccggagcc 
ctcccctcag 
ccctttgggc 
agaggaggac 
ggtcgtccgc 
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ggctccggtc acgtcaccgt atttggactg agcaacaaat ttgaatctga attcccttct 
480 

tcattaactg gaaaagtagc tcctgaagaa tttaaagcca gcatcaacag agttaacagt 
540 

tgtcttaaga agaaccttcc tgttaatgta cgttggctac tttgtggctg cctttgttgc 
600 

tgctgcacat taggttgcag tatgtggcca gttatttgcc tcagtaaaag aacacgaaga 
660 

tcgattgaga agttattaga atgggaaaac aataggttat accacaagct gtgcttgcat 
720 

tggagactga gcaaaaggaa atgtgaaacg aataacatga tggaatatgt catcctcata 
780 

gaatttttac caaagacacc gatttttcga ccagattagc atttacttta tttatagaga 
840 

ctttccaagt atgttgtctt tccaatggtg ccttgcttgg tgctctcctg gtggtgacat 
900 

aacattggtt ctacagaatc gtgtggtgtt ttttttgttt ttgttttttt ttttttttta 
960 

aataaccgca tgttctaagt gtgcattttt gtcaatcttt gcaacagtta tttcatacag 
1020 

atgtttaata cttaagttat tgtgctcttt tctgttatgt attctgattt tcaaggatta 
1080 

cttttttgta ttatcaaaaa aatacatttg aacttagcat 
1120 

<210> 5006 
<211> 165 
<212> PRT 

<213> Homo sapiens 



<400> 5006 



Met 


Ala 


Asp 


Phe 


Asp 


Glu 


He 


Tyr 


Glu 


Glu 


Glu 


Glu Asp 


Glu 


Glu 


Arg 


1 








5 










10 










15 




Ala 


Leu 


Glu 


Glu 
20 


Gin 


Leu 


Leu 


Lys 


Tyr 
25 


Ser 


Pro 


Asp 


Pro 


Val 
30 


Val 


Val 


Arg 


Gly 


Ser 
35 


Gly 


His 


Val 


Thr 


Val 
40 


Phe 


Gly 


Leu 


Ser 


Asn 
45 


Lys 


Phe 


Glu 


Ser 


Glu 
50 


Phe 


Pro 


Ser 


Ser 


Leu 
55 


Thr 


Gly 


Lys 


Val 


Ala 
60 


Pro 


Glu 


Glu 


Phe 


Lys 


Ala 


Ser 


He 


Asn 


Arg 


Val 


Asn 


Ser 


Cys 


Leu 


Lys 


Lys 


Asn 


Leu 


Pro 


65 










70 










75 










80 


Val 


Asn 


Val 


Arg 


Trp 
85 


Leu 


Leu 


Cys 


Gly 


Cys 
90 


Leu 


Cys 


Cys 


Cys 


Cys 
95 


Thr 


Leu 


Gly 


Cys 


Ser 
100 


Met 


Trp 


Pro 


Val 


He 
105 


Cys 


Leu 


Ser 


Lys 


Arg 
110 


Thr 


Arg 


Arg 


Ser 


He 
115 


Glu 


Lys 


Leu 


Leu 


Glu 
120 


Trp 


Glu 


Asn 


Asn 


Arg 
125 


Leu 


Tyr 


His 


Lys 


Leu 
130 


Cys 


Leu 


His 


Trp 


Arg 
135 


Leu 


Ser 


Lys 


Arg 


Lys 
140 


Cys 


Glu 


Thr 


Asn 


Asn 


Met 


Met 


Glu 


Tyr 


Val 


He 


Leu 


He 


Glu 


Phe 


Leu 


Pro 


Lys 


Thr 


Pro 


145 










150 










155 










160 


lie 


Phe 


Arg 


Pro 


Asp 

























165 



4182 



WO 00/58473 



PCT/USOO/08621 



<210> 5007 
<211> 2165 
<212> DNA 
<213> Homo 

<400> 5007 
ctgaattcgg 
60 

gcaagcactc 
120 

aacggagatt 
180 

tatctgaaaa 
240 

aacattaagg 
300 

gagaatatcc 
360 

tatgaannct 
420 

acttcaaaaa 
480 

gtggtgaatt 
540 

ttttttgaag 
600 

tccgagattt 
660 

aagataatcc 
720 

atccaggtga 
780 

gatttcgaaa 
840 

ggcaagaagc 
900 

cacctgttcc 
960 

aatccaattg 
1020 

tgcacaatgg 
1080 

gtgaaggtta 
1140 

aagaagtacc 
1200 

gcatgtgggc 
1260 

caggaagaac 
1320 

gagcagctct 
1380 

ctcagtactg 
1440 



sapiens 

ctagaaaatc 
ctgaactacg 
tatctgaggc 
gaaagggcat 
aagaaggagc 
tggtggagca 
cattgctgat 
attcagatct 
cggaagcggc 
aagaagaagg 
cccaaagatt 
aggattccaa 
cctatgtgac 
tgcaccacaa 
acggtggggt 
cctacgtgaa 
aagtggcaat 
aagaagtgga 
atgctgggcc 
ctgacaacca 
aggcccttga 
tgaggtccca 
gtcgaggtcc 
taagcaaaag 



aagctttttc 
caggacccgg 
tgccatgtgt 
gttctctatg 
gatgaaagag 
gctatacatg 
gtcaacaagc 
ctactacgac 
tgtttggtcg 
taaagagtat 
actcaagctc 
caaggtaaac 
gccgttcttt 
catcaaccgc 
ggcggagcag 
gaagagaata 
tgacgagatg 
catgatcaga 
aatggcctat 
agtaaagctt 
cgtgaatgag 
ctacaaggac 
gtgtttatac 
tgattacggg 



cgaatcccag 
ctggaaagta 
tacatccata 
ggatggccag 
gattctggaa 
tgtgtggagt 
ccatcattgc 
attcatcggt 
ctactatcgt 
atttataaag 
tatgcagata 
cccaaggatt 
gaggaaaagg 
tttgtcttcg 
tgcaagcggc 
caagtaatta 
tccaagaagg 
ctgcagctca 
gcacgagctt 
ttgaaggaga 
cgcctcatca 
atgctcagcg 
agcttctgtt 
cagggacgac 



tacagccggg 
tggccaagat 
ttgctgccct 
ctgttttgag 
tgcaagatac 
ttctctggaa 
tgtctttgag 
catatctgaa 
gtggcattta 
agcctaagct 
aatttggagc 
tggaccccaa 
aaatcgaaga 
agacaccctt 
ggacgatcct 
gccaatcgag 
tttctgagct 
aactgcaagg 
ttcttgaaga 
tcttcaggca 
aagaggacca 
aactctccac 
cctctgtgtc 
ctgtcaaagc 



caattcctac 
tcatgccaga 
cattgcagag 
cattacacca 
accatacaat 
gtctgagcga 
aaacaacgag 
agtggcagag 
tgggcagggc 
gacaggtctg 
agacaatgtg 
atatgcctac 
ccggaagaca 
cacgctgtcg 
gacaacgagt 
cacagaactg 
taatcagctt 
aagtgtcagc 
aaccaatgca 
atttgcagat 
gctggagtac 
agtcatgaat 
tagtatttcc 
gcggagtgga 
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ccaaacctgc actcgagtaa ttagcaaagc aactccggcc ctacccacgg tctccatctc 
1500 

atctagtgct gaagtctgag ggctctgcag catcagaccc acctctaaga gaactttctg 
1560 

aatttgcagc taatctcggg gaagagaaag ataggtttaa tttatttgaa gttttcatgg 
1620 

tgttaatatt tttgtttacc tcgctagctt cagaattttg ccaacctctg aatttgcaca 
1680 

ttttgtataa tttttttttc tttgagcagt gttgatcaag ccaggttgaa tatttgccat 
1740 

gaaattccag tgaatgtgta gctcaaatgc aaaccctaag tttgctgtca gttattgtat 
1800 

ggtcagtacc ccagtcctag tacacatatt ttaaaggtta aagtgaatgt ttttgtaaca 
1860 

tttaagcata tttcagatgt aaataaaaga ttgtaaaata tacggttttt accaaattta 
1920 

aaagatcctt tttagttaat actatgacag tactaaaaat atatgaataa catttcagat 
1980 

accattatat taaaatattt gtgtatgtgt acaaaagcgt tgataaatac taatctttaa 

2040 

agtttgtgga gttcctttat ttgtaatata tgtgctctta aaagcaatgg gatgtgaaat 
2100 

tatgaaagta ttttattgtt catagaaata aaaaacacag ttactttgca aaaaaaaaaa 
2160 
aaaaa 
2165 

<210> 5008 
<211> 487 
<212> PRT 
<213> Homo sapiens 

<400> 5008 

Leu Asn Ser Ala Arg Lys 

1 5 
Gly Asn Ser Tyr Ala Ser 

20 

Ser Met Ala Lys lie His 
35 

Met Cys Tyr lie His lie 
50 

Lys Gly Met Phe Ser Met 
65 70 
Asn He Lys Glu Glu Gly 

85 

Thr Pro Tyr Asn Glu Asn 

100 

Glu Phe Leu Trp Lys Ser 
115 

Thr Ser Pro Ser Leu Leu 
130 

Ser Asp Leu Tyr Tyr Asp 
145 150 
Val Val Asn Ser Glu Ala 

4184 



Ser Ser Phe Phe Arg 


He 


Pro 


Val 


Gin 


Pro 


10 








15 




Thr Pro Glu Leu Arg Arg 


Thr 


Arg 


Leu 


Glu 


25 






30 






Ala Arg Asn Gly Asp 


Leu 


Ser 


Glu 


Ala 


Ala 


40 




45 








Ala Ala Leu He Ala 


Glu 


Tyr 


Leu 


Lys 


Arg 


55 


60 










Gly Trp Pro Ala Val 


Leu 


Ser 


He 


Thr 


Pro 


75 










80 


Ala Met Lys Glu Asp Ser 


Gly 


Met 


Gin 


Asp 


90 








95 




He Leu Val Glu Gin 


Leu 


Tyr 


Met 


Cys 


Val 


105 






110 






Glu Arg Tyr Glu Xaa 


Ser 


Leu 


Leu 


Met 


Ser 


120 




125 








Ser Leu Arg Asn Asn 


Glu 


Thr 


Ser 


Lys 


Asn 


135 


140 










He His Arg Ser Tyr Leu 


Lys 


Val 


Ala 


Glu 


155 










160 


Ala Val Trp Ser Leu 


Leu 


Ser 


Cys 


Gly 


He 
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165 170 175 

Tyr Gly Gin Gly Phe Phe Glu Glu Glu Glu Gly Lys Glu Tyr He Tyr 

180 185 190 

Lys Glu Pro Lys Leu Thr Gly Leu Ser Glu He Ser Gin Arg Leu Leu 

195 200 205 

Lys Leu Tyr Ala Asp Lys Phe Gly Ala Asp Asn Val Lys He He Gin 

210 215 220 

Asp Ser Asn Lys Val Asn Pro Lys Asp Leu Asp Pro Lys Tyr Ala Tyr 
225 230 235 240 

He Gin Val Thr Tyr Val Thr Pro Phe Phe Glu Glu Lys Glu He Glu 

245 250 255 

Asp Arg Lys Thr Asp Phe Glu Met His His Asn He Asn Arg Phe Val 

260 265 270 

Phe Glu Thr Pro Phe Thr Leu Ser Gly Lys Lys His Gly Gly Val Ala 

275 280 285 

Glu Gin Cys Lys Arg Arg Thr He Leu Thr Thr Ser His Leu Phe Pro 

290 295 300 

Tyr Val Lys Lys Arg He Gin Val He Ser Gin Ser Ser Thr Glu Leu 
305 310 315 320 

Asn Pro He Glu Val Ala He Asp Glu Met Ser Lys Lys Val Ser Glu 

325 330 335 

Leu Asn Gin Leu Cys Thr Met Glu Glu Val Asp Met He Arg Leu Gin 

340 345 350 

Leu Lys Leu Gin Gly Ser Val Ser Val Lys Val Asn Ala Gly Pro Met 

355 360 365 

Ala Tyr Ala Arg Ala Phe Leu Glu Glu Thr Asn Ala Lys Lys Tyr Pro 

370 375 380 

Asp Asn Gin Val Lys Leu Leu Lys Glu He Phe Arg Gin Phe Ala Asp 
385 390 395 400 

Ala Cys Gly Gin Ala Leu Asp Val Asn Glu Arg Leu He Lys Glu Asp 

405 410 415 

Gin Leu Glu Tyr Gin Glu Glu Leu Arg Ser His Tyr Lys Asp Met Leu 

420 425 430 

Ser Glu Leu Ser Thr Val Met Asn Glu Gin Leu Cys Arg Gly Pro Cys 

435 440 445 

Leu Tyr Ser Phe Cys Ser Ser Val Ser Ser He Ser Leu Ser Thr Val 

450 455 460 

Ser Lys Ser Asp Tyr Gly Gin Gly Arg Pro Val Lys Ala Arg Ser Gly 
465 470 475 480 

Pro Asn Leu His Ser Ser Asn 

485 

<210> 5009 
<211> 426 
<212> DNA 

<213> Homo sapiens 
<400> 5009 

acgcgtgaag tgtttgtggc agtgctgggc acatgttaag tactcaataa ggtttaggca 
60 

ttattactgc cccctgtgaa ggtctggggc aggatatgaa agggcctgtg ctctccttcc 
120 

ccttggagat gtcagcaaag catggcgagg agagcagctt ctcctctgtc ccaaagggaa 
180 
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gcagaagatt aggagctaga tcaagcaaga ctgggggctg caggtgtagg aagtgaatca 
240 

agatgacttc aaaagagaga ataaaaagtg ggcttatgaa gaattggtgg actcttcctg 
300 

gcaaattggg caagaaaagc agagatggtg acaggaagaa aaagcaagca tagctgtcca 
360 

ctggctggtt aagagcagct ctcaaaggtc gccagacaag catcccgtct tatgattcca 
420 

aagcat 
426 

<210> 5010 
<211> 119 
<212> PRT 

<213> Homo sapiens 
<400> 5010 

Met Leu Val Trp Arg Pro Leu Arg Ala Ala Leu Asn Gin Pro Val Asp 

15 10 15 

Ser Tyr Ala Cys Phe Phe Phe Leu Ser Pro Ser Leu Leu Phe Leu Pro 

20 25 30 

Asn Leu Pro Gly Arg Val His Gin Phe Phe lie Ser Pro Leu Phe lie 

35 40 45 

Leu Ser Phe Glu Val lie Leu lie His Phe Leu His Leu Gin Pro Pro 

50 55 60 

Val Leu Leu Asp Leu Ala Pro Asn Leu Leu Leu Pro Phe Gly Thr Glu 
65 70 75 80 

Glu Lys Leu Leu Ser Ser Pro Cys Phe Ala Asp lie Ser Lys Gly Lys 

85 90 95 

Glu Ser Thr Gly Pro Phe lie Ser Cys Pro Arg Pro Ser Gin Gly Ala 

100 105 110 

Val lie Met Pro Lys Pro Tyr 
115 

<210> 5011 

<211> 3431 

<212> DNA 

<213> Homo sapiens 



<400> 5011 

nccgcatgct cccgtatctt tggttacgct 
60 

tgtgccgcta tgggagtccc ggcgttcttc 
120 

atagtcaact gcgtggaaga gaagccaaaa 
180 

gccagtaaac ctaatccaaa tgatgtggag 
240 

atcatccatc cctgtactca tcctgaagac 
300 

atggttgcaa tttttgagta cattgacaga 
360 

ctctacatgg caatagatgg agtggcacca 
420 



cgtcagccgg tcggccgccg cctccagccg 
cgctggctca gccgcaagta cccgtccatc 
gaatgcaatg gtgtaaagat tccagttgat 
tttgataatc tgtatttgga tatgaatgga 
aaaccagcac caaaaaatga agatgaaatg 
cttttcagta ttgtaagacc aagaagactt 
cgtgtaaaaa tgaaccagca gcgttcaagg 
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aggttcaggg ccatcaaaga aggaatggaa gcagcagtcg agaagcagcg agtcagggaa 
480 

gaaatattgg caaaaggtgg ctttcttcct ccagaagaaa taaaagaaag atttgacagc 
540 

aactgtatta caccaggaac tgaattcatg gacaatcttg ctaaatgcct tcgctattac 
600 

atagctgatc gtttaaataa tgaccctggg tggaaaaatt tgacagttat tttatctgat 
660 

gctagtgctc ctggtgaagg agaacataaa atcatggatt acattagaag gcaaagagcc 
720 

cagcctaacc atgacccaaa tactcatcat tgtttatgtg gagcagatgc tgatctcatt 
780 

atgcttggcc ttgccacaca tgaaccgaac tttaccatta ttagagaaga attcaaacca 
840 

aacaagccca aaccatgtgg tctttgtaat cagtttggac atgaggtcaa agattgtgaa 
900 

ggtttgccaa gagaaaagaa gggaaagcat gatgaacttg ccgatagtct tccttgtgca 
960 

gaaggagagt ttatcttcct tcggcttaat gttcttcgtg agtatttgga aagagaactc 
1020 

acaatggcca gcctaccatt cacatttgat gttgagagga gcattgatga ctgggttttc 
1080 

--atgtgcttct ttgtgggaaa tgacttcctc cctcatttgc catcgttaga gattagggaa 
1140 

aatgcaattg accgtttggt taacatatac aaaaatgtgg tacacaaaac tgggggttac 
1200 

cttacagaaa gtggttatgt caatctgcaa agagtacaga tgatcatgtt agcagttggt 
1260 

gaagttgagg atagcatttt taaaaagaga aaggatgatg aggacagttt tagaagacga 
1320 

cagaaagaaa aaagaaagag aatgaagaga gatcaaccag ctttcactcc tagtggaata 
1380 

ttaactcctc atgccttggg ttcaagaaat tcaccaggtt ctcaagtagc cagtaatccg 
1440 

agacaagcag cctatgaaat gaggatgcag aataactcta gtccttcgat atctcctaat 
1500 

acgagtttca catctgatgg ctccccgtct ccattaggag gaattaagcg aaaagcagaa 
1560 

gacagtgaca gtgaacctga gccagaggat aatgtcaggt tatgggaagc tggctggaag 
1620 

cagcggtact acaagaacaa atttgatgtg gatgcagctg atgagaaatt ccgtcggaaa 
1680 

gttgtgcagt cgtacgttga aggactttgc tgggttctta gatattatta ccagggctgt 
1740 

gcttcctgga agtggtatta tccatttcat tatgcaccat ttgcttcaga ctttgaaggc 
1800 

attgcagaca tgccatctga ttttgagaag ggtacgaaac cgtttaaacc actagaacaa 
1860 

cttatggggg tatttccagc tgcaagtggt aattttctac ctccatcatg gcggaagctc 
1920 

atgagtgatc ctgattctag tataattgac ttctatcctg aagattttgc tattgatttg 
1980 

aatgggaaga aatatgcatg gcaaggtgtt gctctcttgc cattcgtgga tgagcgaagg 
2040 
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ctacgagctg ccctagaaga ggtataccca 
2100 

agccttggag gtgatgtctt atttgtgggg 
2160 

gagctgtacc agacaggttc cacagagcca 
2220 

attcaaggaa agttttcttt ggatgaagaa 
2280 

cctgttccta tgttaaggga tctgacacag 
2340 

ccacagtttg ctgaagatta catttttaaa 
2400 

gcagcagtac tgaaacctag tgactgggaa 
2460 

cagcttggct ttaaccgtga ccggaggcct 
2520 

ttgggccatg tgatgccaag aggctcagga 
2580 

cctgtgactt accagggaaa cttatacagg 
2640 

aaacttatgt caaatatgag gccccaggat 
2700 

cagcaaaggt ttgacagagg cgttggggct 
2760 

caaacccaga atgcagcctt ccagccaaac 
2820 

tatccaccca gacgagatga tcgtggaggg 
2880 

taccctttgc caccaccctc aggaagatac 
2940 

caaatccttt catcattcta cagttttatg 
3000 

gtagttttta ataaaactac agtactttgt 
3060 

gatctgatct cactgtttat gttgctttcc 
3120 

tgaatttatt attgcttata aaacacattt 
3180 

ggttaaaaat gaaaccagct gtggatttca 
3240 

ccatgctgat ttttattgca caagaattag 
3300 

actagagtat atattgttca gtatttcttt 
3360 

agaaatttct gaactttagt aaaaaaaaat 
3420 

aaaaaaaaaa a 
3431 

<210> 5012 

<211> 950 

<212> PRT 

<213> Homo sapiens 



gacctcactc cagaagagac cagaagaaac 
aaacatcacc cactccatga cttcatttta 
gtggaggtac cccctgaact atgtcatggg 
gccattcttc cagatcaaat agtatgttct 
aacactgtag tcagtattaa ttttaaagac 
gctgtaatgc ttccaggagc aagaaagcca 
aaatccagca atggacggca gtggaagcct 
gtgcacctgg atcaggcagc cttcaggact 
actggcattt acagcaatgc tgcaccacca 
ccgcttttga gaggacaagc ccagattcca 
tcctggcgag gtcctcctcc ccttttccag 
gaacctctgc tcccatggaa ccggatgctg 
cagtaccaga tgctagctgg gcctggtggg 
agacagggat atcccagaga aggaaggaaa 
aattggaatt aagcttttgt aaagctttcc 
ctatttgtgg aaagatttct ttctcaagta 
gtatttcttt taactgtgta tatttctact 
aaagatgtat gttgcataat acagtggatc 
gatggaatag gagtactggt ttttcataat 
aaacacagtg tattctagat catctaagat 
gtttgaactc ttgagctgga acctcagcaa 
ggaaacattt cattaatgta cttgtcttac 
aaagttaaac ttttaaaact caaaaaaaaa 
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<400> 5012 
Met Gly Val Pro 
1 

lie He Val Asn 

20 

Lys He Pro Val 
35 

Asp Asn Leu Tyr 
50 

Pro Glu Asp Lys 
65 

He Phe Glu Tyr 

Leu Leu Tyr Met 

100 

Gin Gin Arg Ser 
115 

Ala Val Glu Lys 
130 

Phe Leu Pro Pro 
145 

Thr Pro Gly Thr 

Tyr He Ala Asp 

180 

Val He Leu Ser 
195 

Met Asp Tyr He 
210 

Thr His His Cys 
225 

Leu Ala Thr His 

Pro Asn Lys Pro 

260 

Val Lys Asp Cys 
275 

Glu Leu Ala Asp 
290 

Arg Leu Asn Val 
305 

Ser Leu Pro Phe 

Phe Met Cys Phe 

340 

Leu Glu He Arg 
355 

Asn Val Val His 
370 

Asn Leu Gin Arg 
385 

Asp Ser He Phe 
Arg Gin Lys Glu 



Ala Phe Phe Arg 
5 

Cys Val Glu Glu 

Asp Ala Ser Lys 

40 

Leu Asp Met Asn 
55 

Pro Ala Pro Lys 
70 

He Asp Arg Leu 
85 

Ala He Asp Gly 

Arg Arg Phe Arg 

120 

Gin Arg Val Arg 
135 

Glu Glu He Lys 
150 

Glu Phe Met Asp 
165 

Arg Leu Asn Asn 

Asp Ala Ser Ala 

200 

Arg Arg Gin Arg 
215 

Leu Cys Gly Ala 
230 

Glu Pro Asn Phe 
245 

Lys Pro Cys Gly 

Glu Gly Leu Pro 

280 

Ser Leu Pro Cys 
295 

Leu Arg Glu Tyr 
310 

Thr Phe Asp Val 
325 

Phe Val Gly Asn 

Glu Asn Ala He 

360 

Lys Thr Gly Gly 
375 

Val Gin Met He 
390 

Lys Lys Arg Lys 
405 

Lys Arg Lys Arg 



Trp Leu Ser Arg 
10 

Lys Pro Lys Glu 
25 

Pro Asn Pro Asn 

Gly He He His 

60 

Asn Glu Asp Glu 
75 

Phe Ser He Val 
90 

Val Ala Pro Arg 
105 

Ala He Lys Glu 

Glu Glu He Leu 

140 

Glu Arg Phe Asp 
155 

Asn Leu Ala Lys 
170 

Asp Pro Gly Trp 
185 

Pro Gly Glu Gly 

Ala Gin Pro Asn 

220 

Asp Ala Asp Leu 
235 

Thr He He Arg 
250 

Leu Cys Asn Gin 
265 

Arg Glu Lys Lys 

Ala Glu Gly Glu 

300 

Leu Glu Arg Glu 
315 

Glu Arg Ser He 
330 

Asp Phe Leu Pro 
345 

Asp Arg Leu Val 

Tyr Leu Thr Glu 

380 

Met Leu Ala Val 
395 

Asp Asp Glu Asp 
410 

Met Lys Arg Asp 



Lys Tyr Pro Ser 
15 

Cys Asn Gly Val 
30 

Asp Val Glu Phe 
45 

Pro Cys Thr His 

Met Met Val Ala 

80 

Arg Pro Arg Arg 
95 

Val Lys Met Asn 
110 

Gly Met Glu Ala 
125 

Ala Lys Gly Gly 

Ser Asn Cys He 

160 

Cys Leu Arg Tyr 
175 

Lys Asn Leu Thr 
190 

Glu His Lys He 
205 

His Asp Pro Asn 

He Met Leu Gly 

240 

Glu Glu Phe Lys 
255 

Phe Gly His Glu 
270 

Gly Lys His Asp 
285 

Phe He Phe Leu 

Leu Thr Met Ala 

320 

Asp Asp Trp Val 
335 

His Leu Pro Ser 
350 

Asn He Tyr Lys 
365 

Ser Gly Tyr Val 

Gly Glu Val Glu 

400 

Ser Phe Arg Arg 
415 

Gin Pro Ala Phe 
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420 425 430 

Thr Pro Ser Gly lie Leu Thr Pro His Ala Leu Gly Ser Arg Asn Ser 

435 440 445 

Pro Gly Ser Gin Val Ala Ser Asn Pro Arg Gin Ala Ala Tyr Glu Met 

450 455 460 

Arg Met Gin Asn Asn Ser Ser Pro Ser He Ser Pro Asn Thr Ser Phe 
465 470 475 480 

Thr Ser Asp Gly Ser Pro Ser Pro Leu Gly Gly He Lys Arg Lys Ala 

485 490 495 

Glu Asp Ser Asp Ser Glu Pro Glu Pro Glu Asp Asn Val Arg Leu Trp 

500 505 510 

Glu Ala Gly Trp Lys Gin Arg Tyr Tyr Lys Asn Lys Phe Asp Val Asp 

515 520 525 

Ala Ala Asp Glu Lys Phe Arg Arg Lys Val Val Gin Ser Tyr Val Glu 

530 535 540 

Gly Leu Cys Trp Val Leu Arg Tyr Tyr Tyr Gin Gly Cys Ala Ser Trp 
545 550 555 560 

Lys Trp Tyr Tyr Pro Phe His Tyr Ala Pro Phe Ala Ser Asp Phe Glu 

565 570 575 

Gly He Ala Asp Met Pro Ser Asp Phe Glu Lys Gly Thr Lys Pro Phe 

580 585 590 

Lys Pro Leu Glu Gin Leu Met Gly Val Phe Pro Ala Ala Ser Gly Asn 

595 600 605 

Phe Leu Pro Pro Ser Trp Arg Lys Leu Met Ser Asp Pro Asp Ser Ser 

610 615 620 

He He Asp Phe Tyr Pro Glu Asp Phe Ala He Asp Leu Asn Gly Lys 
625 630 635 640 

Lys Tyr Ala Trp Gin Gly Val Ala Leu Leu Pro Phe Val Asp Glu Arg 

645 650 655 

Arg Leu Arg Ala Ala Leu Glu Glu Val Tyr Pro Asp Leu Thr Pro Glu 

660 665 670 

Glu Thr Arg Arg Asn Ser Leu Gly Gly Asp Val Leu Phe Val Gly Lys 

675 680 685 

His His Pro Leu His Asp Phe He Leu Glu Leu Tyr Gin Thr Gly Ser 

690 695 700 

Thr Glu Pro Val Glu Val Pro Pro Glu Leu Cys His Gly He Gin Gly 
705 710 715 720 

Lys Phe Ser Leu Asp Glu Glu Ala He Leu Pro Asp Gin He Val Cys 

725 730 735 

Ser Pro Val Pro Met Leu Arg Asp Leu Thr Gin Asn Thr Val Val Ser 

740 745 750 

He Asn Phe Lys Asp Pro Gin Phe Ala Glu Asp Tyr He Phe Lys Ala 

755 760 765 

Val Met Leu Pro Gly Ala Arg Lys Pro Ala Ala Val Leu Lys Pro Ser 

770 775 780 

Asp Trp Glu Lys Ser Ser Asn Gly Arg Gin Trp Lys Pro Gin Leu Gly 
785 790 795 800 

Phe Asn Arg Asp Arg Arg Pro Val His Leu Asp Gin Ala Ala Phe Arg 

805 810 815 

Thr Leu Gly His Val Met Pro Arg Gly Ser Gly Thr Gly He Tyr Ser 

820 825 830 

Asn Ala Ala Pro Pro Pro Val Thr Tyr Gin Gly Asn Leu Tyr Arg Pro 

835 640 845 

Leu Leu Arg Gly Gin Ala Gin He Pro Lys Leu Met Ser Asn Met Arg 
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850 855 860 

Pro Gin Asp Ser Trp Arg Gly Pro Pro Pro Leu Phe Gin Gin Gin Arg 
865 870 875 880 

Phe Asp Arg Gly Val Gly Ala Glu Pro Leu Leu Pro Trp Asn Arg Met 

885 890 895 

Leu Gin Thr Gin Asn Ala Ala Phe Gin Pro Asn Gin Tyr Gin Met Leu 

900 905 910 

Ala Gly Pro Gly Gly Tyr Pro Pro Arg Arg Asp Asp Arg Gly Gly Arg 

915 920 925 

Gin Gly Tyr Pro Arg Glu Gly Arg Lys Tyr Pro Leu Pro Pro Pro Ser 

930 935 940 

Gly Arg Tyr Asn Trp Asn 
945 950 

<210> 5013 
<211> 2480 
<212> DNA 

<213> Homo sapiens 
<400> 5013 

nccggggcgg agctcgcgat agcgaccggg agcagggcgc ggggcgggac ccaggtccga 
60 

ggcgaggaag ccggaagcca ggcgcgggga gcctccccct tcgactgcag cctcgctccg 
120 

tgccttctgc gcgcctggga tcccggagcc tgcctaggtt ctgtgcgctc ccgcccaggc 
160 

cggtgcccgc cgcccgcctg cgccccaggc aggtcccagg cctccggctg ctcccggccg 
240 

aaggtgggga caggcagtgg caggcaccac tagcgagggc gtttgggaac ccagggtgac 
300 

cacggcgcag ccatggggac cgcgcttgtg taccatgagg acatgacggc cacccggctg 

ctctgggacg accccgagtg cgagatcgag cgtcctgagc gcctgaccgc agccctggat 
420 

cgcctgcggc agcgcggcct ggaacagagg tgtctgcggt tgtcagcccg cgaggcctcg 
480 

gaagaggagc tgggcctggt gcacagccca gagtatgtat ccctggtcag ggagacccag 
540 

gtcctaggca aggaggagct gcaggcgctg tccggacagt tcgacgccat ctacttccac 
600 

ccgagtacct ttcactgcgc gcggctggcc gcaggggctg gactgcagct ggtggacgct 
660 

gtgctcactg gagctgtgca aaatgggctt gccctggtga ggcctcccgg gcaccatggc 
720 

cagagggcgg ctgccaacgg gttctgtgtg ttcaacaacg tggccatagc agctgcacat 
780 

gccaagcaga aacacgggct acacaggatc ctcgtcgtgg actgggatgt gcaccatggc 
840 

caggggatcc agtatctctt tgaggatgac cccagcgtcc tttacttctc ctggcaccgc 
900 

tatgagcatg ggcgcttctg gcctttcctg cgagagtcag atgcagacgc agtggggcgg 
960 

ggacagggcc tcggcttcac tgtcaacctg ccctggaacc aggttgggat gggaaacgct 
1020 
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gactacgtgg ctgccttcct gcacctgctg ctcccactgg cctttgagtt tgaccctgag 
1080 

ctggtgctgg tctcggcagg atttgactca gccatcgggg accctgaggg gcaaatgcag 

1140 

gccacgccag agtgcttcgc ccacctcaca cagctgctgc aggtgctggc cggcggccgg 
1200 

gtctgtgccg tgctggaggg cggctaccac ctggagtcac tggcggagtc agtgtgcatg 
1260 

acagtacaga cgctgctggg tgacccggcc ccacccctgt cagggccaat ggcgccatgt 
1320 

cagaggtgcg aggggagtgc cctagagtcc atccagagtg cccgtgctgc ccaggccccg 
1380 

cactggaaga gcctccagca gcaagatgtg accgctgtgc cgatgagccc cagcagccac 
1440 

tccccagagg ggaggcctcc acctctgctg cctgggggtc cagtgtgtaa ggcagctgca 
1500 

tctgcaccga gctccctcct ggaccagccg tgcctctgcc ccgcaccctc tgtccgcacc 
1560 

gctgttgccc tgacaacgcc ggatatcaca ttggttctgc cccctgacgt catccaacag 
1620 

gaagcgtcag ccctgaggga ggagacagaa gcctgggcca ggccacacga gtccctggcc 
1680 

cgggaggagg ccctcactgc acttgggaag ctcctgtacc tcttagatgg gatgctggat 
1740 

gggcaggtga acagtggtat agcagccact ccagcctctg ctgcagcagc caccctggat 
1800 

gtggctgttc ggagaggcct gtcccacgga gcccagaggc tgctgtgcgt ggccctggga 
1860 

cagctggacc ggcctccaga cctcgcccat gacgggagga gtctgtggct gaacatcagg 
1920 

ggcaaggagg cggctgccct atccatgttc catgtctcca cgccactgcc agtgatgacc 
1980 

ggtggtttcc tgagctgcat cttgggcttg gtgctgcccc tggcctatgg cttccagcct 
2040 

gacctggtgc tggtggcgct ggggcctggc catggcctgc agggccccca cgctgcactc 
2100 

ctggctgcaa tgcttcgggg gctggcaggg ggccgagtcc tggccctcct ggaggaggta 
2160 

agctgggcag ggtggaggtg ctgcggggtg ggacgagggg aaggaccagt gactgcttcc 
2220 

gtctccgccc ctggtccaga actccacacc ccagctagca gggatcctgg cccgggtgct 
2280 

gaatggagag gcacctccta gcctaggccc ttcctctgtg gcctccccag aggacgtcca 
2340 

ggccctgatg tacctgagag ggcagctgga gcctcagtgg aagatgttgc agtgccatcc 

2400 i 
tcacctggtg gcttgaaatc ggccaaggtg ggagcattta caccgcagaa atgacaccgc 

2460 

acgccagcgc cccgcggccg 
2480 

<210> 5014 
<211> 675 
<212> PRT 
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<213> Homo sapiens 



<400> 5014 



Arg 


Gly 


Arg 


Leu 


Gly 


Thr Gin Gly Asp His Gly Ala Ala Met 


Gly Thr 


1 








5 


10 


15 


Ala 


Leu 


Val 


Tyr 


His 


Glu Asp Met Thr Ala Thr Arg Leu Leu 


Trp Asp 








20 




25 30 




Abtj 


Pro 


Glu 

M 


Cvs 


Glu 


He Glu Arg Pro Glu Arg Leu Thr Ala 


Ala Leu 






35 






40 45 




Asp 


Area 


Leu 


Ara 


Gin 


Arg Gly Leu Glu Gin Arg Cys Leu Arg 


Leu Ser 




50 








55 60 




Ala 


Area 


Glu 


Ala 


Ser 


Glu Glu Glu Leu Gly Leu Val His Ser 


Pro Glu 


65 










70 75 


80 


Tvr 


Val 


Ser 


Leu 


Val 


Arg Glu Thr Gin Val Leu Gly Lys Glu 


Glu Leu 










65 


90 


95 


Gin 


Ala 


Leu 


Ser 


Glv 


Gin Phe Asp Ala He Tyr Phe His Pro 


Ser Thr 








100 
x v yJ 




105 110 




Phe 


His 


Cvs 


Ala 


Arci 


Leu Ala Ala Gly Ala Gly Leu Gin Leu 


Val Asp 












120 125 




Hid 


v ax 


T .An 


Thr 


Glv 


Ala Val Gin Asn Gly Leu Ala Leu Val 


Arg Pro 












135 140 




Pro 


Glv 


His 


His 


Glv 

J 


Gin Arg Ala Ala Ala Asn Gly Phe Cys 


Val Phe 












150 155 


160 


Sen 
noil 




Val 


Ala 


lie 


Ala Ala Ala His Ala Lys Gin Lys His 


Gly Leu 










165 


170 


175 


His 


Arci 


He 


Leu 


Val 


Val Asp Trp Asp Val His His Gly Gin Gly He 








180 

W W 




185 190 




Gin 


Tvr 


Leu 


Phe 


Glu 


Asp Asp Pro Ser Val Leu Tyr Phe Ser 


Trp His 






195 






200 205 




Arci 


Tvr 


Glu 


His 


Gly 


Arg Phe Trp Pro Phe Leu Arg Glu Ser 


Asp Ala 




210 

mm A V 








215 220 




Asp 


Ala 


Val 


Gly 


Arg 


Gly Gin Gly Leu Gly Phe Thr Val Asn 


Leu Pro 


225 










230 235 


240 


Trp 


Asn 


Gin 


Val 


Gly 


Met Gly Asn Ala Asp Tyr Val Ala Ala 


Phe Leu 










245 


250 


255 


His 


Leu 


Leu 


Leu 


Pro 


Leu Ala Phe Glu Phe Asp Pro Glu Leu 


Val Leu 








260 




265 270 




Val 


Ser 


Ala 


Gly 


Phe 


Asp Ser Ala He Gly Asp Pro Glu Gly Gin Met 






275 






280 285 




Gin 


Ala 


Thr 


Pro 


Glu 


Cys Phe Ala His Leu Thr Gin Leu Leu 


Gin Val 




290 








295 300 




Leu 


Ala 


Gly 


Gly 


Arg 


Val Cys Ala Val Leu Glu Gly Gly Tyr His Leu 


305 










310 315 


320 


Glu 


Ser 


Leu 


Ala 


Glu 


Ser Val Cys Met Thr Val Gin Thr Leu Leu Gly 










325 


330 


335 


Asp 


Pro 


Ala 


Pro 


Pro 


Leu Ser Gly Pro Met Ala Pro Cys Gin Arg Cys 








340 




345 350 




Glu 


Gly 


Ser 


Ala 


Leu 


Glu Ser He Gin Ser Ala Arg Ala Ala Gin Ala 






355 






360 365 




Pro 


His 


Trp 


Lys 


Ser 


Leu Gin Gin Gin Asp Val Thr Ala Val 


Pro Met 




370 








375 380 




Ser 


Pro 


Ser 


Ser 


His 


Ser Pro Glu Gly Arg Pro Pro Pro Leu 


Leu Pro 


385 










390 395 


400 


Gly 


Gly 


Pro 


Val 


Cys 


Lys Ala Ala Ala Ser Ala Pro Ser Ser 


Leu Leu 
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405 




410 




415 




ASD 


Gin 


Pro 


Cys 


Leu 


Cys 


Pro Ala Pro Ser Val Arg 


Thr Ala 


Val 


Ala 








420 






425 


430 






Leu 

1>J V* V* 


Thr 


Thr 


Pro 


Asp 


He 


Thr Leu Val Leu Pro Pro 


Asp Val 


He 


Gin 






435 








440 


445 






Gin 


Glu 


Ala 


Ser 


Ala 


Leu 


Arg Glu Glu Thr Glu Ala 


Trp Ala Arg 


Pro 




450 










455 460 








His 


Glu 


Ser 


Leu 


Ala Arg 


Glu Glu Ala Leu Thr Ala 


Leu Gly Lys 


Leu 


465 










470 


475 






480 


Lieu 


Tvr 
* j * 


Leu 

4J V \A 


Leu 


Asp Gly 


Met Leu Asd Glv Gin Val 


Asn Ser Gly 


He 










485 




490 




495 




Ala 


Ala 

AX C* 


Thr 


Pro 


Ala 


Ser 


Ala Ala Ala Ala Thr Leu 


Asp Val Ala 


Val 








500 






505 


510 










Glv 


Leu 

W W4 


Ser 


His 


Glv Ala Gin Ara Leu Leu 


Cys Val 


Ala 


Leu 






515 








520 


525 






Glv 


Gin 






Arg 


Pro 


Pro Asd Leu Ala His Asd 


Gly Arg 


Ser 


Leu 




530 

J V 










535 540 








lip 




A<;n 


lie 


Arg 


Gly 


Lvs Glu Ala Ala Ala Leu 


Ser Met 


Phe 


His 


545 










550 


555 






560 






Thr 


Pro 


Leu 


Pro 


Val Met Thr Glv Glv Phe 


Leu Ser 


Cys 


He 










565 




570 




575 




Leu 


Gly 


Leu 


Val 


Leu 


Pro 


Leu Ala Tyr Gly Phe Gin 


Pro Asp 


Leu 


val 








580 






585 


590 






Leu 


Val 


Ala 


Leu 


Gly Pro 


Gly His Gly Leu Gin Gly 


Pro His 


Ala 


Ala 






595 








600 


605 






Leu 


Leu 


Ala 


Ala 


Met 


Leu 


Arg Gly Leu Ala Gly Gly 


Arg Val 


Leu 


Ala 




610 










615 620 








Leu 


Leu 


Glu 


Glu 


Val 


Ser 


Trp Ala Gly Trp Arg Cys 


Cys Gly Val 


Gly 


625 










630 


635 






640 


Arg 


Gly 


Glu 


Gly 


Pro 


Val 


Thr Ala Ser Val Phe Ala 


Pro Gly 


Pro 


Glu 










645 




650 




655 




Leu 


His 


Thr 


Pro 


Ala 


Ser 


Arg Asp Pro Gly Pro Gly 


Ala Glu 


Trp 


Arg 








660 






665 


670 






Gly 


Thr 


Ser 

















675 

<210> 5015 

<211> 1360 

c212> DNA 

<213> Homo sapiens 

c400> 5015 

atgagcgcgc cctggaggcg agccaggccc gtcaccacct cccagcggcc ccgcccctcc 
60 

ccgcaggtcc ctcccctctc cgcaggcccc gccgccgccg ccatctttgt tgggggcagc 
120 

caggcctggc tcgagatgcc gaagtcgtgc gcggcccggc agtgctgcaa ccgctacagc 
180 

agccgcagga agcagctcac cttccaccgg tttccgttca gccgcccgga gctgctgaag 
240 

gaatgggtgc tgaacatcgg ccggggcaac ttcaagccca agcagcacac ggtcatctgc 
300 

tccgagcact tccggccaga gtgcttcagc gcctttggaa accgcaagaa cctaaagcac 
360 
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aatgccgtgc ccacggtgtt cgcctttcag gaccccacac agcaggtgag ggagaacaca 
420 

gaccctgcca gtgagagagg aaatgccagc tcttctcaga aagaaaaggt cctccctgag 
480 

gcgggggccg gagaggacag tcctgggaga aacatggaca ctgcacttga agagcttcag 
540 

ttgcccccaa atgccgaagg ccacgtaaaa caggtctcgc cacggaggcc gcaagcaaca 
600 

gaggctgttg gccggccgac tggccctgca ggcctgagaa ggacccccaa caagcagcca 
660 

tctgatcaca gctatgccct tttggactta gattccctga agaaaaaact cttcctcact 
720 

ctgaaggaaa atgaaaagct ccggaagcgc ttgcaggccc agaggctggt gatgcgaagg 
780 

atgtccagcc gcctccgtgc ttgcaaaggg caccggggac tccaggccag acttgggcca 
840 

gagcagcaga gctgagcccc acaggctccg gacgcagagg tggcagtggc accagggccg 
900 

gcagagcttt ggagctctgg ctgtggacat ttttgtctgc tgtggacact gagaaagttg 
960 

gccatgaggc ctgcttggcc ggggatcgag acagtagcca agctccccgg cgagagcccc 
1020 

aatgccgtct gggggacgtt tagaggcgtg gcactaggag tgcacatctg tgagcatgac 
1080 

aagcttatcc tcccatggta acagaagtcc aggctgaggc tgattctgga cgctgtcctt 
1140 

tcagcacacg cagagcaaag atcgttggaa gccccagtgt gggagatgct cctcagggag 
1200 

gaagccatgt gagggggctg gctctgtggc gggtgagtgg tcccctcctc catcagcctg 
1260 

gacagccgct cggggttcta aggagtgact cctgtcccgg cctggtgtga gtgggcagtg 
1320 

taataaagtg tctttctata cggaaaaaaa aaaaaaaaaa 
1360 



<210> 5016 
<211> 284 
<212> PRT 

<213> Homo sapiens 



<400> 5016 

Met Ser Ala Pro Trp Arg Arg Ala Arg Pro Val Thr Thr Ser Gin Arg 

1 5 10 15 

Pro Arg Pro Ser Pro Gin Val Pro Pro Leu Ser Ala Gly Pro Ala Ala 

20 25 30 

Ala Ala He Phe Val Gly Gly Ser Gin Ala Trp Leu Glu Met Pro Lys 

35 40 45 

Ser Cys Ala Ala Arg Gin Cys Cys Asn Arg Tyr Ser Ser Arg Arg Lys 

50 55 60 

Gin Leu Thr Phe His Arg Phe Pro Phe Ser Arg Pro Glu Leu Leu Lys 
65 70 75 80 

Glu Trp Val Leu Asn He Gly Arg Gly Asn Phe Lys Pro Lys Gin His 

85 90 95 

Thr Val He Cys Ser Glu His Phe Arg Pro Glu Cys Phe Ser Ala Phe 
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100 105 110 



Gly 


Asn ' Arg 


Lys 


Asn 


Leu 


Lys 


His 


Asn 


Ala 


Val 


Pro 


Thr 


Val 


Phe 


Ala 




115 










120 










125 


* 






Phe 


Gin Asp 


Pro 


Thr 


Gin 


Gin 


Val 


Arg 


Glu 


Asn 


Thr 


Asp 


Pro 


Ala 


Ser 




130 








135 










140 










Glu 


Arg Gly 


Asn 


Ala 


Ser 


Ser 


Ser 


Gin 


Lys 


Glu 


Lys 


Val 


Leu 


Pro 


Glu 


145 








150 










155 










160 


Ala 


Gly Ala 


Gly 


Glu 


Asp 


Ser 


Pro 


Gly 


Arg 


Asn 


Met 


Asp 


Thr 


Ala 


Leu 








165 










170 










175 




Glu 


Glu Leu 


Gin 


Leu 


Pro 


Pro 


Asn 


Ala 


Glu 


Gly 


His 


Val 


Lys 


Gin 


Val 






180 










185 










190 






Ser 


Pro Arg 


Arg 


Pro 


Gin 


Ala 


Thr 


Glu 


Ala 


Val 


Gly 


Arg 


Pro 


Thr 


Gly 




195 










200 










205 








Pro 


Ala Gly 


Leu 


Arg 


Arg 


Thr 


Pro 


Asn 


Lys 


Gin 


Pro 


Ser 


Asp 


His 


Ser 




210 








215 










220 










Tyr 


Ala Leu 


Leu 


Asp 


Leu 


Asp 


Ser 


Leu 


Lys 


Lys 


Lys 


Leu 


Phe 


Leu 


Thr 


225 








230 










235 










240 


Leu 


Lys Glu 


Asn 


Glu 


Lys 


Leu 


Arg 


Lys 


Arg 


Leu 


Gin 


Ala 


Gin 


Arg 


Leu 








245 










250 










255 




Val 


Met Arg 


Arg 


Met 


Ser 


Ser Arg 


Leu 


Arg 


Ala 


Cys 


Lys 


Gly 


His 


Arg 






260 










265 










270 






Gly 


Leu Gin 


Ala 


Arg 


Leu Gly 


Pro 


Glu 


Gin 


Gin 


Ser 











275 280 



<210> 5017 

<211> 785 

<212> DNA 

<213> Homo sapiens 

<400> 5017 

gggccctcag cctctgaggg cagagatgct gtcagtgccg caggtgcatc acatacttct 
60 

agcatcctct ccaccctgca ttccaaatgc tgcttgctgc ctgccctgcc ctccgatgca 
120 

ggggtggggt ggggggcgga gggcccgccc agcatagctg cagtgtcaca aagccatggc 
180 

agaaggtcct agcggcgcca ccctgcccca gcctgaggag gagggagagg gaggaacaac 
240 

cctgggcaga cggggcctca gggacctgtg tccttccgcc tccagagctg cccagccacg 
300 

ggctctcagg gtgctggggc agccccaggt cccctcttga actcagctgg ggccaggggc 
360 

cctcagaatg aaggcaggca ccaggcagga gcagcatccc cctccttgac ggtgctggca 
420 

ggagggccgc gccatgctga ctgcttgaac ctctgctgac ctgacagtgc tggcgggagg 
480 

gccgcaccat gctgactgcc tgaatctctg ctgaggctgc ctgcctgccg ggcccagctc 
540 

agcgccctct ccactgcgaa tcagtggcga tcatgtgatt tctatttctg ccccacaggg 
600 

taagggacga gtcttctgga aggctctgcc atggacattt gtcctcgggc tcagaggccc 
660 

caccctgccc cacacctgcc cctaatcact gcagtgtcca gcccagtgtt gaacagattg 
720 
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tagcgttctg tctcattacg agcaaataaa tagactttca ttggaaaaaa aaaaaaaaaa 

780 

aaaaa 

785 

<210> 5018 

<211> 63 

<212> PRT 

<213> Homo sapiens 

<400> 5018 

Gly Pro Ser Ala Ser Glu Gly Arg Asp Ala Val Ser Ala Ala Gly Ala 

15 10 15 

Ser His Thr Ser Ser He Leu Ser Thr Leu His Ser Lys Cys Cys Leu 

20 25 30 

Leu Pro Ala Leu Pro Ser Asp Ala Gly Val Gly Trp Gly Ala Glu Gly 

35 40 45 

Pro Pro Ser He Ala Ala Val Ser Gin Ser His Gly Arg Arg Ser 
50 55 60 

<210> 5019 

<211> 2766 

<212> DNA 

<213> Homo sapiens 

<400> 5019 

nngctcgagt actggcgaag acgagaagaa gaggagcgtt ggagaatgga aatgagacgt 
60 

tatgaagagg acatgtactg gaggagaatg gaggaagaac aacatcattg ggatgatcgc 
120 

cgccgaatgc cagatggagg ttatcctcat ggtcctccag gcccattagg ccttctggga 
180 

gtccgaccag gcatgcctcc tcagcctcag gggcctgcac ccttacgtcg tcctgactca 
240 

tctgatgacc gttatgtaat gacaaaacat gccaccattt atccaactga agaggagtta 
300 

caggcagttc agaaaattgt ttctattact gaacgtgctt taaaactcgt ttcagacagt 
360 

ttgtctgaac atgagaagaa caagaacaaa gagggagatg ataagaaaga gggaggtaaa 
420 

gacagagctt tgaaaggagt tttgcgagtg ggagtatttg caaaaggatt acttctccga 
480 

ggagatagaa atgtcaacct tgttttgctg tgctcagaga aaccttcaaa gacattatta 
540 

agccgtattg cagaaaacct acccaaacag cttgctttta taagccctga gaagtatgac 
600 

ataaaatgtg ctgtatctga agcggcaata attttgaatt catgtgtgga acccaaaatg 
660 

caagtcacta tcacactgac atctccaatt attcgagaag agaacatgag ggaaggagat 
720 

gtaacctcgg gtatggtgaa agacccaccg gacgtcttgg acaggcaaaa atgccttgac 
780 

gctctggctg ctctacgcca cgctaagtgg ttccaggcta gagctaatgg tctgcagtcc 
840 
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tgtgtgatta 
900 

tttccaagct 
960 

cagagccctg 
1020 

aaaggtagtc 
1080 

atgactgacc 
1140 

gcattccgcc 
1200 

tttaacatcc 
1260 

gctgagggga 
1320 

cagtgttaaa 
1380 

ttgaaaaatt 
1440 

taaaaaatgt 
1500 

tccgactagg 
1560 

gttgccctag 
1620 

aatcttcact 
1680 

taatttagag 
1740 

atcctttacc 
1800 

agtttgtttt 
1860 

tcagaactga 
1920 

gtaattaaga 
1980 

ataaaagcta 
2040 

aataaaaatg 
2100 

acacgtagat 
2160 

atattttttt 
2220 

tattttcaaa 
2280 

tgacagttcc 
2340 

tgatcttctc 
2400 

ataaagtatt 
2460 



tcatacgcat 
gggctatgga 
gggatgcact 
ctggacttct 
agcagcgtga 
agatacacaa 
acaacaacag 
aaaaagacaa 
aaaacagatg 
tatcaagaat 
acagtgttag 
gggaaaacag 
cttccccccc 
gtatttaatg 
gttttgtttg 
ccttcttaat 
tctatatgtg 
atgtttctgc 
cagagttctg 
atatatacta 
catgacattc 
ctttgtacag 
cttgtgtata 
agaacttcat 
ttattggtgt 
cacacacccc 
actgataaaa 



tcttcgagac 
gttactagta 
gagaagagtt 
ggatccttgt 
agacatcaca 
agttctaggc 
gaaacgaaga 
aaaagattat 
cccatttgtt 
ttaaaggatt 
gtattatttg 
tagttccgat 
tatttttgtg 
caggatgtgt 
ctttttgaca 
attttacagc 
aaggattaca 
agatcttgtg 
ttaatctaat 
tatggtcttg 
ttgtttttaa 
ttgacttttt 
agtggaaagg 
cattgtacaa 
gtgtgagatt 
atcacccaga 
aattatctaa 



ctctgtcagc 
gagaaagcaa 
tttgaatgca 
gaaaaggatc 
tccagtgcac 
atggatccat 
agagatagtg 
gataactttt 
ggctgttttt 
tcatggaaga 
aatggaaaga 
tttttcccat 
tcttttatta 
gcttcagttg 
ctagttgtaa 
agtacgtttt 
acacaaaaag 
gcatttgtct 
caagtttgct 
caacagtttt 
tagactttta 
gacatagcaa 
gcatttttca 
ctaacaacag 
actctagcaa 
taatttacag 
ggaaaaaaac 



gagttccaac 
tcagcagtgc 
tttcttcagg 
cctttgatac 
agtttgcatt 
taccgcaaat 
atggagttga 
aaaaagtgtc 
cattcataat 
accaagtttt 
cacccaaaaa 
tatttttatt 
actagtgcat 
ctctgtgtat 
gttactttgt 
tttgtaacgt 
ttatcctgcc 
ctagtgtgat 
gttagttgtg 
aaagcctctg 
aaatcataat 
ggccaaaaat 
catataagtg 
taactagccc 
ctattacagt 
ttctgttaac 
agaaaattat 



ttggtctgat 
ttctagccct 
gattattctt 
cttggcaaca 
gagactcctt 
gagccaacgt 
tggatttgaa 
tgtaaatctt 
aatgtctaca 
tctatgatat 
aaaaatgtgc 
ttattttctg 
tgtcttatta 
tttgatattt 
tatagatggt 
gagactgcag 
attcgagtgc 
atataaaggt 
cattagcagt 
cataattgat 
tttaggttta 
aactttctga 
ggctaaccaa 
ttaattatgg 
ataacacaga 
agtgaggttg 
ttggtgtggc 
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catcttacct gcttatgtct cctacacaaa 
2520 

aattacatct tactgttgat atatgtatgc 
2580 

agcactacag tgaaatacac aaaaaatgaa 
2640 

ttagaattga caacataaac tacttttgct 
2700 

attcaaattt aaaaaaaaaa aaaaaaaaaa 

2760 

aaaaaa 

2766 



gctaaatatt ctagcagtga tgtaatgaaa 
tctggtacac agatgtcatt ttgttgtcac 
attcatataa tgacttaaat gtattatatg 
ttgaaatgat gtatgcttca gtaaaatcat 
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 



<210> 5020 

<211> 433 

<212> PRT 

<213> Homo sapiens 



xla°Leu"lu Tyr Trp Arg Arg Arg Glu Glu Glu Glu Arg Trp Arg Met 

5 10 
Glu Met Arg Arg Tyr Glu Glu Asp Met Tyr Trp Arg Arg Met Glu Glu 

20 25 30 

Glu Gin His His Trp Asp Asp Arg Arg Arg Met Pro Asp Gly Gly Tyr 

35 40 45 

Pro His Gly Pro Pro Gly Pro Leu Gly Leu Leu Gly Val Arg Pro Gly 

50 ss 60 

Met Pro Pro Gin Pro Gin Gly Pro Ala Pro Leu Arg Arg Pro Asp Ser 

65 ™ 75 I 

ser Asp Asp Arg Tyr Val Met Thr Lys His Ala Thr lie Tyr Pro Thr 

85 9° 95 

Glu Glu Glu Leu Gin Ala Val Gin Lys lie Val Ser lie Thr Glu Arg 

X00 1° 5 110 

Ala Leu Lys Leu Val Ser Asp Ser Leu Ser Glu His Glu Lys Asm Lys 

11S 120 1 2S 

Asn Lys Glu Gly Asp Asp Lys Lys Glu Gly Gly Lys Asp Arg Ala Leu 

135 140 

Lys Gly val Leu Arg Val Gly Val Phe Ala Lys Gly Leu Leu Leu Arg 
,45 150 155 160 

Glv Asp Arg Asn Val Asn Leu Val Leu Leu Cys Ser Glu Lys Pro Ser 

1 17 !70 175 



165 



Lys Thr Leu Leu Ser Arg lie Ala Glu Asn Leu Pro Lys Gin Leu Ala 

180 185 190 

Phe lie Ser Pro Glu Lys Tyr Asp lie Lys Cys Ala Val Ser Glu Ala 

195 200 205 

Ala He lie Leu Asn Ser Cys Val Glu Pro Lys Met Gin Val Thr He 

210 215 220 

Thr Leu Thr Ser Pro He He Arg Glu Glu Asn Met Arg Glu Gly Asp 
225 230 235 240 

Val Thr Ser Gly Met Val Lys Asp Pro Pro Asp Val Leu Asp Arg Gin 

245 250 255 

Lys Cys Leu Asp Ala Leu Ala Ala Leu Arg His Ala Lys Trp Phe Gin 

260 265 270 

Ala Arg Ala Asn Gly Leu Gin Ser Cys Val lie He He Arg He Leu 
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275 

Arg Asp Leu Cys 
290 

Ala Met Glu Leu 
305 

Gin Ser Pro Gly 

Gly lie lie Leu 

340 

Asp Pro Phe Asp 
355 

lie Thr Ser Ser 
370 

lie His Lys Val 
385 

Phe Asn lie His 

Asp Gly Phe Glu 

420 

Phe 



280 

Gin Arg Val Pro 
295 

Leu Val Glu Lys 
310 

Asp Ala Leu Arg 
325 

Lys Gly Ser Pro 

Thr Leu Ala Thr 

360 

Ala Gin Phe Ala 
375 

Leu Gly Met Asp 
390 

Asn Asn Arg Lys 
405 

Ala Glu Gly Lys 



Thr Trp Ser Asp 

300 

Ala He Ser Ser 
315 

Arg Val Phe Glu 
330 

Gly Leu Leu Asp 
345 

Met Thr Asp Gin 

Leu Arg Leu Leu 

380 

Pro Leu Pro Gin 
395 

Arg Arg Arg Asp 
410 

Lys Asp Lys Lys 
425 



285 

Phe Pro Ser Trp 

Ala Ser Ser Pro 

320 

Cys He Ser Ser 
335 

Pro Cys Glu Lys 
350 

Gin Arg Glu Asp 
365 

Ala Phe Arg Gin 
Met Ser Gin Arg 

400 

Ser Asp Gly Val 
415 

Asp Tyr Asp Asn 
430 



<210> 5021 
<211> 494 
<212> DNA 

<213> Homo sapiens 
<400> 5021 

ntcatgacag cctaccattg aatttacaat tctgatatta atgaaatatc tctataaagg 
60 

gttgaagtgt cttcctgcaa caattgccaa ggaacaaaat tgtcaattta ttaatgaaac 
120 

atgacgtgtg ttgaacaaga caagctgggt caagcatttg aagatgcttt tgaggttctg 
180 

aggcaacatt caactggaga tcttcagtac tcgccagatt acaaaaatta cctggcttta 
240 

atcaaccatc gtcctcatgt caaaggaaat tccagctgct atggagtgtt gcctacagag 
300 

gagcctgtct ataattggag aacggtaatt aacagtgctg cggacttcta ttttgaagga 
360 

aatattcatc aatctctgca gaacataact gaaaaccagc tggtacaacc cactattctc 
420 

cagcaaaagg ggggaaaagg caggaagaag cttagactgt ttgaatacct tcacgaatcc 
480 

ctgtgtaatc cgga 
4 94 

<210> 5022 
<211> 124 
<212> PRT 

<213> Homo sapiens 
<400> 5022 

Met Thr Cys Val Glu Gin Asp Lys Leu Gly Gin Ala Phe Glu Asp Ala 
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1 


5 




10 








15 




Phe Glu 


Val Leu Arg 


Gin His Ser 


Thr Gly Asp 


Leu 


Gin 


Tyr 


Ser 


Pro 




20 




25 






30 






Asp Tyr 


Lys Asn Tyr 


Leu Ala Leu 


He Asn His 


Arg 


Pro 


His 


Val 


Lys 


35 


40 






45 








Gly Asn 


Ser Ser Cys 


Tyr Gly Val 


Leu Pro Thr 


Glu 


Glu 


Pro 


Val 


Tyr 


50 




55 




60 










Asn Trp Arg Thr Val 


He Asn Ser 


Ala Ala Asp 


Phe 


Tyr 


Phe 


Glu 


Gly 


65 




70 


75 










80 


Asn lie 


His Gin Ser 


Leu Gin Asn 


He Thr Glu 


Asn 


Gin 


Leu 


Val 


Gin 




85 




90 








95 




Pro Thr 


He Leu Gin Gin Lys Gly 


Gly Lys Gly Arg Lys 


Lys 


Leu 


Arg 




100 




105 






110 






Leu Phe 


Glu Tyr Leu 


His Glu Ser 


Leu Cys Asn 


Pro 











115 120 



<210> 5023 

<211> 3482 

<212> DNA 

<213> Homo sapiens 

<400> 5023 

gggccgccgc agaggcccgg ccgcagcgca gggaagcctg ggggccagag gtcgccgctg 
60 

ccgccatgcc gctgctcttc ctcgagcgct tcccctggcc cagcctccgc acctacacgg 
120 

gcctcagcgg cctggccctg ctgggcacca tcatcagcgc ctaccgcgcg ctcagccagc 
180 

ccgaggccgg ccccggcgag ccggaccagc taacggcctc gctgcagcct gagccgccgg 
240 

cgcccgcccg gccgagcgcc gggggacccc gggcccgcga tgtggcccag tacctgctct 
300 

cagacagcct cttcgtgtgg gttctagtaa ataccgcttg ctgtgttttg atgttggtgg 
360 

ctaagctcat ccagtgtatt gtgtttggcc ctcttcgagt gagtgagaga cagcatctca 
420 

aagacaaatt ttggaatttt attttctaca agttcatttt catctttggt gtgctgaatg 
480 

tccagacagt ggaagaggtg gtcatgtggt gcctctggtt tgccggactt gtctttctgc 
540 

acctgatggt tcagctctgc aaggatcgat ttgaatatct ttccttctcg cccaccacgc 
600 

cgatgagcag ccacggtcga gtcctgtccc tgttggttgc catgctgctt tcctgctgtg 
660 

gactggcggc cgtctgctcc atcaccggct acacccacgg aatgcacacc ttggctttca 
720 

tggctgcaga gtctcttctt gtgacagtga ggactgctca tgtgatttta cgatacgtaa 
780 

ttcacctctg ggacctcaac cacgaaggga cgtgggaagg aaaggggacg tatgtctatt 
840 

acacagactt tgtcatggag ctcactctcc tgtccctgga cctcatgcac catattcaca 
900 

tgttgttatt tggcaacatc tggttatcca tggccagcct ggtcatcttt atgcagctgc 
960 
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gttacctgtt 
1020 

ttggaaacat 
1080 

acgactgtgc 
1140 

ttttccacaa 
1200 

gaatgtctct 
1260 

tggatgagaa 
1320 

atcacttctt 
1380 

aagtgatgca 
1440 

caatggctca 
1500 

acctccagct 
1560 

aagtaccttt 
1620 

aaaggccaag 
1680 

tggacctcag 
1740 

gtgaggtgga 
1800 

agcgcatgct 
1860 

aacaaaagtt 
1920 

tctgaccccg 
1980 

agcagcagac 
2040 

actgactgga 
2100 

ttgccgctgt 
2160 

ctttgtaata 
2220 

gtaggtatga 
2280 

agtgagncag 
2340 

acaaatgcag 
2400 

gtgagcccgc 
2460 

aagcatgtag 
2520 

atcttggaaa 
2580 



tcatgaggtg 
ggaggccagg 
catctgttgg 
ctcctgtctt 
taatattgcc 
tttggttcct 
ccatttcgat 
caccaccaac 
tcagattcaa 
gacacgctca 
tcctacacag 
cagtgaccag 
tcctcgcctg 
agacttcgag 
ggntgcagcg 
ctgaagatga 
tgaccctgcg 
ctcctagcgc 
ggaggcctgt 
ataaagcatg 
ctttcaatgt 
tctcttctgg 
tcgcctgcct 
gtgtcctgag 
ccccacgtcg 
actgtgccag 
aggaactctt 



caacgtcgaa 
tttgcagttg 
gactccatgc 
cgttcctggc 
gacaataatc 
gtagcagcag 
gggtctcgga 
attcttggca 
gagatgtttc 
gttgaaataa 
cggtcagata 
gaagagggag 
gaggagacgc 
gctcgtggga 
taaggacgaa 
tgcggcctca 
tcgaaggatg 
tcccttgcct 
cccaattctg 
tggtcttata 
gacatttctc 
tgttgactgg 
gcagcaggca 
caccacaccc 
tggggtaaca 
agccagaccc 
ggttcgatac 



ttcgtcggca 
caactccaga 
aggctgcgcg 
tagaacaaga 
gtgtcaggga 
ccgaagggag 
ttgcgagctg 
ttacgcaggc 
cccaggttcc 
caacagacaa 
gcatcagacc 
aaacttctgc 
tggacttcgg 
gccgcttctc 
ctcctccagc 
gagagcttcc 
ctggctgccg 
tcctcagctg 
ccgctccatg 
gtgtttggac 
ttccccttag 
actgcttggg 
gcttctactc 
agtgggaaga 
tctgttatca 
acgggctcat 
ctggagcaga 



caagaactat 
ggagctggct 
gaaactgccc 
cacctcctgt 
agaacatcaa 
acctcgctta 
gctgccgagt 
cagcaactcc 
ataccatctg 
tattttagaa 
tgcattgaac 
tcagaccgag 
cgaggtggaa 
caagtctgct 
aagctcgcaa 
tcccctcgga 
cccggaacgg 
cctcctgcgc 
gaaaagcggg 
agctgataaa 
aaacactgca 
gtgggggacg 
ctgcctcatg 
gtgtggggga 
aactgctgtc 
gcacccctga 

ggaggggaaa 



ctacgtgtgg 
gtcaacaatg 
tgtggacatc 
ccaacatgca 
ggagagaact 
aaccaacaca 
ttttcggttg 
cagctcaatg 
gtactgcagg 
ggacggattc 
agtcctgtgg 
cgtgtgccac 
gtggagccca 
gatgagagac 
acgtttcttg 
aggtgcgtcc 
aggcttcaga 
cctgtgcccg 
cttgactgca 
tttaatcctt 
aattttaact 
atcaggagga 
catacgtccc 
ggcgcacagt 
gttgttgtgg 
gcagcagggc 
gtccagggct 
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atagggtgtg atgaagtcac ccctttctgt cccactacat ctgggactga ctttccgagc 
2640 

ctccagtcca aagccggctt gatttccgtg aactctggtg ctcctgcatc tcatgagtgt 
2700 

gccccatggg tcccctcccc tctcagcatt tccttgtccc gtctggacct ggggagtggt 
2760 

taggcagcaa gctttggttt atggttttca ttcattggtg aagtaaatta ggcagtgcta 
2820 

aagcctgtgg gtttggtcct tgaacaagat gtgggccttg caagatggga gagtaaacct 
2880 

tgaagggctt tattaaagaa ataaaaaaga acttttgtat cttttatcct gggagcactg 
2940 

cgttttccta gctgtgttat tcctggttta attcagcaga gaaggtaagg tgtgaaccta 
3000 

cctgccttgg agagggccca ggtcccaaat ctcttcaaat tcttcacatg tttaacttta 
3060 

aggatttgaa ccatgaagtc ataggttaca gacctcagtt ttatgcccca ttggattact 
3120 

tttttttttt ttttttttta ctctttgaaa gctttgtttt gtggtagtcc ttttgggaag 
3180 

aatccagtat tatctacaat tattggcaaa gtttaaatgt attttacata acggaaagtt 
3240 

tttagaatgt tgaaaagtaa ttgaaaaagg tgataggtaa atttttaggc aaagataatt 
3300 

tatttcaata aatctttcaa aagccttacc ttgaaatgct gttagtaaat ttctgtgatt 
3360 

tttttttttt aatttgtttt gctgagagca tagctatttg tttttattgt aaaacaataa 
3420 

taataataaa aagcaaactc taaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 

3480 

aa 

3482 

<210> 5024 

<211> 323 

<212> PRT 

<213> Homo sapiens 



<400> 5024 



Met 


Arg 


Asp 


Ser Ala 


Cys Trp Xaa Gin Arg 


Lys 


Asp 


Glu 


Leu 


Leu 


Gin 


1 




5 


10 










15 




Gin 


Ala 


Arg 


Lys Arg 


Phe Leu Asn Lys Ser 


Ser 


GlU 


Asp 


Asp 


Ala 


Ala 








20 


25 








30 






Ser 


Glu 


Ser 


Phe Leu 


Pro Ser Glu Gly Ala 


Ser 


Ser 


ASp 


Pro 


Val 


Thr 






35 




40 






45 








Leu 


Arg 


Arg 


Arg Met 


Leu Ala Ala Ala Arg 


Asn Gly 


Gly 


Phe 


Arg 


Ser 




50 






55 




60 










Ser 


Arg 


Pro 


Pro Ser 


Ala Pro Leu Pro Ser 


Ser 


Ala 


Ala 


Ser 


Cys 


Ala 


65 






70 


75 










80 


Leu Cys 


Pro 


Thr Asp 


Trp Arg Arg Pro Val 


Pro 


He 


Leu 


Pro 


Leu 


His 








85 


90 










95 




Gly Lys 


Ala 


Gly Leu 


Thr Ala Leu Pro Leu 


Tyr Lys 


Ala 


Cys 


Gly 


Leu 








100 


105 








110 






He 


Val 


Phe 


Gly Gin 


Leu He Asn Leu lie 


Leu 

• 


Leu 


Cys 


Asn 


Thr 


Phe 
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120 




125 




Asn 


Vol 


1 fit 


trite 


Leu 


Phe 


Pro Leu Glu Thr Leu 


Gin 


He 


Leu Thr Val 




1 111 
J.JV 










135 


140 






vjiy 


riec 


lie 




Ser Gly Val Asp Trp Thr Ala 


Trp Gly Gly Gly Arg 


11 j 










150 


155 






160 

1 V V 


O A V 


vjiy 


uiy 


ser 


Glu 


Xaa 


Val Ala Cys Leu Gin 


Gin 

will 


Ala 

ni a 


Ala Cor - Thr" 
"■la i ni 










165 




170 






17 5 

1 (3 


riO 


Aia 


C A V" 

oer 


v.ys 


He 


Arg 


Pro Thr Asn Ala Gly 


Val 


Leu 


oci xnr inr 








i on 

lOU 






185 






JL7V 


rTO 


C a 


vjiy 


i_iys 


Ser 


Val 


Gly Glu Ala His Ser 


Val 


Ser 


Pro Pro Pro 














200 




205 




Arg 


Arg 


Caiy 


vai 


Thr 


Ser 


Val He Lys Leu Leu 


Ser 


Leu 


Leu Trp Lys 














215 


220 






His 


Val 


Asp 


Cys 


Ala 


Arg 


Ala Arg Pro Thr Gly 


Ser 


Cys 


Thr Pro Glu 


225 










230 


235 






240 


Gin 


Gin 


Gly 


He 


Leu 


Glu 


Lys Glu Leu Leu Val 


Arg 


Tyr 


Leu Glu Gin 










245 




250 






255 


Arg 


Arg 


Gly 


Lys 


Ser Arg Ala He Gly Cys Asp 


Glu 


Val 


Thr Pro Phe 








260 






265 






270 


Cys 


Pro 


Thr 


Thr 


Ser Gly Thr Asp Phe Pro Ser 


Leu 


Gin 


Ser Lys Ala 






275 








280 




285 




Gly 


Leu 


He 


Ser 


Val 


Asn 


Ser Gly Ala Pro Ala 


Ser 


His 


Glu Cys Ala 




290 










295 


300 






Pro 


Trp 


Val 


Pro 


Ser 


Pro 


Leu Ser lie Ser Leu 


Ser Arg 


Leu Asp Leu 


305 










310 


315 






320 


Gly 


Ser 


Gly 

















<210> 5025 
<211> 2596 
<212> DNA 

<213> Homo sapiens 
<400> 5025 

ngttgcatgt actgtatgtg gagcagtgta cagtgaagcg gaggcagagc ggctccgcga 
60 

gcttctctcc actttcccat agagaaaccc tgactggccg ctgagggcta gctacacaca 
120 

cgccctcacg cccggcgagc ccgcgaggtc actatcatat gacaaaggct ttgccgcagt 
180 

tcatcttcct ccctgtgtac tttccatttg ccttcctgga atectgetgg catcacagaa 
240 

gctggaagtt gtgatgttcc actgaaatca caatggaaag tctgacttga ctggtcacag 
300 

taatgaaagg cagtaataga aataaggatc attcagcaga aggagaaggg gttggaaaac 
360 

gaccaaaacg aaagtgtgct ttcagtggca tecatttget agcaaagaaa cttcttgatt 
420 

tttcagaaga ggaagaagag gaagacgaag aggaggatat tggataaggt tcaacttctt 
480 

gggggecgat ggectaagag caagagtgtg gtgaaactga agatggatga atcaccagag 
540 

cagcgagccc ggagaccaat gaatgcattt cttttatttt gcaaacgcca tcgctctctt 
600 
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gtacgtcagg 
660 

tgggccgttc 
720 

gatgcattta 
780 

aaatccccac 
840 

caagagactt 
900 

gaatggctga 
960 

ctcttggcac 
1020 

aattacgtca 
1080 

ctgatgcttc 
1140 

caaacacttc 
1200 

ttcaactggc 
1260 

taaaagcaaa 
1320 

aagaaattaa 
1380 

aatcggctaa 
1440 

tagatgacat 
1500 

aagaagatca 
1560 

taattagtga 
1620 

ttgaggatcc 
1680 

aaatggatcg 
1740 

cttcggaatc 
1800 

ggggcataga 
1860 

agggaagcat 
1920 

tgtcaaagga 
1980 

tttctgctag 
2040 

cccctatgga 
2100 

actgtcacag 
2160 

ctctttataa 
2220 



aacaccccag 
ttgatccaaa 
tgaaagcaaa 
acccactgtc 
gccaagcccc 
tcctactcaa 
accagaggta 
gaagtcacca 
tacaaagcag 
gcagttgggt 
agagatgtgc 
agaatccgat 
aatggagaaa 
ggaaaattta 
aatggctata 
caaatgtagt 
tgttcccagt 
cgcagcatta 
acatggaaat 
tgacattgag 
gaaacttgga 
tttggatgcc 
gaaatcctca 
caagaacatt 
agatgcacta 
aaaaatagaa 
aaccctggtg 



gcttgataac 
ggaaaagcag 
tcctggctac 
aatccacgaa 
aagaaagcaa 
atgggaggcc 
tcctctggca 
ttgtttcagt 
tgtcaaacat 
ggtgctgagc 
ctggcatcag 
ggtggaagaa 
acagatgaaa 
agagattcta 
aaaatggaag 
cattttcctg 
agaaaggatc 
aacaagccag 
gataaatcca 
agcgtcatat 
gatacccctc 
aagccaccaa 
gacaccacca 
tctggtgaga 
ccacccagcc 
acttgtggtt 
tctgagggca 



cgaggtgcta 
aaatacacag 
aaatggtgtc 
agaaactttg 
agactgaaga 
tgagtatgct 
catgcaggcc 
ttgccgagat 
ctgccttgtt 
ctgtaaaacg 
aagggatgaa 
ttaaagaatt 
ctaggttaca 
aggaattgag 
atcccaaaga 
atttttctta 
atatgtgcca 
aaaagctaaa 
cacccaagaa 
ataccattga 
gcaagaaggt 
agaaaaaagt 
aagagtcaag 
caccagaggg 
tatcaggaca 
ccaggaaatc 
tgctcacctc 



ccaagatact 
acatggccaa 
ctaccacaaa 
ggccttccca 
aatgcctcag 
gctgttagct 
tgatgtttca 
atcttcaagt 
tcagtttgca 
ctgtggaaag 
aatggaagaa 
agagaaggga 
gaaggaagca 
aaattttgag 
aattagaaag 
ttctgccagt 
tcctcatgga 
aaagaaaaag 
gacttgcaaa 
agccgtcgca 
ccgcacatcc 
gaaatcaaga 
acctccagat 
tataaaagca 
ggccaagcct 
cgagaggtct 
tctgcgagct 



agctgattgg 
ggagtataag 
caagcctgtg 
tctgactctt 
cttaactttg 
ggagaacatg 
gaatctcctg 
acgtcccact 
gagatttctt 
tctgcactct 
tcaaagctaa 
aaggaagaaa 
gaatttgaaa 
gcattgcaaa 
gaagagttag 
agcaagataa 
attatgatca 
aagaaaagca 
aagaggcagt 
aaaggagact 
tcaagtggca 
gagaagaaaa 
ttcattagta 
gaaccattga 
gaggacagtg 
tgcaaaggtg 
aatgttgaca 
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gaggaaaacg aagctcagga aaaggaaact cctctgatca tgaagggtgt tggaatgaag 
2280 

aaagctggac atttagtcag agtgggacca gtgggagcaa gaagttcaag aagacaaagc 
2340 

caaaagaaga ctgtctcctt ggctccgcaa agctggatga agaatttgaa aaaaaattca 
2400 

acagcctccc tcaatatagt cctgttacat ttgaccggaa atgtgtacct gtcccaagaa 
2460 

aaaagaagaa gactggaaat gtgtcctcag aaccgactaa aaccagcaaa ggtcctttcc 
2520 

agtctcagaa aaagaactta ttccacaaaa ttgtcagcaa atataagcac aaaaaggaga 
2580 

agcccaatgt tccgga 
2596 

<210> 5026 

<211> 136 

<212> PRT 

<213> Homo sapiens 

<400> 5026 



Met 


ASp 


Glu 


Ser 


Pro Glu Gin 


Arg Ala Arg Arg Pro 


Met 


Asn 


Ala 


Phe 


1 






5 


10 






15 




Leu 


Leu 


Phe 


Cys 


Lys Arg His 


Arg Ser Leu Val Arg 


Gin 


Glu 


His 


Pro 








20 




25 




30 






Arg 


Leu 


Asp 


Asn 


Arg Gly Ala 


Thr Lys He Leu Ala 


Asp 


Trp 


Trp 


Ala 






35 






40 


45 








Val 


Leu 


Asp 


Pro 


Lys Glu Lys Gin Lys Tyr Thr Asp 


Met 


Ala 


Lys 


Glu 




50 






55 


60 










Tyr 


Lys 


Asp 


Ala 


Phe Met Lys 


Ala Asn Pro Gly Tyr 


Lys 


Trp 


Cys 


Pro 


65 






70 


75 








80 


Thr 


Thr 


Asn 


Lys 


Pro Val Lys 


Ser Pro His Pro Leu 


Ser 


He 


His 


Glu 










85 


90 






95 




Arg 


Asn 


Phe 


Gly 


Pro Ser His 


Leu Thr Leu Gin Glu 


Thr 


Cys 


Gin 


Ala 






100 




105 




110 






Pro 


Arg 


Lys 


Gin 


Arg Leu Lys 


Lys Cys Leu Ser Leu 


Thr 


Leu 


Glu 


Trp 






115 






120 


125 








Leu 


He 


Leu 


Leu 


Lys Trp Glu 


Ala 











130 135 



<210> 5027 

<211> 359 

<212> DNA 

<213> Homo sapiens 

<400> 5027 

ngcggaggcg gggcaggcgc cctgggcgca aggcacggag gcaagggcca gggccagcag 
60 

cagcgggcgc agcggggaca tggtggcagt gcgggcaaga cgcacaagtt ctctgccggc 
120 

acctacccgc gcctggagga gtaccgccgg ggcatcttag gagactggtc caacgctatc 
180 

tccgcgctct actgcaggtg cagctgatgc attgctggtc tctcatctgc agcttccaca 
240 
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gagtgccaag cccctcactc agcccatccc tgggctctgc tccggggccc caagacccag 
300 

gaggaggagc gttctgcctg ccccctccca cctcccctgc aatacagcct ttgtgcggn 
359 

<210> 5028 

<211> 68 

<212> PRT 

<213> Homo sapiens 

<400> 5028 

Xaa Gly Gly Gly Ala Gly Ala Leu Gly Ala Arg His Gly Gly Lys Gly 

! 5 10 15 

Gin Gly Gin Gin Gin Arg Ala Gin Arg Gly His Gly Gly Ser Ala Gly 

20 25 30 

Lys Thr His Lys Phe Ser Ala Gly Thr Tyr Pro Arg Leu Glu Glu Tyr 

35 40 45 

Arg Arg Gly He Leu Gly Asp Trp Ser Asn Ala He Ser Ala Leu Tyr 

50 55 60 

Cys Arg Cys Ser 
65 

<210> 5029 

<211> 1440 

<212> DNA 

<213> Homo sapiens 

<400> 5029 

nnacttttta tatcagtacg agctttataa ttcttctttt gttaagttca ttactactaa 
60 

tggttaaatt gtcctacaat taaatgatgg caagcccttc aaactggctt ttatttttta 
120 

ttcatgtgtg ctgatatttt tggatcattt gtttactcgt tttttgagtt tacctgattt 
180 

tttttttctc tcaggtaata ggaaatgaat gatgatggaa aagtcaatgc tagctctgag 
240 

gggtacttta ttttagttgg attttctaat tggccttatc tggaagtagt tctctttgtg 
300 

gttattttga tcttctgctt gatgacactg ataggaaacc tgttcatcat catcctgacg 
360 

tacctggact cccatctcca tactcccttg tatttcttcc tttcaaatct ctcatttctg 
420 

gatctctgct acaccaccag ctctatccct cagttgctgg tcagtctctg gggtgtggaa 
480 

aagaccattt cttatgctgg ttgcatggtt caactttact tttttctcac actgggaacc 
540 

acagagtgtg tcctactggt ggtgatgtcc tatgaccgtt atgcagctgt gtgtagacct 
600 

ttgcattaca ctgtcctcat gcactctcgt ttctgccact tgttggctgt ggcttcttgg 
660 

gtaagtggtt ttacaaaccc agcacttcat tcctccttca ccttctgggt acctctgtgt 
720 

ggacaccgcc aaatagatca ctttttctgt gaagttccgg cacttttatg attatcattt 
780 
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gtcaataccc gtgaaaataa actgaccctc atgatcacaa gctccatttt tgttctgcta 
840 

cttctcaccc tcattttcac ttcctatggt gctattgccc aggctgtact gaggatgcag 
900 

tcaaccactg ggcttcagaa agtatttgga acatgtggag ctcatcatat ggttgtatct 
960 

ctctttttca ttccggccat gtgcatgtat ctccagccac catcagggaa ttctcaagat 
1020 

caaggcaagt tcattgctct cttttatact gttgttacac ctagtcttaa ccctctaatc 
1080 

tacaccctca gaaacaaaga tgtaagaggg gtagtgaaga gactaagggg gtgggagtga 
1140 

gcctgtgttt gtgtgatatt aacaatataa tggagtcttt cctcacaatg attcatccat 
1200 

ctgttcattt atcaaccatt cttttattca ctcactctgt tagcacttgc tgagcatgta 
1260 

ctctaacaaa gtcgtggaga tcctggtaac aggtaggaat aaaacacatt cagcttaaat 
1320 

accattcact tttggagaaa acagctgtgt aaaatcaaga taaaacatct atagtgatgt 
1380 

ttttccatgg cacaaaccta atgaatacaa gaaagacttt tcctgattaa aaataaggca 
1440 

<210> 5030 
<211> 188 
<212> PRT 

<213> Homo sapiens 
<400> 5030 



Met 


Asn Asp 


Asp 


Gly Lys 


Val 


Asn 


Ala 


Ser Ser Glu 


Gly Tyr 


Phe 


He 


1 








5 










10 






15 




Leu 


Val 


Gly 


Phe 


Ser Asn Trp 


Pro 


Tyr 


Leu Glu Val 


Val 


Leu 


Phe 


Val 








20 










25 






30 






Val 


He 


Leu 


He 


Phe 


Cys 


Leu 


Met 


Thr 


Leu He Gly 


Asn 


Leu 


Phe 


He 






35 










40 






45 








He 


lie 


Leu 


Thr 


Tyr 


Leu Asp 


Ser 


His 


Leu His Thr 


Pro 


Leu 


Tyr 


Phe 




50 










55 






60 










Phe 


Leu 


Ser 


Asn 


Leu 


Ser 


Phe 


Leu 


Asp 


Leu Cys Tyr 


Thr 


Thr 


Ser 


Ser 


65 










70 








75 








80 


He 


Pro 


Gin 


Leu 


Leu 


Val 


Ser 


Leu 


Trp 


Gly Val Glu 


Lys 


Thr 


He 


Ser 










85 










90 






95 




Tyr Ala Gly 


Cys 


Met 


Val 


Gin Leu Tyr 


Phe Phe Leu 


Thr 


Leu 


Gly 


Thr 








100 










105 






110 






Thr 


Glu 


Cys 


Val 


Leu 


Leu 


Val 


Val 


Met 


Ser Tyr Asp 


Arg Tyr 


Ala 


Ala 






115 










120 






125 








Val 


Cys 


Arg 


Pro 


Leu 


His 


Tyr 


Thr 


Val 


Leu Met His 


Ser 


Arg 


Phe 


Cys 




130 










135 






140 










His 


Leu 


Leu 


Ala 


Val 


Ala 


Ser 


Trp 


Val 


Ser Gly Phe 


Thr Asn 


Pro 


Ala 


145 










150 








155 








160 


Leu 


His 


Ser 


Ser 


Phe 


Thr 


Phe 


Trp 


Val 


Pro Leu Cys 


Gly His 


Arg 


Gin 










165 










170 






175 




He 


Asp 


His 


Phe 


Phe 


Cys 


Glu 


Val 


Pro 


Ala Leu Leu 











180 185 
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<210> 5031 

<211> 505 

<212> DNA 

<213> Homo sapiens 



<400> 5031 
tggcgcgcct 
60 

gaatggggtg 
120 

gagggccaag 
180 

ggtccttgcc 
240 

tctcccggga 
300 

tgaattcatg 
360 

aggaggggca 
420 

ggacataggg 
480 

ctatcaaata 
505 



tgacgagtga 
gaccgacgtt 
aggagggcgg 
cgggaggcgc 
gagagagaag 
gactatactt 
acccatgtct 
aatggtcaga 
tcagagcatg 



gccggggagc 
ccctgcagcg 
tggactggca 
cccacctaga 
agagaccccc 
caagtcagtg 
atcgttatca 
gaaaagacag 
ctcca 



catggacaac 
ttcagcaagg 
tgccctggag 
gaaacagccg 
aacccttagt 
tgggaaatat 
cagaggcgag 
aaaaaagaca 



tgtttggcgg 
ctggctctag 
cgtcccaaag 
gcagccggcc 
gcttccttca 
tattcatctg 
tcgaagctgc 
tcccttggtc 



ccgcagcgct 
aagtgctgga 
gctgcatggg 
cgcagcgcgt 
gaacaatggc 
tgccagagga 
acatgtgctt 
ctggaggcag 



<210> 5032 
<21l> 158 
<212> PRT 

<213> Homo sapiens 
<400> 5032 

Met Asp Asn Cys Leu Ala Ala Ala Ala Leu Asn Gly Val Asp Arg Arg 

15 10 15 

Ser Leu Gin Arg Ser Ala Arg Leu Ala Leu Glu Val Leu Glu Arg Ala 

20 25 30 

Lys Arg Arg Ala Val Asp Trp His Ala Leu Glu Arg Pro Lys Gly Cys 

35 40 45 

Met Gly Val Leu Ala Arg Glu Ala Pro His Leu Glu Lys Gin Pro Ala 

50 55 60 

Ala Gly Pro Gin Arg Val Leu Pro Gly Glu Arg Glu Glu Arg Pro Pro 
65 70 75 80 

Thr Leu Ser Ala Ser Phe Arg Thr Met Ala Glu Phe Met Asp Tyr Thr 

85 90 95 

Ser Ser Gin Cys Gly Lys Tyr Tyr Ser Ser Val Pro Glu Glu Gly Gly 

100 105 110 

Ala Thr His Val Tyr Arg Tyr His Arg Gly Glu Ser Lys Leu His Met 

115 120 125 

Cys Leu Asp lie Gly Asn Gly Gin Arg Lys Asp Arg Lys Lys Thr Ser 

130 135 140 

Leu Gly Pro Gly Gly Ser Tyr Gin lie Ser Glu His Ala Pro 
145 150 155 



<210> 5033 
<211> 2888 
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<212> DNA 

<213> Homo sapiens 

<400> 5033 

nnggatgagg acaaggagga cgacttccgg gctccgctgt acaagaacgt ggatgtgcga 
60 

ggtatccagg tccgcatgaa gtggtgtgcc acgtgccact tctaccgccc gccgcgctgc 
120 

tcccactgca gcgtctgtga caactgtgta gaggtgactg ggaagttccg cgggggtgtg 
180 

aaccctttca cccgaggctg ctgtgggaat gtggagcacg tgctgtgtag ccccctggcg 
240 

ccccggtacg tggtggagcc accccggctg ccgctcgcgg tgagtttgaa gccgcctttc 
300 

cttaggcctg aactcctgga ccgagctgca ccgctcaagg tcaagcttag tgacaacggg 
360 

ctgaaggctg gcctgggccg tagcaagtcc aagggcagcc tggaccggct ggatgagaag 
420 

ccactggact tggggccacc actgcccccc aagatagagg ctggcacgtt cagcagtgac 
480 

ctgcagaccc cgcgcccagg cagtgctgag agtgccctgt cggtgcagag gaccagcccc 
540 

ccgacacctg ccatgtacaa gtttaggccg gctttcccca cgggtcccaa ggtgcccttc 
600 

tgtggaccag gcgagcaggt tccaggccct gattccctga ccctggggga cgacaacatc 
660 

cgtagcctgg actttgtgtc cgagccgagc ctggacctcc ctgactatgg gccagggggc 
720 

ctgcatgcag cctacccgcc atccccaccg ctcagcgcct ctgatgcctt ctcgggcgct 
780 

ttgcgctccc tgagcctcaa ggcctcgagc cggcggggcg gggatcatgt ggccctgcag 
840 

cccctgcgct ctgagggggg gccccccacg ccccaccgta gcatttttgc cccccatgca 
900 

ctgcccaacc gcaacggcag cctgtcctat gacagcctgc tcaatcctgg ctcgcctggt 
960 

ggccacgcct gccctgccca cccagcagtt ggcgtggccg gataccactc accctacctg 
1020 

catcctgggg caacgggcga cccgccacgg cccctacccc gcagcttcag ccccgtgctg 
1080 

ggcccccgcc cccgggagcc ctcgcctgtg cgctacgaca acctgtccag gaccatcatg 
1140 

gcatccatcc aggagcgcaa ggacagggag gagcgtgagc gcctgctgcg ctcccaggcc 
1200 

gactcactct tcggcgactc aggcgtctat gacgctccca gctcctacag cctgcagcag 
1260 

gccagtgtgc tgtccgaggg cccccgaggt cccgcgctgc gctatggctc cagagacgac 
' 1320 

cttgtggctg ggcccggctt cggtggcgcc cgcaaccctg ccctgcagac gtcactgtcc 
1380 

tcgctgtcca gctccgtgag ccgtgcaccg cggacgtcgt cctcctccct gcaggctgat 
1440 

caggccagca gcaacgcccc cggggccccg gcccagcagt ggctcacaca ggtcacctgc 
1500 
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acgccagggc ctgccctccc cgcccggcac 
1560 

agctgtcgcc ttcatccaca cggacctccc 
1620 

ggaccaccct cagctgaaga ctcccccaag 
1680 

ccggctggga cctgccaccg gccccccagg 
1740 

ggttaagaag gtgtccggcg tgggtgggac 
1800 

tgccacacat ccgccatggt gccacgggga 
1860 

accaacttct ctgccccagg gacccgaggc 
1920 

gagagagtgc cacgcctcca cagcttgccc 
1980 

gcccatgggg aagtcggctc actgggacaa 
2040 

gtcccatggc tggggcagtg agggggccca 
2100 

caggcttggc ccactgccat cacccagcac 
2160 

gtccccttac ggacaggtcc cagagatgga 
2220 

tgacacagcc tgtgggctcc cggaccgagt 
2280 

gttgcctttc acggaccccg ctggaagctt 
2340 

ggcctgctct gggtggtggt ggataggtgg 
2400 

gggcccggcc ccatgtgtcc cgtgtctgtg 
2460 

cagtgctccg gccgccgctg tcccCttcat 
2520 

tgggaggcga cgggggggca ggcgggagca 
2580 

ggtgacaccc agagccccct ccccagccct 
2640 

accccaaggc atgccacgtc cgcagccccg 
2700 

gcacactggg gaggggtcag tgcttccctt 
2760 

cagcgtctgc ttgcgttgtg tctgttttat 
2820 

ttttattaaa aaaaagaaaa agaaaaaaaa 
2880 

aaaaaaaa 
2888 



tccccactca ccatcctacg cgggccccaa 
agagccaccg ccctcgctga ccgtgcagag 
taagcttaat gggcagtccc cgggcctggc 
gccctctgcc agccctacac ggcacacgct 
cacctacgag atctcggtgt gaggactgac 
ccaggacccc gcagcgcacc ccccctcccc 
caccccagcc tggtgtggac ccatcggcgg 
caagcgctct gcctgcccgt ccactcatct 
gggccactgg gctggtctgt gtctgggcct 
gtcagcctct ttggggcacc ctctctcagc 
cccagatcac cgccaggcca gcccccaatg 
cagaggcacc cagggccccc accgtccttc 
gtcccccgcc aggctactcc taactaacgc 
gtagcttggc aaggctgatg cttctgccct 
acagacggcc agccagccag ctgtggccgg 
tgctgtgctg ccgcgccgtg tctgatgtgt 
caaagcctta acctttgctt tatgctcttg 
ggcacggggg tgatgctgcc acagggggct 
caggccctcc ctgccaaact ggagaacccc 
gcctggctgc ggtgctcgcg ccgtgggaaa 
ggtgtcaggg acctgagagt aagcacatga 
gtttttatat ctacatctat atatctataa 
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 



<210> 5034 
<211> 550 
<212> PRT 

<213> Homo sapiens 
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<400> 5034 

Xaa Asp Glu Asp Lys Glu Asp Asp Phe Arg Ala Pro Leu Tyr Lys Asn 

15 10 15 

Val Asp Val Arg Gly He Gin Val Arg Met Lys Trp Cys Ala Thr Cys 

20 25 30 

His Phe Tyr Arg Pro Pro Arg Cys Ser His Cys Ser Val Cys Asp Asn 

35 40 45 

Cys Val Glu Val Thr Gly Lys Phe Arg Gly Gly Val Asn Pro Phe Thr 

50 55 60 

Arg Gly Cys Cys Gly Asn Val Glu His Val Leu Cys Ser Pro Leu Ala 
65 70 75 80 

Pro Arg Tyr Val Val Glu Pro Pro Arg Leu Pro Leu Ala Val Ser Leu 

85 90 95 

Lys Pro Pro Phe Leu Arg Pro Glu Leu Leu Asp Arg Ala Ala Pro Leu 

100 105 110 

Lys Val Lys Leu Ser Asp Asn Gly Leu Lys Ala Gly Leu Gly Arg Ser 

115 120 125 

Lys Ser Lys Gly Ser Leu Asp Arg Leu Asp Glu Lys Pro Leu Asp Leu 

130 135 140 

Gly Pro Pro Leu Pro Pro Lys He Glu Ala Gly Thr Phe Ser Ser Asp 
145 150 155 160 

Leu Gin Thr Pro Arg Pro Gly Ser Ala Glu Ser Ala Leu Ser Val Gin 

165 170 175 

Arg Thr Ser Pro Pro Thr Pro Ala Met Tyr Lys Phe Arg Pro Ala Phe 

180 185 190 

Pro Thr Gly Pro Lys Val Pro Phe Cys Gly Pro Gly Glu Gin Val Pro 

195 200 205 

Gly Pro Asp Ser Leu Thr Leu Gly Asp Asp Asn He Arg Ser Leu Asp 

210 215 220 

Phe Val Ser Glu Pro Ser Leu Asp Leu Pro Asp Tyr Gly Pro Gly Gly 
225 230 235 240 

Leu His Ala Ala Tyr Pro Pro Ser Pro Pro Leu Ser Ala Ser Asp Ala 

245 250 255 

Phe Ser Gly Ala Leu Arg Ser Leu Ser Leu Lys Ala Ser Ser Arg Arg 

260 265 270 

Gly Gly Asp His Val Ala Leu Gin Pro Leu Arg Ser Glu Gly Gly Pro 

275 280 285 

Pro Thr Pro His Arg Ser He Phe Ala Pro His Ala Leu Pro Asn Arg 

290 295 300 

Asn Gly Ser Leu Ser Tyr Asp Ser Leu Leu Asn Pro Gly Ser Pro Gly 
305 310 315 320 

Gly His Ala Cys Pro Ala His Pro Ala Val Gly Val Ala Gly Tyr His 

325 330 335 

Ser Pro Tyr Leu His Pro Gly Ala Thr Gly Asp Pro Pro Arg Pro Leu 

340 345 350 

Pro Arg Ser Phe Ser Pro Val Leu Gly Pro Arg Pro Arg Glu Pro Ser 

355 360 365 

Pro Val Arg Tyr Asp Asn Leu Ser Arg Thr He Met Ala Ser He Gin 

370 375 380 

Glu Arg Lys Asp Arg Glu Glu Arg Glu Arg Leu Leu Arg Ser Gin Ala 
385 390 395 400 

Asp Ser Leu Phe Gly Asp Ser Gly Val Tyr Asp Ala Pro Ser Ser Tyr 

405 410 415 

Ser Leu Gin Gin Ala Ser Val Leu Ser Glu Gly Pro Arg Gly Pro Ala 
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420 425 430 

Leu Arg Tyr Gly Ser Arg Asp Asp Leu Val Ala Gly Pro Gly Phe Gly 

435 440 445 

Gly Ala Arg Asn Pro Ala Leu Gin Thr Ser Leu Ser Ser Leu Ser Ser 

450 455 460 

Ser Val Ser Arg Ala Pro Arg Thr Ser Ser Ser Ser Leu Gin Ala Asp 
465 470 475 480 

Gin Ala Ser Ser Asn Ala Pro Gly Ala Pro Ala Gin Gin Trp Leu Thr 

485 490 495 

Gin Val Thr Cys Thr Pro Gly Pro Ala Leu Pro Ala Arg His Ser Pro 

500 505 510 

Leu Thr lie Leu Arg Gly Pro Gin Ser Cys Arg Leu His Pro His Gly 

515 520 525 

Pro Pro Arg Ala Thr Ala Leu Ala Asp Arg Ala Glu Gly Pro Pro Ser 

530 535 540 

Ala Glu Asp Ser Pro Lys 
545 550 

<210> 5035 

<211> 2002 

<212> DNA 

<213> Homo sapiens 



<400> 5035 

cggccgtgcg ggcacgccat ggacttcaac 
60 

ttcttcaccc gggcggtgca gttcacggag 
120 

cttgatgccc actttgaaaa ccttctggcc 
180 

aagatcttga ggcagacaga ggtgctgctg 
240 

ttcccgtatg agaagctgga caggaaggtc 
300 

gctcagtaca tggcagacgc ggccagtgag 
360 

ctgatcaagg tggcagaagc tgaaaagcaa 
420 

acggcctcca tcagcttcct cacacccttg 
480 

atctcgaagg agagtcggct cctccaaaac 
540 

aggctgaaga aggccaaggc tgcagaagcc 
600 

aaggccgagc aggagctccg cgtggcccag 
660 

cgtctcttgc tggagggaat cagtagcact 
720 

ttcgtcaagt ctcagacaac ctactacgca 
780 

aagcagctgg gcagctccca gggtgccata 
840 

cgcctcccac ccctgagcag cacctcaccc 
900 



atgaagaagc 


tggcgtcgga 


cgcgggcatc 


gagaaatttg gccaggctga 


gaagactgag 


cgggcagaca 


gcaccaagaa 


ctggacagag 


cagcccaacc 


ccagtgcccg 


agtggaggag 


ccctcaaggg 


tcaccaacgg 


ggagctgctg 


ctggggccga 


ccacccccta 


tgggaagaca 


ctgggagccg 


cggagaggga 


ttttatccac 


cgcaacttcc 


tggaggggga 


ctggaagacc 


cggcgtctgg 


acttggatgc 


ctgcaaagcg 


aaagccacgc 


tctggaatga 


tgaagtggac 


acagagtttg 


accggcaagc 


agaagtgacc 


cacgtgaacc 


acctgcgctg 


cctccacgag 


cagtgctacc 


gccacatgct 


ggacttgcag 


tcccggcacc 


ttcgtgggca 


ccacagagcc 


accactgctg 


cggccactat 


gcctgtggtg 
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ccctctgtgg ccagcctggc ccctccgggg 
960 

ccccctgcca gtgggacccg caaagctcgg 
1020 

agtgagctgg ccctgctggc tgatgagctc 
1080 

cctgactggc tcattggcga gagaggcaac 
1140 

gaactgctca gctaggcagg tgcccccatc 
1200 

atgggcgcag ccctgccact taacttgttt 
1260 

aattcacccc attctgtccc tgcccctagt 
1320 

tggctccacc cctcccccag ccctgcttct 
1380 

ctgcatcccc gagcacccca ccctccaggc 
1440 

agctgcactc agcacctagg ccagggtggg 
1500 

gtgcactcag cgagagccct gcctttcagt 
1560 

aggcacacag ggctctggca gcccctgggg 
1620 

tggccagggc tggtgttggg cccggagcag 
1680 

cctcacagct caagccaagt ccagcggccg 
1740 

tctggtgttt ttacttctgc ctgcgtttgc 
1600 

agcgcaaagc tcgggtgctc tatgactacg 
1860 

tggctgatga gctcatcact gtctacagcc 
1920 

gcgagagagg caacaagaag ggcaaggtcc 
1980 

caggtgcccc catccccccc gc 
2002 



gaggcctcgc tctgcctgga agaggtggcc 
gtgctctatg actacgaggc agccgacagc 
atcactgtct acagcctgcc tggcatggac 
aagaagggca aggtccctgt cacctacttg 
ccccccgcat tctggcctag gcaggagagg 
gttggtgaca cagttgttca gagtggggag 
cacctagctg tgagggtgcc tgaggctgaa 
gacctgtggc tctggagccc ctgcccctgc 
tccactaagg agggaggggc tgtctgcagc 
gccgccgcag atgggctcag gaagccccag 
tgccaaaagc tgcatcaggg gaatgcggca 
actgggcgct gcccctggga ggggagagcc 
catcttccgg tgctatcctc ccctcccacc 
cagtcttcac ctctccacac tcacttttta 
tctctagcca ataaaccgtc cttgtgtgcg 
aggcagccga cagcagtgag ctggccctgc 
tgcctggcat ggaccctgac tggctcattg 
ctgtcaccta cttggaactg ctcagctagg 



<210> 5036 

<211> 384 

<212> PRT 

<213> Homo sapiens 

<400> 5036 

Arg Pro Cys Gly His Ala Met Asp Phe Asn Met Lys Lys Leu Ala Ser 

15 10 15 

Asp Ala Gly lie Phe Phe Thr Arg Ala Val Gin Phe Thr Glu Glu Lys 

20 25 30 

Phe Gly Gin Ala Glu Lys Thr Glu Leu Asp Ala His Phe Glu Asn Leu 

35 40 45 

Leu Ala Arg Ala Asp Ser Thr Lys Asn Trp Thr Glu Lys lie Leu Arg 

50 55 60 

Gin Thr Glu Val Leu Leu Gin Pro Asn Pro Ser Ala Arg Val Glu Glu 
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65 70 75 80 

Phe Leu Tyr Glu Lys Leu Asp Arg Lys Val Pro Ser Arg Val Thr Asn 

85 90 95 

Gly Glu Leu Leu Ala Gin Tyr Met Ala Asp Ala Ala Ser Glu Leu Gly 

100 105 110 

Pro Thr Thr Pro Tyr Gly Lys Thr Leu lie Lys Val Ala Glu Ala Glu 

115 120 125 

Lys Gin Leu Gly Ala Ala Glu Arg Asp Phe lie His Thr Ala Ser lie 

130 135 140 

Ser Phe Leu Thr Pro Leu Arg Asn Phe Leu Glu Gly Asp Trp Lys Thr 
145 150 155 160 

lie Ser Lys Glu Ser Arg Leu Leu Gin Asn Arg Arg Leu Asp Leu Asp 

165 170 175 

Ala Cys Lys Ala Arg Leu Lys Lys Ala Lys Ala Ala Glu Ala Lys Ala 

180 185 190 

Thr Leu Trp Asn Asp Glu Val Asp Lys Ala Glu Gin Glu Leu Arg Val 

195 200 205 

Ala Gin Thr Glu Phe Asp Arg Gin Ala Glu Val Thr Arg Leu Leu Leu 

210 215 220 

Glu Gly lie Ser Ser Thr His Val Asn His Leu Arg Cys Leu His Glu 
225 230 235 240 

Phe Val Lys Ser Gin Thr Thr Tyr Tyr Ala Gin Cys Tyr Arg His Met 

245 250 255 

Leu Asp Leu Gin Lys Gin Leu Gly Ser Ser Gin Gly Ala He Ser Arg 

260 265 270 

His Leu Arg Gly His His Arg Ala Arg Leu Pro Pro Leu Ser Ser Thr 

275 280 285 

Ser Pro Thr Thr Ala Ala Ala Thr Met Pro Val Val Pro Ser Val Ala 

290 295 300 

Ser Leu Ala Pro Pro Gly Glu Ala Ser Leu Cys Leu Glu Glu Val Ala 
305 310 315 320 

Pro Pro Ala Ser Gly Thr Arg Lys Ala Arg Val Leu Tyr Asp Tyr Glu 

325 330 335 

Ala Ala Asp Ser Ser Glu Leu Ala Leu Leu Ala Asp Glu Leu He Thr 

340 345 350 

Val Tyr Ser Leu Pro Gly Met Asp Pro Asp Trp Leu He Gly Glu Arg 

355 360 365 

Gly Asn Lys Lys Gly Lys Val Pro Val Thr Tyr Leu Glu Leu Leu Ser 
370 375 380 

<210> 5037 

<211> 2102 

<212> DNA 

<213> Homo sapiens 

<400> 5037 

gcactgcagc ctgggcgaca gagcaaaact ccgtctcaac aacaacgaca acaaaaattc 
60 

agtcttcagg ttttctttag aaaacttgaa gatctggcca cagctggcat cctggcagcg 
120 

gtttgctgga gttgagggtc agccgtccct ctgcagggtg ggtcaccctc ctgttaacca 
180 

cgccctgccc cgccccgctt cctccctctc gtgcgtcatc aagcatttgc tgttgttttc 
240 



4215 



WO 00/58473 



PCT/USOO/08621 



ctcatagtag tgataagaga aaagtgaaat atctttgtct ccctgtctct gtcaaaagtg 



300 



ggaaaacgca agatagacca ggagggccgt gtgtttcaag aaaagtggga gagagcgtat 



360 



ttcttcgtgg aagtacagaa tattccaaca tgtctcatat gcaaacaaag catgtctgtg 



420 



tccaaagaat ataacctaag acgccactat caaaccaatc acagcaagca ttatgaccag 



480 



tatacggaaa gaatgcgtga cgagaagctt cacgagctga aaaaagggct caggaagtat 



540 



ctcttaggct catcagacac cgagtgtccc gagcaaaaac aagtgtttgc aaacccaagt 



600 



ccaacccaga "aatcccccgt gcagcctgta gaggacctag ctgggaactt atgggagaag 



660 



ttacgtgaaa aaatcaggtc ttttgtggca tattctatcg caatcgatga gatcacggat 



720 



ataaataata ccacccagtt ggccatattc atccgtggtg tcgatgagaa tttcgatgtg 



780 



tccgaagaac ttctggacac ggtgcccatg acgggtacaa aatctggcaa cgagatcttt 



840 

tcgcgtgttg agaagagcct gaaaaagttc tgtatcgact ggtcgaaatt agtaagcgtg 
900 

gcctccactg gcaccccagc gatggtggat gccaataacg ggcttgtcac aaaactgaag 
960 

tccagggtgg cgacgttctg caagggtgcg gaactgaagt ccatctgttg tataattcat 
1020 

ccggaatcac tctgtgctca gaagttgaag atggaccacg tcatggacgt ggtagtgaag 
1080 

tccgtgaact ggatatgctc ccggggactg aaccacagcg agttcacaac cttgctctat 
1140 

gagctggaca gccagtatgg tagcctcctg tactacacgg agattaagtg gctcagtcgc 
1200 

gggctcgtgc taaagagatt tttcgaatcc ttggaagaaa tcgactcctt catgtcatcc 
1260 

agagggaaac ccctgcctca actgagctcc atagattgga tccgagacct ggccttcttg 
1320 

gttgacatga cgatgcatct gaacgctttg aacatctctc tccaaggaca ctcccaaatc 
1380 

gtcacgcaga tgtatgacct gatccgggcg ttcctagcaa aactgtgcct ctgggagact 

1440 

catttgacga ggaataatct ggcccacttt cccaccctga aattggcttc cagaaatgaa 
1500 

agcgatggcc tgaactacat tcccaaaatc gcggaactca agaccgaatt ccagaaaagg 
1560 

ctgtctgatt tcaaactcta cgaaagcgaa ctgactctgt tcagctcccc gttctccacg 
1620 

aagatcgaca gtgtgcacga ggagctccag atggaggtta tcgacctgca atgcaacacg 
1680 

gtcctgaaga cgaaatacga caaggtggga ataccagaat tctacaagta cctctggggt 
1740 

agctacccga aatacaagca ccattgcgca aagattcttt ccatgttcgg gagcacctac 
1800 

atctgcgaac agctgttctc cattatgaaa ctgagcaaaa caaaatactg ctcccagtta 
1860 
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aaggattccc 
1920 

cagggcccta 
1980 

aatgaatttt 
2040 

gtggcgtgat 

2100 

ca 

2102 



agtgggattc 
tggtgggaaa 
tttttctttt 
ctcggcttac 



tgtactccac 
ggctggagtc 
ttgagatgga 
tgcaacttcc 



atcgcaacgt 
ttctagtccc 
gtcttgctct 
agctcctggg 



gatggagaga 
aagggattgg 
gtcgcccagg 
ttcgaacgat 



aaactcctgg 
gagatgacaa 
ttggagtgca 
tctcctgcct 



<210> 5038 

<211> 533 

<212> PRT 

<213> Homo sapiens 



<400> 5038 
Gly Lys Arg 
1 

Glu Arg Ala 

lie Cys Lys 
35 

His Tyr Gin 
50 

Met Arg Asp 
65 

Leu Leu Gly 

Ala Asn Pro 

Leu Ala Gly 
115 

Val Ala Tyr 

130 
Thr Gin Leu 
145 

Ser Glu Glu 

Asn Glu lie 

Asp Trp Ser 
195 

Val Asp Ala 
210 

Thr Phe Cys 
225 

Pro Glu Ser 

Val Val Val 

Ser Glu Phe 
275 

Leu Leu Tyr 



Lys lie 
5 

Tyr Phe 
20 

Gin Ser 

Thr Asn 

Glu Lys 

Ser Ser 

85 
Ser Pro 
100 

Asn Leu 

Ser lie 

Ala He 

Leu Leu 
165 
Phe Ser 
180 

Lys Leu 

Asn Asn 

Lys Gly 

Leu Cys 
245 
Lys Ser 
260 

Thr Thr 



Asp Gin Glu Gly 

Phe Val Glu Val 

25 

Met Ser Val Ser 
40 

His Ser Lys His 
55 

Leu His Glu Leu 
70 

Asp Thr Glu Cys 

Thr Gin Lys Ser 

105 

Trp Glu Lys Leu 
120 

Ala He Asp Glu 
135 

Phe He Arg Gly 
150 

Asp Thr Val Pro 

Arg Val Glu Lys 

185 

Val Ser Val Ala 
200 

Gly Leu Val Thr 
215 

Ala Glu Leu Lys 
230 

Ala Gin Lys Leu 



Val Asn Trp He 

265 

Leu Leu Tyr Glu 
280 

Tyr Thr Glu He Lys Trp 



Arg Val 
10 

Gin Asn 

Lys Glu 

Tyr Asp 

Lys Lys 
75 

Pro Glu 
90 

Pro Val 

Arg Glu 

He Thr 

Val Asp 
155 
Met Thr 
170 

Ser Leu 

Ser Thr 

Lys Leu 

Ser He 
235 
Lys Met 
250 

Cys Ser 
Leu Asp 
Leu Ser 



Phe Gin 

He Pro 

Tyr Asn 

45 
Gin Tyr 
60 

Gly Leu 

Gin Lys 

Gin Pro 

Lys He 
125 
Asp He 
140 

Glu Asn 

Gly Thr 

Lys Lys 

Gly Thr 
205 
Lys Ser 
220 

Cys Cys 

Asp His 

Arg Gly 

Ser Gin 
285 
Arg Gly 



Glu Lys Trp 
15 

Thr Cys Leu 
30 

Leu Arg Arg 

Thr Glu Arg 

Arg Lys Tyr 
80 

Gin Val Phe 
95 

Val Glu Asp 
110 

Arg Ser Phe 

Asn Asn Thr 

Phe Asp Val 
160 

Lys Ser Gly 

175 
Phe Cys He 
190 

Pro Ala Met 

Arg Val Ala 

He He His 
240 

Val Met Asp 

255 
Leu Asn His 
270 

Tyr Gly Ser 
Leu Val Leu 
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290 






Lys 


Arg 


Phe 


Phe 


305 








Arg 


Gly 


TjVS 

u y w 




Leu 


Ala 


Php 

tr JIG 










340 

■J ~w, \J 


Ser 


Leu 


Gin 


Glv 






355 

^0 *m *0 




Arg Ala 


Php 

IT lie 






370 






Asn 


Asn 


Leu 


Ala 


385 








Ser Asp 




T 01 1 
L/CU 


Phe 


Gin 


ijys 


hi y 










Leu 


Phe 


Ser 


Ser 






435 




Leu 


Gin 


Met 


Glu 




450 






Lys 


Tyr 


Asp 


Lys 


465 








Ser 


Tyr 


Pro 


Lys 


Gly Ser 


Thr 


Tyr 








500 


Lys 


Thr 


Lys 


Tyr 






515 




Leu 


His 


lie 


Ala 




530 







295 

Glu Ser Leu Glu 
310 

Leu Pro Gin Leu 
325 

Val Asp Met Thr 

His Ser Gin He 

360 

Ala Lys Leu Cys 
375 

His Phe Pro Thr 
390 

Asn Tyr He Pro 
405 

Leu Ser Asp Phe 

Pro Phe Ser Thr 

440 

Val He Asp Leu 
455 

Val Gly He Pro 
470 

Tyr Lys His His 
485 

He Cys Glu Gin 

Cys Ser Gin Leu 

520 

Thr 



300 

Glu He Asp Ser 
315 

Ser Ser He Asp 
330 

Met His Leu Asn 
345 

Val Thr Gin Met 

Leu Trp Glu Thr 

380 

Leu Lys Leu Ala 
395 

Lys He Ala Glu 
410 

Lys Leu Tyr Glu 
425 

Lys He Asp Ser 

Gin Cys Asn Thr 

460 

Glu Phe Tyr Lys 
475 

Cys Ala Lys He 
490 

Leu Phe Ser He 
SOS 

Lys Asp Ser Gin 



Phe Met Ser Ser 

320 

Trp He Arg Asp 
335 

Ala Leu Asn He 
350 

Tyr Asp Leu He 
365 

His Leu Thr Arg 

Ser Arg Asn Glu 

400 

Leu Lys Thr Glu 
415 

Ser Glu Leu Thr 
430 

Val His Glu Glu 
445 

Val Leu Lys Thr 

Tyr Leu Trp Gly 

480 

Leu Ser Met Phe 
495 

Met Lys Leu Ser 
510 

Trp Asp Ser Val 
525 



<210> 5039 
<211> 3059 
<212> DNA 

<213> Homo sapiens 



<400> 5039 
gggecatgea 
60 

gcggctaatg 
120 

cgcgcgcgga 
180 

ctgttctcca 
240 

ctctacttgg 
300 

gatatctttg 
360 

gageggegga 
420 

gccctgatct 
480 



gggegcagae 
ccctcacgct 
gcgacgccgg 
agctggtgct 
gatctggegg 
gcggcctggt 
cagtgcccat 
tcgagggcac 



cggctaaacc 
gtctacgctg 
gecagcaatg 
gaaactgccc 
ctggcgcttc 
cctcctgaag 
tttgtttgcc 
agatacccac 



ctgetgagae 
ctgcaaccgg 
ctgcttggag 
tggacccagg 
ateegggtet 
gtgaaggcaa 
tctaccgttc 
tggaccttcc 



ccggctccgt 
gccgcatctg 
cctctctggt 
tgggattctc 
tcatcaagac 
aggtgegaca 
ggcgccaccc 
gccagctgga 



gcgtccaggg 
gaeggggege 
gggggtgctg 
cctgttgttc 
catcaggcgc 
gtgcctgcag 
cgacaagacg 
tgagtactca 
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agcagtgtag ccaacttcct 
540 

ttcatggaga accgcaatga 
600 

gaggcagccc tcatcaacac 
660 

tcgcgcgcac gggcccttgt 
720 

gccagcccgg acccctcgct 
780 

cctccaagca cagaacacct 
840 

tgtcctgaca agggcttcac 
900 

ctgcccaagg ccgccatcgt 
960 

tatggattcc gcatgcggcc 
1020 

gcaggaaaca tcgtgggaat 
1080 

aagaagttct cagcctcccg 
1140 

cagtacattg gtgaactgtg 
1200 

cagcaccagg ttcgcatggc 
1260 

ccagccgctt ccacataccc 
1320 

ctgggcaact tcgacagcca 
1380 

gtgtacccca tccggttggt 
1440 

gacggcgtct gcattccctg 
1500 

cagaaagacc ccctgcgccg 
1560 

attgccaagg atgtcttcaa 
1620 

atggacgagc tgggctacct 
1680 

ggtgagaacg tgtccaccac 
1740 

gacgtggccg tgtatggtgt 
1800 

gtggccagcc ccactggcaa 
1860 

cttcccctgt atgcgcgccc 
1920 

acctacaagt tccagaagac 
1980 

acccgctgtt ctatctagat 
2040 

agccgcatcc aggcaggcaa 
2100 



gcaggcccgg ggcctggcct 
gttcgtgggc ctatggctgg 
caacctgcgg cgggatgctc 
ctttggcagc gaaatggcct 
cagcctcttc tgctctggct 
ggaccctctg ctgaaagatg 
agataaactg ttctacatct 
ggtgcacagc aggtattacc 
caacgacatc gtctatgact 
cggccagtgc ctgctgcatg 
gttctgggac gattgtatca 
ccgctacctc ctgaaccagc 
actaggcaat gcctccggca 
caggtggctg agttctacgg 
ggtgggggcc tgtggtttca 
acgtgtcaac gaggacacca 
ccagccaggt gagccgggcc 
cttcgatggc tacctcaacc 
gaagggggac caggcctacc 
gtacttccga gaccgcactg 
cgaggtggaa ggcacactca 
cgaggtgcca ggaaccgagg 
ctgtgacctg gagcgctttg 
catcttcctg cgcctcctgc 
agagctacgg aaggaggcct 
gcagaagggc cgctacgtcc 
ggagaagctg tgattccccc 



cgggcgatgt ggctgccatc 
gcatggccaa gctcggtgtg 
tgctccactg cctcaccacc 
cagccatctg tgaggtccat 
cctgggagcc cggtgcggtg 
ctcccaagca ccttcccagt 
acacatccgg caccacaggg 
gcatggctgc cctggtgtac 
gcctccccct ctaccactca 
gcatgacggt ggtgattcgg 
agtacaactg cacgattgtg 
caccgcggga ggcagaaaac 
gtccatctgg accaactttt 
ggccagagtg caactgtagc 
atagccgcat cctgtccttc 
tggagctgat ccgggggccc 
agctggtggg ccgcatcatc 
agggcgccaa caacaagaag 
ttactggtga tgtgctggtg 
gggacacgtt ccgctggaaa 
gccgcctgct ggacatggct 
gccgggccgg aatggctgct 
ctcaggtctt ggagaaggaa 
ctgagctgca caaaacagga 
ttgacccggc tattgtgaag 
cgctggacca agaggcctac 
catccctctg agggccggcg 
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gatgctggat ccggagcccc 
2160 

agcaagcagg gcctggcacc 
2220 

tgactcattg ccttcccaac 
2280 

cgtcttctgg gctgggcagg 
2340 

atgatgtctt gggtgagggt 
2400 

agggagctta taaatggaac 
2460 

gcagggacag tggtagcatc 
2520 

aagttcactg ggctccaccc 
2580 

tggcccctga tgccccatct 
2640 

tcacccatcc tcctccctgg 
2700 

ttgtgggtct gtgtcacctc 
2760 

gagcgggggc tcaggggcca 
2820 

acccaagccc accctgaccc 
2880 

gccaaccccc tggcccattg 
2940 

gtagcaggta agatgccgca 
3000 

catgtgaatc tggcaaggtg 
3059 



aggttccgcc ccagagcggt 
tccatcctga ggtgctgccc 
ccttccagag gctttctgtg 
ccctcgggtt cccaggctga 
agggagagga caaggggtca 
cagagcagaa gtccccagac 
catctggtgg ccaaagagaa 
ccacctccag gaggggagga 
acagcaggag gtcaggacca 
gtggctgcct gattatccct 
catctcagtc ttggcctggc 
ataaactctg ccttgagtcc 
cagaacccca cagccccact 
acccgcctca tctgttcatt 
gcccctgcct ccaatgtgct 
tttaacagtg tgggcttgaa 



cctggacaag gccagaccaa 
ctccatccaa aactgccaag 
aaagtctcat gtccaagttc 
gactgacggg ttttctcagg 
ccgagccctt cccagagagc 
tcaggaagtc aacagagtgg 
tcgtagcccc agagctgccc 
gaggacctga catctgaagg 
cgcccctggc ctctccccac 
caggcagggc ctctcagtcc 
tatgagggga ggaggaatgg 
tcctagcctg tgtgcaaacc 
gtggccgctt gatcccccac 
cacttatcta agctgagggt 
ggttcagccg gggcagtgcc 
agtccaaacc aaaaaaaaa 



<210> 5040 

<211> 616 

<212> PRT 

<213> Homo sapiens 



<400> 5040 
















Met Leu 


Leu 


Gly 


Ala 


Ser Leu Val Gly Val Leu Leu 


Phe 


Ser 


Lys 


Leu 


1 






5 


10 






15 




Val Leu 


Lys 


Leu 


Pro 


Trp Thr Gin Val Gly Phe Ser 


Leu 


Leu 


Phe 


Leu 






20 




25 




30 






Tyr Leu 


Gly 


Ser 


Gly Gly Trp Arg Phe lie Arg Val 


Phe 


He 


Lys 


Thr 




35 






40 


45 








lie Arg 


Arg 


Asp 


He 


Phe Gly Gly Leu Val Leu Leu Lys Val 


Lys Ala 


50 








55 60 










Lys Val 


Arg 


Gin 


Cys 


Leu Gin Glu Arg Arg Thr Val 


Pro 


He 


Leu 


Phe 


65 








70 75 








80 


Ala Ser 


Thr 


Val 


Arg 


Arg His Pro Asp Lys Thr Ala 


Leu 


He 


Phe 


Glu 








85 


90 






95 




Gly Thr 


Asp 


Thr 


His 


Trp Thr Phe Arg Gin Leu Asp 


Glu 


Tyr 


Ser 


Ser 






100 




105 




110 






Ser Val 


Ala 


Asn 


Phe 


Leu Gin Ala Arg Gly Leu Ala 


Ser Gly Asp Val 
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11C 
X X 3 










120 










125 








Kl a Ala 
Ala Ala 


Tip 

lie 


Phe 


Met 


Glu 


Asn 


Arcr 




Glu 


Phe 


Val 


Gly 


Leu 


Trp 


Leu 


130 










135 










140 










ijiy Met 


Ala 


Lys 


Leu 


Gly Val 


Glu 

U I u 


Ala 

rii. a 


Ala 


Leu 


He 


Asn 


Thr 


Asn 


Leu 


1*4 3 








150 










155 










160 


Aty Ary 


ASp 


Ala 


Leu 




His 


Cys 


T .01 i 

XJC Li 


Thr 


Thr 


Ser Arg 


Ala 


Arcr 


Ala 








165 










170 










175 




Leu vai 


pne 


Gly Ser 


Glu 


Met 


Ala 


Cot* 


Ala 
nxa 


Tie 
x x c 


v.yo 


Glu 


Val 


His 


Ala 






180 










185 

•X. O ~J 










190 






ser pro 


Asp 

173 


Pro 


Ser 


Leu 


Ser 


Leu 
200 


true 




Cor 

OCX. 


vji y 


Cay 
OCX 

4m V J 


1 xp 


Glu 




Giy Ala 


val 


Pro 


Pro 


Ser 


Thr 


Glu 


nl S 


T Alt 

Leu 


Asp 


pro 


T At t 


T .01 1 

XjC U 


uy a 


A an 












215 










L £ v 










Ala Pro 


Lys 


His 


Leu 


Pro 


Ser 


Cys 


pro 


TV f~* t% 

ASp 


T ^ / n 

i_iy S 


taiy 


pne 


1 iix 


A c r> 


T ,i/c 
xjy 0 


225 








230 










235 










240 


Leu Phe 


Tyr 


He 


Tyr 
245 


Thr 


Ser 


Gly 


i nr 


inr 

Z D u 


/^l 

L>iy 




Jtr XVVJ 


T t /e 

j_»ys 


Al a 
Ala 

2 55 
* 3 3 


Al a 
Ala 


lie Val 


Val 


His 


Ser 


Arg 


Tyr Tyr 


Arg 


Met 


A 1 4 

Aia 


Ala 

Aia 


Leu 


vai 


Tyr 


Tyr 






260 










"J-C 

4503 










mC 1 \J 






Gly Pne 


Arg 


Met 


Arg 


Pro 


Asn 


Asp 
280 


lie 


^ r — l 

vai 


Tyr 


ASp 


Lys 
285 


T AH 

Leu 


riO 


IjcU 


Tyr His 


Ser 


Ala Gly 


Asn 


He 


Val 


t»iy 


Tin 

lie 


v»iy 


uin 




T At 1 
LcU 


T At 1 
bell 


Ui <: 
nlS 


O O A 










295 










J u w 










Gly Met 


Thr 


Val 


Val 


He Arg 


Lys 


Lys 


pne 


O A V* 

oer 


Ala 

Aia 


C A "V" 


A i^n 

Arg 


pne 


Trp 


3 05 








310 










313 












Asp Asp 


Cys 


He 


Lys 


Tyr Asn Cys 


inr 


lie 


vai 


uin 


iyr 


Tie 

lie 


/~» i . . 

Vaiy 


m 1 « 

ulU 








325 










330 










335 




Leu Cys 


Arg 


Tyr 
340 


Leu 


Leu 


Asn 


Gin 


pro 

j ** j 


D y ^ 


Axy 


ulU 


Al a 
rix a 


UXU 

350 
\i 


Sen 


ulu 


HIS Gin 


vai 


Arg 


Met 


Ala 


Leu Gly 


Asn 


Ala 


C a v* 
Ocx 


Glv 


Cor 

w w A 


riu 


Cot" 


Glv 
ui y 




ICC 

J 3 3 










360 










365 








pro inr 


pne 


Pro 


Ala 


Ala 


Ser 


Thr 


iyr 


flvj 




Trn 


Leu 

W w 


ocx 


OCX 


Thr 

X 11X 


j / v 










375 










380 










uly rtO 


ulU 


Cys 


Asn 


Cys 


Ser 


Leu 




Zi q n 


lr lie 






Gin 

wX 41 


Val 

v a A. 


Glv 
<jxy 


185 

J O J 








390 










395 










400 


Ala Lyo 


\3iy 


Phe 


Asn 


Ser Arg 


He 


xjc u 


OCX 


tr 11C 


Val 


Tyr 


■TX V 


He 

X X C 










405 










410 










415 




Leu val 


Arg 


Val 


Asn 


Glu Asp Thr 


Mat- 
t iC L. 


Glu 


XJC u 


He 


Arg 


Glv 


Pro 

XT X w 








420 










425 










430 






y VaX 


Lys 
435 


He 


Pro 


Cys 


Gin 


Pro 
440 


Glv 
vaxy 






Gly 


Gin 
44S 


UC LI 


Val 


Glv 


Arg lie 


He 


Gin 


Lys 


Asp 


Pro 


Leu 


Arg 


Arg 


Phe 


ASp 


Gly 


Tyr 


Leu 


Asn 


450 










455 










460 










Gin Gly 


Ala 


Asn 


Asn 


Lys 


Lys 


He 


Ala 


Lys 


Asp 


Val 


Phe 


Lys 


Lys 


Gly 


465 








470 










475 










480 


Asp Gin 


Ala 


Tyr 


Leu 


Thr Gly Asp 


Val 


Leu 


Val 


Met 


Asp 


Glu 


Leu 


Gly 








485 










490 










495 




Tyr Leu 


Tyr 


Phe 


Arg 


Asp Arg 


Thr 


Gly 


Asp 


Thr 


Phe 


Arg 


Trp 


Lys 


Gly 






500 










505 










510 






Glu Asn 


Val 
515 


Ser 


Thr 


Thr 


Glu 


Val 
520 


Glu 


Gly 


Thr 


Leu 


Ser 
525 


Arg 


Leu 


Leu 


Asp Met 


Ala 


Asp Val 


Ala 


Val 


Tyr 


Gly 


Val 


Glu 


Val 


Pro 


Gly 


Thr 


Glu 


530 










535 










540 










Gly Arg 


Ala 


Gly Met 


Ala 


Ala 


Val 


Ala 


Ser 


Pro 


Thr 


Gly 


Asn 


Cys 


Asp 
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545 

Leu Glu Arg Phe 

Arg Pro lie Phe 

580 

Tyr Lys Phe Gin 
595 

He Val Lys Thr 
610 



550 

Ala Gin Val Leu 
565 

Leu Arg Leu Leu 

Lys Thr Glu Leu 

600 

Arg Cys Ser He 
615 



555 

Glu Lys Glu Leu 
570 

Pro Glu Leu His 
585 

Arg Lys Glu Ala 



560 

Pro Leu Tyr Ala 
575 

Lys Thr Gly Thr 
590 

Phe Asp Pro Ala 
605 



<210> 5041 

<211> 2461 

<212> DNA 

<213> Homo sapiens 



<400> 5041 
ctcgcgatag 
60 

ggaagccagg 
120 

gcctgggatc 
180 

cccgcctgcg 
240 

ggcagtggca 
300 

atggggaccg 
360 

cccgagtgcg 
420 

cgcggcctgg 
480 

ggcctggtgc 
540 

gaggagctgc 
600 

cactgcgcgc 
660 

gctgtgcaaa 
720 

gccaacgggt 
780 

cacgggctac 
840 

tatctctttg 
900 

cgcttctggc 
960 

ggcttcactg 
1020 

gccttcctgc 
1080 

tcggcaggat 
1140 



cgaccgggag 
cgcggggagc 
ccggagcctg 
ccccaggcag 
ggcaccacta 
cgcttgtgta 
agatcgagcg 
aacagaggtg 
acagcccaga 
aggcgctgtc 
ggctggccgc 
atgggcttgc 
tctgcgtgtt 
acaggatcct 
aggatgaccc 
ctttcctgcg 
tcaacctgcc 
acctgctgct 
ttgactcagc 



cagggcgcgg 
ctcccccttc 
cctaggttct 
gtcccaggcc 
gcgagggcgt 
ccatgaggac 
tcctgagcgc 
tctgcggttg 
gtatgtatcc 
cggacagttc 
aggggctgga 
cctggtgagg 
caacaacgtg 
cgtcgtggac 
cagcgtcctt 
agagtcagat 
ctggaaccag 
cccactggcc 
catcggggac 



ggcgggaccc 
gactgcagcc 
gtgcgctccc 
tccggctgct 
ttgggaaccc 
atgacggcca 
ctgaccgcag 
tcagcccgcg 
ctggtcaggg 
gacgccatct 
ctgcagctgg 
cctcccgggc 
gccatagcag 
tgggatgtgc 
tacttctcct 
gcagacgcag 
gttgggatgg 
tttgagcttg 
cctgaggggc 



aggtccgagg 
tcgctccgtg 
gcccaggccg 
cccggccgaa 
agggtgacca 
cccggctgct 
ccctggatcg 
aggcctcgga 
agacccaggt 
acttccaccc 
tggacgctgt 
accatggcca 
ctgcacatgc 
accatggcca 
ggcaccgcta 
tggggcgggg 
gaaacgctga 
accctgagct 
aaatgcaggc 



cgaggaagcc 
ccttctgcgc 
gtgcccgccg 
ggtggggaca 
cggcgcagcc 
ctgggacgac 
cctgcggcag 
agaggagctg 
cctaggcaag 
gagtaccttt 
gctcactgga 
gagggcggct 
caagcagaaa 
ggggatccag 
tgagcatggg 
acagggcctc 
ctacgtggct 
ggtgctggtc 
cacgccagag 
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tgcttcgccc acctcacaca gctgctgcag gtgctggccg gcggccgggt ctgtgccgtg 
1200 

ctggagggcg gctaccacct ggagtcactg gcggagtcag tgtgcatgac agtacagacg 
1260 

ctgctgggtg acccggcccc acccctgtca gggccaatgg cgccatgtca gaggtgcgag 
1320 

gggagtgccc tagagtccat ccagagtgcc cgtgctgccc aggccccgca ctggaagagc 
1380 

ctccagcagc aagatgtgac cgctgtgccg atgagcccca gcagccactc cccagagggg 
1440 

aggcctccac ctctgctgcc tgggggtcca gtgtgtaagg cagctgcatc tgcaccgagc 
1500 

tccctcctgg accagccgtg cctctgcccc gcaccctctg tccgcaccgc tgttgccctg 
1560 

acaacgccgg atatcacatt ggttctgccc cctgacgtca tccaacagga agcgtcagcc 
1620 

ctgagggagg agacagaagc ctgggccagg ccacacgagt ccctggcccg ggaggaggcc 
1680 

ctcactgcac ttgggaagct cctgtacctc ttagatggga tgctggatgg gcaggtgaac 
1740 

agtggtatag cagccactcc agcctctgct gcagcagcca ccctggatgt ggctgttcgg 
1800 

agaggcctgt cccacggagc ccagaggctg ctgtgcgtgg ccctgggaca gctggaccgg 
1860 

cctccagacc tcgcccatga cgggaggagt ctgtggctga acatcagggg caaggaggcg 
1920 

gctgccctat ccatgttcca tgtctccacg ccactgccag tgatgaccgg tggtttcctg 
1980 

agctgcatct tgggcttggt gctgcccctg gcctatggct tccagcctga cctggtgctg 
2040 

gtggcgctgg ggcctggcca tggcctgcag ggcccccacg ctgcactcct ggctgcaatg 
2100 

cttcgggggc tggcaggggg ccgagtcctg gccctcctgg aggagaactc cacaccccag 
2160 

ctagcaggga tcctggcccg ggtgctgaat ggagaggcac ctcctagcct aggcccttcc 
2220 

tctgtggcct ccccagagga cgtccaggcc ctgatgtacc tgagagggca gctggagcct 
2280 

cagtggaaga tgttgcagtg ccatcctcac ctggtggctt gaaatcggcc aaggtgggag 
2340 

catttacacc gcagaaatga caccgcacgc cagcgccccg cggccgcgat ccggacccca 
2400 

agcccacggc tccctcgact ctggggcacg gaaccccgcc cactcccaat ccctggcgcg 

2460 

c 

2461 



<210> 5042 
<211> 686 
<212> PRT 

<213> Homo sapiens 
<400> 5042 

Arg Gly Arg Leu Gly Thr Gin Gly Asp His Gly Ala Ala Met Gly Thr 
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Ala Leu Val 

Asp Pro Glu 
35 

Asp Arg Leu 
50 

Ala Arg Glu 
65 

Tyr Val Ser 

Gin Ala Leu 

Phe His Cys 
115 

Ala Val Leu 

130 
Pro Gly His 
145 

Asn Asn Val 

His Arg He 

Gin Tyr Leu 
195 

Arg Tyr Glu 

210 
Asp Ala Val 
225 

Trp Asn Gin 

His Leu Leu 

Val Ser Ala 
275 

Gin Ala Thr 

290 
Leu Ala Gly 
305 

Glu Ser Leu 

Asp Pro Ala 

Glu Gly Ser 
355 

Pro His Trp 

370 
Ser Pro Ser 
385 

Gly Gly Pro 
Asp Gin Pro 
Leu Thr Thr 



Tyr His Glu 
20 

Cys Glu He 

Arg Gin Arg 

Ala Ser Glu 
70 

Leu Val Arg 
85 

Ser Gly Gin 
100 

Ala Arg Leu 

Thr Gly Ala 

His Gly Gin 
150 

Ala He Ala 

165 
Leu Val Val 
180 

Phe Glu Asp 

His Gly Arg 

Gly Arg Gly 
230 

Val Gly Met 

245 
Leu Pro Leu 
260 

Gly Phe Asp 

Pro Glu Cys 

Gly Arg Val 
310 

Ala Glu Ser 

325 
Pro Pro Leu 
340 

Ala Leu Glu 

Lys Ser Leu 

Ser His Ser 
390 

Val Cys Lys 

405 
Cys Leu Cys 
420 

Pro Asp He 



Asp Met Thr 
25 

Glu Arg Pro 
40 

Gly Leu Glu 
55 

Glu Glu Leu 

Glu Thr Gin 

Phe Asp Ala 
105 

Ala Ala Gly 

120 
Val Gin Asn 
135 

Arg Ala Ala 

Ala Ala His 

Asp Trp Asp 
185 

Asp Pro Ser 

200 
Phe Trp Pro 
215 

Gin Gly Leu 

Gly Asn Ala 

Ala Phe Glu 
265 

Ser Ala He 

280 
Phe Ala His 
295 

Cys Ala Val 

Val Cys Met 

Ser Gly Pro 
345 

Ser He Gin 

360 
Gin Gin Gin 
375 

Pro Glu Gly 

Ala Ala Ala 

Pro Ala Pro 
425 

Thr Leu Val 



10 

Ala Thr Arg 

Glu Arg Leu 

Gin Arg Cys 
60 

Gly Leu Val 
75 

Val Leu Gly 
90 

He Tyr Phe 

Ala Gly Leu 

Gly Leu Ala 
140 

Ala Asn Gly 
155 

Ala Lys Gin 
170 

Val His His 

Val Leu Tyr 

Phe Leu Arg 
220 

Gly Phe Thr 

235 
Asp Tyr Val 
250 

Phe Asp Pro 

Gly Asp Pro 

Leu Thr Gin 
300 

Leu Glu Gly 
315 

Thr Val Gin 
330 

Met Ala Pro 

Ser Ala Arg 

Asp Val Thr 
380 

Arg Pro Pro 

395 
Ser Ala Pro 
410 

Ser Val Arg 
Leu Pro Pro 



15 

Leu Leu Trp Asp 
30 

Thr Ala Ala Leu 
45 

Leu Arg Leu Ser 

His Ser Pro Glu 

80 

Lys Glu Glu Leu 
95 

His Pro Ser Thr 
110 

Gin Leu Val Asp 
125 

Leu Val Arg Pro 



Phe Cys 

Lys His 

Gly Gin 
190 
Phe Ser 
205 

Glu Ser 

Val Asn 

Ala Ala 

Glu Leu 
270 
Glu Gly 
285 

Leu Leu 

Gly Tyr 

Thr Leu 

Cys Gin 
350 
Ala Ala 
365 

Ala Val 



Val Phe 
160 
Gly Leu 
175 

Gly He 

Trp His 

Asp Ala 

Leu Pro 
240 

Phe Leu 
255 

Val Leu 

Gin Met 

Gin Val 

His Leu 
320 
Leu Gly 
335 

Arg Cys 
Gin Ala 
Pro Met 



Pro Leu Leu Pro 

400 

Ser Ser Leu Leu 
415 

Thr Ala Val Ala 
430 

Asp Val He Gin 
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435 

Gin GXu Ala 

450 
His Glu Ser 
465 

Leu Tyr Leu 

Ala Ala Thr 

Arg Arg Gly 
515 

Gly Gin Leu 
530 

Trp Leu Asn 
545 

Val Ser Thr 

Leu Gly Leu 

Leu Val Ala 
595 

Leu Leu Ala 
610 

Leu Leu Glu 
625 

Val Leu Asn 

Ser Pro Glu 

Pro Gin Trp 
675 



Ser Ala 

Leu Ala 

Leu Asp 
485 
Pro Ala 
500 

Leu Ser 

Asp Arg 

He Arg 

Pro Leu 
565 
Val Leu 
580 

Leu Gly 

Ala Met 

Glu Asn 

Gly Glu 
645 
Asp Val 
660 

Lys Met 



Leu Arg 
455 
Arg Glu 
470 

Gly Met 

Ser Ala 

His Gly 

Pro Pro 
535 
Gly Lys 
550 

Pro Val 

Pro Leu 

Pro Gly 

Leu Arg 
615 
Ser Thr 
630 

Ala Pro 
Gin Ala 
Leu Gin 



440 

Glu Glu Thr 

Glu Ala Leu 

Leu Asp Gly 
490 

Ala Ala Ala 
505 

Ala Gin Arg 
520 

Asp Leu Ala 

Glu Ala Ala 

Met Thr Gly 
570 

Ala Tyr Gly 
585 

His Gly Leu 
600 

Gly Leu Ala 

Pro Gin Leu 

Pro Ser Leu 
650 

Leu Met Tyr 

665 
Cys His Pro 
680 



Glu Ala 
460 
Thr Ala 
475 

Gin Val 

Thr Leu 

Leu Leu 

His Asp 
540 
Ala Leu 
555 

Gly Phe 

Phe Gin 

Gin Gly 

Gly Gly 
620 
Ala Gly 
635 

Gly Pro 
Leu Arg 
His Leu 



445 

Trp Ala Arg Pro 

Leu Gly Lys Leu 

480 

Asn Ser Gly He 
495 

Asp Val Ala Val 
510 

Cys Val Ala Leu 
525 

Gly Arg Ser Leu 

Ser Met Phe His 

560 

Leu Ser Cys He 
575 

Pro Asp Leu Val 
590 

Pro His Ala Ala 
605 

Arg Val Leu Ala 

He Leu Ala Arg 

640 

Ser Ser Val Ala 
655 

Gly Gin Leu Glu 

670 
Val Ala 
665 



<210> 5043 

<211> 1824 

<212> DNA 

<213> Homo sapiens 



<400> 5043 

gccggtggca cgacagttgc 
60 

caggaccggc gggctcctgg 
120 

aagacagtgt atagcctgca 
180 

caaactcggg ccacttctaa 
240 

aaacagcttc attcaggagg 
300 

gagaatgggc aaatgaaagc 
360 

aaaccactga gtaagcaaaa 
420 

gccgtcaaca agcagttgca 
480 



tgcagggaat cttttaaacg 
ggttcagccg tgccgcctcg 
gcccccctct gcgctgagcg 
gagtctctta cctgttaggt 
tccagagaat gatgttacaa 
tactgacact gccaccagaa 
atcagaggaa gagctcaagg 
ccagaagttg actgaaactc 



agagcgagaa ggactgcggg 
ttacgatgac cagtgtggtt 
gcggccagcc ggcagacaca 
ccaaagaagt cgatgtttcc 
aaatcaccaa actgagacga 
ggaatgtcag aaaaggctac 
acaagaacca gctgttagaa 
agggagagct gaaggacctg 



4225 



WO 00/58473 



PCTAJS00/08621 



acccagaagg tagagctgct ggagaagttt cgggacaact gtttggcaat tttggagagc 
540 

aagggccttg atccagcttt aggcagtgag accctggcat cacgacaaga atccactact 
600 

gatcacatgg actctatgtt gctgttagaa actttgcaag aggagctgaa gctttttaac 
660 

gaaacagcca aaaagcagat ggaggagtta caggccttaa aggtaaagct ggagatgaaa 
720 

gaggaaagag tccgattcct agaacagcaa accttatgta acaatcaagt aaatgattta 
780 

acaacagccc ttaaggaaat ggagcagcta ttagaaatgt aagaagaagc aagtggccag 
840 

atggctccct cttgggcata aaatctcaga ggaagctact taggacatca tcCtggccat 
900 

gatcttctgg gactcaccat ctccagaatg aaaacaattt ctacagtaga cttaaggaca 
960 

gtttatgctg aaatggcaat tcctcattta agcaagtttt cccaaccttc aggttggtca 
1020 

gccctcctga gcctcacagg tggataattg aggcctacaa gagaggggag cctaggagct 
1080 

tggattgacc ttctagtcaa ccacctgact tcagcacacc attacaatcg ggagactaaa 
1140 

ccaacaacca gaggatctaa aatgtcacat tcagattttc aggaagaaaa tcttcattac 
1200 

agtggagcac aaatgttcca tacaagacat cattgaggag ccatgctgtc cccttctaac 
1260 

ctgaaacaca ttctttccca tcctggttgg gcttctgtac ctccttatta atttatgaac 
1320 

ctgaagttgc ttgaagtgtt ttgggcttaa taaatggggt gaaagtatag gtagcagtaa 
1380 

cacctacatg aaacaataca ccttggatct tttaatctaa attacttttc ttttttaagt 
1440 

ctacttttaa aataaatact tctgtaaata ttctgactgt aacattgaga aatgaaaata 
1500 

gccttttaac ctagatatgt cagttgatca ttattgaact aatttagtta acaagtccaa 
1560 

gatattctga cttaatctag aatatttttc tgctactctt taagagtcct gtggctagtc 
1620 

cctctgtctc ccaagagcat tggctagtct cctgagggtg ttgcccatct gtagcagtgg 
1680 

tttcaccagg tctgtggcca cttgctgccc atgttttccc tgcactccag cctgggtgac 
1740 

aagagcaaga ctccatctct aaataaataa ataaataaat aaataaataa ataaataaat 
1800 

aaaatagttg aaatggcaaa cttt 
1824 

<210> 5044 
<211> 273 
<212> PRT 

<213> Homo sapiens 
<400> 5044 

Ala Gly Gly Thr Thr Val Ala Ala Gly Asn Leu Leu Asn Glu Ser Glu 
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I 5 10 15 

Lys Asp Cys Gly Gin Asp Arg Arg Ala Pro Gly Val Gin Pro Cys Arg 

20 25 30 

Leu Val Thr Met Thr Ser Val Val Lys Thr Val Tyr Ser Leu Gin Pro 

35 40 45 

Pro Ser Ala Leu Ser Gly Gly Gin Pro Ala Asp Thr Gin Thr Arg Ala 

50 55 60 

Thr Ser Lys Ser Leu Leu Pro Val Arg Ser Lys Glu Val Asp Val Ser 
65 70 75 80 

Lys Gin Leu His Ser Gly Gly Pro Glu Asn Asp Val Thr Lys He Thr 

85 90 95 

Lys Leu Arg Arg Glu Asn Gly Gin Met Lys Ala Thr Asp Thr Ala Thr 

100 105 HO 

Arg Arg Asn Val Arg Lys Gly Tyr Lys Pro Leu Ser Lys Gin Lys Ser 

115 120 125 

Glu Glu Glu Leu Lys Asp Lys Asn Gin Leu Leu Glu Ala Val Asn Lys 

130 135 140 

Gin Leu His Gin Lys Leu Thr Glu Thr Gin Gly Glu Leu Lys Asp Leu 
145 150 155 160 

Thr Gin Lys Val Glu Leu Leu Glu Lys Phe Arg Asp Asn Cys Leu Ala 

165 170 175 

He Leu Glu Ser Lys Gly Leu Asp Pro Ala Leu Gly Ser Glu Thr Leu 

180 185 190 

Ala Ser Arg Gin Glu Ser Thr Thr Asp His Met Asp Ser Met Leu Leu 

195 200 205 

Leu Glu Thr Leu Gin Glu Glu Leu Lys Leu Phe Asn Glu Thr Ala Lys 

210 215 220 

Lys Gin Met Glu Glu Leu Gin Ala Leu Lys Val Lys Leu Glu Met Lys 
225 230 235 240 

Glu Glu Arg Val Arg Phe Leu Glu Gin Gin Thr Leu Cys Asn Asn Gin 

245 250 255 

Val Asn Asp Leu Thr Thr Ala Leu Lys Glu Met Glu Gin Leu Leu Glu 

260 265 270 

Met 



<210> 5045 

<211> 462 

<212> DNA 

<213> Homo sapiens 

<400> 5045 

cataaatggg acatttactt cacaagctgt tttcccaggg tcttcctctg ggtatgtctg 
60 

aaatataaaa atctggactg ggattgaaga ttgtgtttac aaatgctttt gaataggatt 
120 

tctcctgcag ttgttacgta gcttttcaga aacacacaaa ctacaaataa tgaacaacat 
180 

ctgcaatgat tcggcagggt ggcagcatcc acgctctcca cccaaaccct ggtgggattt 
240 

ggagaggccg ctggtgggca gaggttggcc ctaagcatgg cagcctccgg cttactgcac 
300 

ccagcctgtg gggcggctca gtagcccgtg acatggtggc ctgttgtctc ttctcttgtt 
360 
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ctagtaagca ctatcctttg tactccctca acgtggcctc catgtggttg aagctaggga 
420 

gactctacat gggcctggaa cacaaagccg ctagggatga aa 
462 



<210> 5046 

<211> 92 

<212> PRT 

<213> Homo sapiens 



<400> 5046 
Met He Arg Gin 
1 

Gly He Trp Arg 

20 

Ser Leu Arg Leu 
35 

Asp Met Val Ala 
50 

Leu Tyr Ser Leu 
65 

Tyr Met Gly Leu 



Gly Gly Ser He 
5 

Gly Arg Trp Trp 

Thr Ala Pro Ser 

40 

Cys Cys Leu Phe 
55 

Asn Val Ala Ser 
70 

Glu His Lys Ala 
85 



His Ala Leu His 
10 

Ala Glu Val Gly 
25 

Leu Trp Gly Gly 

Ser Cys Ser Ser 

60 

Met Trp Leu Lys 
75 

Ala Arg Asp Glu 
90 



Pro Asn Pro Gly 
15 

Pro Lys His Gly 
30 

Ser Val Ala Arg 
45 

Lys His Tyr Pro 

Leu Gly Arg Leu 

80 



<210> 5047 

<211> 3380 

<212> DNA 

<213> Homo sapiens 



<400> 5047 
gggtcgcggt 
60 

cagcccttcc 
120 

gtcaacgagc 
180 

tgtggaagat 
240 

atgcacaagc 
300 

actgtaagac 
360 

tcggaaaaat 
420 

aagaaggatt 
480 

gaattccctg 
540 

acaattgaag 
600 

atgaatcata 
660 

agagctgtac 
720 



cctcggagcg 
aggtggggga 

ggggcaacca 

gcaagcaggc 
tggaatgttc 
taacagcaag 
tgttagctgt 
tgattcagag 
acaatgatag 
atgaagaact 
gctgttgccc 
aggaaatcaa 



cttctgcagc 
cttgctgttc 
ctgcgagtac 
attttactgc 
tcccatggtt 
gattctggcc 
gaaggagttt 
tgacatagct 
cctcgtagta 
ttctcatttg 
caatgtcatt 
gccgggagag 



ccgggcaaag 
tcctgcccgg 
tgcttcacca 
aatgtggagt 
gtttttgggg 
aaacagaaaa 
gaatcacatc 
gctctccatc 
ctctttgcac 
ggatcagcga 
gtgacctaca 
gaggttttta 



gccggnngct 
cctatgccta 
ggaaagaagg 
gtcagaaaga 
aaaactggaa 
tccacccaga 
tggataagtt 
acttttactc 
aggttaactg 
tatttcctga 
aagggaccct 
ccagctatat 



gcgggctctg 
cgtgctcacg 
attgtccaaa 
agattggccc 
tccctcggag 
gagaacacct 
agacaatgag 
caagcatctc 
taatggcttc 
tgttgcattg 
ggcagaagtc 
tgatctcctg 
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tacccaacgg 
780 

caggagtgta 
840 

cccccaaagg 
900 

ttccggaggg 
960 

caggagaaga 
1020 

caggccatgg 
1080 

aaaatcatta 
1140 

tggttgaagc 
1200 

ctgaagaagg 
1260 

gagatcaaac 
1320 

cacttagttc 
1380 

tctctgtaaa 
1440 

tttgaggtta 
1500 

ctaagagata 
1560 

gaattatttt 
1620 

ttaaagagat 
1680 

gtggtggtgg 
1740 

ctcaagtctt 
1800 

ggggctgtgc 
1860 

aaaactatca 
1920 

cgaggttttg 
1980 

gcgtgctttg 
2040 

tcattctgtt 
2100 

gggaaggaaa 
2160 

ctctacccac 
2220 

aacctgggga 
2280 

tgcaggggtg 
2340 



aagatagaaa 
ccaccaagga 
cagaagccat 
ccaagcacta 
tgagctctgt 
gtgtctgctt 
agccctacag 
tagggagact 
ccattgcaat 
aggaaattga 
agaaacctta 
ataattggaa 
gtctgaatct 
atggcatggt 
ttctttcatg 
atcagtattt 
gagcccagtc 
ctccatggga 
ctgtggagga 
tctatctgtg 
aatctgttct 
ctttcttggc 
gattgttctg 
aaaatttttt 
acagacaaca 
gttgtttgtt 
ttactcttag 



tgaccggtta 
caaggataag 
ccgagacatg 
taaatcccct 
gtttgaggac 
gtacatgcag 
taagcactat 
ctacatgggc 
catggaagta 
aagccactga 
aaggatttga 
tgaaaatact 
tgaactttaa 
ttcatatgtt 
cctcttgtaa 
gaggtttgta 
ttggagtgaa 
ctggggtcgg 
agaaaatggg 
gtggaggaac 
ctggtgcctg 
ttttctgtcc 
tgcagtactc 
tccttaccaa 
ggaatccagc 
agcaaccatt 
aaaagcgtct 



agagattctt 
gccaaggtgg 
gtcagatatg 
agtgagctgc 
agtaacgtgt 
gactgggaag 
cctttgtact 
ctggaacaca 
gctcacggca 
aactatgcag 
atatttcaaa 
tcttgcactt 
taccaaatta 
atactttgga 
tgttctgaac 
ttttcttctg 
agtgacacct 
gcagcctctt 
aagaaagaga 
agtccagtga 
gtattccttc 
ccatctgtct 
tcctttttgg 
ccaacgctgt 
tttctgcagc 
gcacagaagg 
tgtagtcgaa 



attcctttac 
aaatccggaa 
cacgcaacgt 
tggagatctg 
acatgttgca 
gagccctgca 
ccctcaacgt 
aagccgcagg 
aagatcatcc 
catttcagtt 
ttgcacacgt 
aaacactgca 
attttgaatg 
cagacagagt 
aaacttgaat 
tctctgggga 
gctgtccata 
tattctgcag 
aaaaggtaca 
cccaagtgcc 
agtgtgtaaa 
gaaagcagac 
aaaaactcca 
gttgttgagt 
cccacagcct 
acgcagcaca 
agagaggaac 



ctgtgagtgc 
gctcagcgat 
cattgaagag 
cgagctcagc 
catgatgtac 
atatggacag 
ggcctccatg 
ggagaaagcc 
atatatttct 
ttcatttaaa 
cactccagca 
catgccgtac 
cttttgtttc 
tttaaaaatg 
gatgaaagta 
ggatttctca 
attcagcaag 
ttgctcttgt 
caaaggaaag 
ctccagcagg 
ggtgcttagt 
ttgccatctc 
gggtatgctt 
aaacactgat 
agacagcagc 
cgttcctgag 
ttccccactg 
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gttaataagt aaagcctgtt 
2400 

aaacagctag aacagctgta 
2460 

cacatcttca cacacactca 
2520 

ttagcagata gaatgcattc 
2580 

tggtactatc tatgctaaat 
2640 

atggtcccag atcagtggaa 
2700 

cgaagcctaa aataaactta 
2760 

atcctttctc agtaaattca 
2820 

cttcaccagt cccactgcgt 
2880 

ggtttttcca ttcctggatg 
2940 

ggatggtact gacataggat 
3000 

tgcatttcag cacttacaga 
3060 

gcatgtcatc atggactcgg 
3120 

ctgctattac aaacaatgcc 
3180 

tagcattttg gggaatagat 
3240 

tttaaaattt gaataaatat 
3300 

cagatacaaa taagatagat 
3360 

atcattaaaa tgtttttggc 
3380 



gaaatttaca tgtcaattac 
aatctggtac attttccttc 
tgcccctctt tcacacgcag 
tcttgtcctg tgtagtccaa 
gctctgaata gctctctagg 
cttaggtttt aagaatgttc 
gcctaccatc tctataggtt 
agtaatggaa atgtatatga 
ggagctaact gccataaaca 
atgatgtagc tatataaata 
tttgtaacgt gcttctccaa 
tttgcctcat tctatttaga 
tacttctatt tatggacagg 
acaatgaatg atctgaaaca 
tcctggaagt gcaatttcaa 
agccacattt ccttttgtaa 
ataatagtat ttgctttcct 



ctttcatagt catggtccga 
cctcctcatc tacacgcacc 
tttgctgcac acagtgggat 
taagacattt actgaacacc 
tgcaaagaga agagtaaggc 
atttactata cattctgtga 
ttataaaatt tgcaaaagta 
aaaaagtaaa cttctttgtt 
gtttgcttta tatggtccca 
gatttagaag aacaaagaca 
acgaacaaaa tggatctctt 
ggcagaatat tgcattggat 
aggttttttt tcccagtttg 
taaaactttg cgttgtgtgg 
gatccaatag tgggaatatt 
aaaaaaaaaa aaaactgcat 
ctccctcata acgttgtatt 



<210> 5048 
















<211> 429 
















<212> PRT 
















<213> Homo sapiens 












<400> 5048 
















Gly Ser Arg 


Ser 


Ser 


Glu 


Arg 


Phe 


Cys Ser 


Pro Gly Lys Gly Arg Xaa 


1 




5 








10 


15 


Leu Arg Ala 


Leu 


Gin 


Pro 


Phe 


Gin 


Val Gly 


Asp Leu Leu Phe Ser Cys 




20 










25 


30 


Pro Ala Tyr 


Ala 


Tyr 


Val 


Leu 


Thr 


Val Asn 


Glu Arg Gly Asn His Cys 


35 










40 




45 


Glu Tyr Cys 


Phe 


Thr 


Arg 


Lys 


Glu 


Gly Leu 


Ser Lys Cys Gly Arg Cys 


50 








55 






60 


Lys Gin Ala 


Phe 


Tyr 


Cys 


Asn 


Val 


Glu Cys 


Gin Lys Glu Asp Trp Pro 


65 






70 








75 80 


Met His Lys 


Leu 


Glu 


Cys 


Ser 


Pro 


Met Val 


Val Phe Gly Glu Asn Trp 
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85 90 95 

Asn Pro Ser Glu Thr Val Arg Leu Thr Ala Arg He Leu Ala Lys Gin 

100 105 HO 

Lys He His Pro Glu Arg Thr Pro Ser Glu Lys Leu Leu Ala Val Lys 

115 120 125 

Glu Phe Glu Ser His Leu Asp Lys Leu Asp Asn Glu Lys Lys Asp Leu 

130 135 140 

He Gin Ser Asp He Ala Ala Leu His His Phe Tyr Ser Lys His Leu 
145 150 155 160 

Glu Phe Pro Asp Asn Asp Ser Leu Val Val Leu Phe Ala Gin Val Asn 

165 170 175 

Cys Asn Gly Phe Thr He Glu Asp Glu Glu Leu Ser His Leu Gly Ser 

180 185 190 

Ala He Phe Pro Asp Val Ala Leu Met Asn His Ser Cys Cys Pro Asn 

195 200 205 

Val He Val Thr Tyr Lys Gly Thr Leu Ala Glu Val Arg Ala Val Gin 

210 215 220 

Glu He Lys Pro Gly Glu Glu Val Phe Thr Ser Tyr He Asp Leu Leu 
225 230 235 240 

Tyr Pro Thr Glu Asp Arg Asn Asp Arg Leu Arg Asp Ser Tyr Phe Phe 

245 250 255 

Thr Cys Glu Cys Gin Glu Cys Thr Thr Lys Asp Lys Asp Lys Ala Lys 

260 265 270 

Val Glu He Arg Lys Leu Ser Asp Pro Pro Lys Ala Glu Ala He Arg 

275 280 285 

Asp Met Val Arg Tyr Ala Arg Asn Val He Glu Glu Phe Arg Arg Ala 

290 295 300 

Lys His Tyr Lys Ser Pro Ser Glu Leu Leu Glu He Cys Glu Leu Ser 
305 310 315 320 

Gin Glu Lys Met Ser Ser Val Phe Glu Asp Ser Asn Val Tyr Met Leu 

325 330 335 

His Met Met Tyr Gin Ala Met Gly Val Cys Leu Tyr Met Gin Asp Trp 

340 345 350 

Glu Gly Ala Leu Gin Tyr Gly Gin Lys He He Lys Pro Tyr Ser Lys 

355 360 365 

His Tyr Pro Leu Tyr Ser Leu Asn Val Ala Ser Met Trp Leu Lys Leu 

370 375 380 

Gly Arg Leu Tyr Met Gly Leu Glu His Lys Ala Ala Gly Glu Lys Ala 
385 390 395 400 

Leu Lys Lys Ala He Ala He Met Glu Val Ala His Gly Lys Asp His 

405 410 415 

Pro Tyr He Ser Glu He Lys Gin Glu He Glu Ser His 

420 425 



<210> 5049 

<211> 2422 

<212> DNA 

<213> Homo sapiens 



<400> 5049 

nagatcttct cgcagcgcat ctccccttcc atcgattaca cctatgacag cgacatactg 
60 

aagggcaact tctcaatccg tacagccaag atgcagcagc atgtgtgtga aaccatcatc 
120 
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cgcatcttta aaagacatgg agctgttcag 
180 

agacaaatat atgagcacaa cgaatctgcc 
240 

atgcttcctt ttgacctgcg gatccctttt 
300 

aatttaaaac gatactgcat agaacgtgtg 
360 

cccaaagaac ttctggagtg tgcatttgat 
420 

cccactgctg aaattatcta cactatctat 
480 

gaaagaaatt acagtattta tttgaaccat 
540 

tgtgggatcc cagaagataa actcagtcaa 
600 

gagaagctga cgaggagaga agtggaagct 
660 

agtnctgtgt cgactctaca angtttattg 
720 

gccaacaatn naaattcatt aataaaacag 
780 

ggcttaaaag acctagagga ggttgttgga 
B40 

gtcttgatca atttgggctt ggtttacaag 
900 

tttgtggctt tcatcaaacg aaggcaaagg 
960 

agatatgacc tgctgattcc ccagtttaga 
1020 

gccattgggg tcagcatagc tatagacaag 
1080 

tctgttacaa taagctcttg tgacctcctg 
1140 

agggccatca acctaaccca gaaactctgg 
1200 

gactggtcac agtcccaaga ggaattacaa 
1260 

gtggcccttg tctcggataa agaaggaagc 
1320 

aggcagacag agaagcgtgt gctggagact 
1380 

aggactaaag tcactgatga aaggaatggc 
1440 

aatctgaagg ggtcattttc taatgcttca 
1500 

gttcccattg tgagtgtgct agccccggag 
1560 

gaaactcagg tacaaactcg acttcagacc 
1620 

gaaattgaaa ttctggctgt ggatctaccc 
1680 

gagtgggatg ctgatgaaca ggcatttaac 
1740 



ttgtgtactc cactactgct tccccgaaac 
ctattcatgg accacagcgg gatgctggtg 
gcaagatatg tggcaagaaa taatatattg 
ttcaggccgc gcaagttaga tcgatttcat 
attgtcactt ctaccaccaa cagctttctg 
gaaatcatcc aagagtttcc agcacttcag 
accatgttat tgaaagcaat actcttacac 
gtctacatta ttctgtatga tgctgtgaca 
aaattttgta atctgtctgt gtcttctaat 
aacagaaggg agattnntgc aagatcttat 
aaaacaggta ttgcacagtt ggtgaagtat 
ctgttgaaga aactcggcat caagttacag 
gtgcagcagc acaatggaat catcttccag 
gctgtacctg aaatcctcgc agctggaggc 
gggccacaag ctctggggcc agttcccact 
atatctgctg ctgtcctcaa catggaggaa 
gttgtaagtg ttggtcagat gtctatgtcc 
acagcaggca tcacagcaga aatcatgtac 
gagtactgca gacatcatga aatcacctat 
catgtcaagg ttaagtcttt cgagaaggaa 
gaacttgtgg accatgtact gcagaaactg 
agagaagctt ccgataatct tgcagtgcaa 
ggtttgtttg aaatccatgg agcaacagtg 
aagctgtcag ccagcactag gaggcgctat 
tcccttgcca acttacatca gaaaagcagt 
aaagaaacaa tattacagtt tttatcatta 
acaactgtga agcagctgct gtcacgcctg 
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ccaaagcaaa gatacctcaa attagtctgt gatgaaattt ataacatcaa agtagaaaaa 
1800 

aaggtgtctg tgctatttct gtacagctat agagatgact actacagaat cttattttaa 
1860 

ccctaaagaa ctgtcgttaa cctcattcaa acagacagag gcttatactg gaataatgga 
1920 

atgttgtaca ttcatcataa tttaaaatta aattctaaga agaggctggg tgcagtggct 
1980 

cacaccttta atcccagcac tttgggaagc caaggcagga agactgcttg aaaccaggag 
2040 

tttgagacca gcctgagcaa caaagcaaga ccccatctct ataaaaacta aaaaaattag 
2100 

ttgggcatgg tggcacatgc ctgtagtccc agctactcca gaggctgaga tggatcatct 
2160 

gagcctcagg aggttgaggc tgcagtgagc tgtgactgcg ccactgcact ccagtctggg 
2220 

acaacagagc aagaccctgt cttaaaaaaa aaaagaaaaa aaaaattttt ttctaagaag 
2280 

ctgtcctaca aagttgagct ttgttagttt ttcatgtgta atatattata aatttatctt 
2340 

ttgggatata ataaatgctt tcatataaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
2400 

aaaaaaaaaa aaaaaaaaaa aa 
2422 

<210> 5050 

<211> 619 

<212> PRT 

<213> Homo sapiens 



<400> 5050 



Xaa 


He 


Phe 


Ser 


Gin 


Arg He 


Ser 


Pro 


Ser 


He 


Asp 


Tyr 


Thr 


Tyr 


Asp 


1 








5 








10 










15 




Ser 


Asp 


He 


Leu 


Lys 


Gly Asn 


Phe 


Ser 


He 


Arg 


Thr 


Ala 


Lys 


Met 


Gin 








20 








25 










30 






Gin 


His 


val 


Cys 


Glu 


Thr He 


He 


Arg 


He 


Phe 


Lys 


Arg 


His 


Gly 


Ala 






35 








40 










45 








Val 


Gin 


Leu 


Cys 


Thr 


Pro Leu 


Leu 


Leu 


Pro Arg 


Asn 


Arg 


Gin 


He 


Tyr 




50 








55 










60 










Glu 


His 


Asn 


Glu 


Ser 


Ala Leu 


Phe 


Met 


Asp 


His 


Ser 


Gly 


Met 


Leu 


Val 


65 










70 








75 










80 


Met 


Leu 


Pro 


Phe 


Asp 


Leu Arg 


He 


Pro 


Phe 


Ala 


Arg 


Tyr 


Val 


Ala 


Arg 










85 








90 










95 




Asn 


Asn 


He 


Leu 


Asn Leu Lys 


Arg Tyr 


Cys 


He 


Glu 


Arg 


Val 


Phe 


Arg 








100 








105 










110 






Pro 


Arg 


Lys 


Leu 


Asp Arg Phe 


His 


Pro 


Lys 


Glu 


Leu 


Leu 


Glu 


Cys 


Ala 






115 








120 










125 








Phe 


Asp 


He 


Val 


Thr 


Ser Thr 


Thr 


Asn 


Ser 


Phe 


Leu 


Pro 


Thr 


Ala 


Glu 




130 








135 










140 










lie 


He 


Tyr 


Thr 


He 


Tyr Glu 


He 


He 


Gin 


Glu 


Phe 


Pro 


Ala 


Leu 


Gin 


145 










150 








155 










160 


Glu 


Arg 


Asn 


Tyr 


Ser 


He Tyr 


Leu 


Asn 


His 


Thr 


Met 


Leu 


Leu 


Lys 


Ala 










165 








170 










175 




lie 


Leu 


Leu 


His 


Cys Gly He 


Pro 


Glu 


Asp 


Lys 


Leu 


Ser 


Gin 


Val 


Tyr 
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180 185 190 

He He Leu Tyr Asp Ala Val Thr Glu Lys Leu Thr Arg Arg Glu Val 

195 200 205 

Glu Ala Lys Phe Cys Asn Leu Ser Val Ser Ser Asn Ser Xaa Val Ser 

210 215 220 

Thr Leu Gin Xaa Leu Leu Asn Arg Arg Glu He Xaa Ala Arg Ser Tyr 
225 230 235 240 

Ala Asn Asn Xaa Asn Ser Leu He Lys Gin Lys Thr Gly He Ala Gin 

245 250 255 

Leu Val Lys Tyr Gly Leu Lys Asp Leu Glu Glu Val Val Gly Leu Leu 

260 265 270 

Lys Lys Leu Gly He Lys Leu Gin Val Leu He Asn Leu Gly Leu Val 

275 280 285 

Tyr Lys Val Gin Gin His Asn Gly He He Phe Gin Phe Val Ala Phe 

290 295 300 

He Lys Arg Arg Gin Arg Ala Val Pro Glu He Leu Ala Ala Gly Gly 
305 310 315 320 

Arg Tyr Asp Leu Leu He Pro Gin Phe Arg Gly Pro Gin Ala Leu Gly 

325 330 335 

Pro Val Pro Thr Ala He Gly Val Ser He Ala He Asp Lys He Ser 

340 345 350 

Ala Ala Val Leu Asn Met Glu Glu Ser Val Thr He Ser Ser Cys Asp 

355 360 365 

Leu Leu Val Val Ser Val Gly Gin Met Ser Met Ser Arg Ala He Asn 

370 375 380 

Leu Thr Gin Lys Leu Trp Thr Ala Gly He Thr Ala Glu He Met Tyr 
385 390 395 400 

Asp Trp Ser Gin Ser Gin Glu Glu Leu Gin Glu Tyr Cys Arg His His 

405 410 415 

Glu He Thr Tyr Val Ala Leu Val Ser Asp Lys Glu Gly Ser His Val 

420 425 430 

Lys Val Lys Ser Phe Glu Lys Glu Arg Gin Thr Glu Lys Arg Val Leu 

435 440 445 

Glu Thr Glu Leu Val Asp His Val Leu Gin Lys Leu Arg Thr Lys Val 

450 455 460 

Thr Asp Glu Arg Asn Gly Arg Glu Ala Ser Asp Asn Leu Ala Val Gin 
465 470 475 480 

Asn Leu Lys Gly Ser Phe Ser Asn Ala Ser Gly Leu Phe Glu He His 

485 490 495 

Gly Ala Thr Val Val Pro He Val Ser Val Leu Ala Pro Glu Lys Leu 

500 505 510 

Ser Ala Ser Thr Arg Arg Arg Tyr Glu Thr Gin Val Gin Thr Arg Leu 

515 520 525 

Gin Thr Ser Leu Ala Asn Leu His Gin Lys Ser Ser Glu He Glu He 

530 535 540 

Leu Ala Val Asp Leu Pro Lys Glu Thr He Leu Gin Phe Leu Ser Leu 
545 550 555 .560 

Glu Trp Asp Ala Asp Glu Gin Ala Phe Asn Thr Thr Val Lys Gin Leu 

565 570 575 

Leu Ser Arg Leu Pro Lys Gin Arg Tyr Leu Lys Leu Val Cys Asp Glu 

580 585 590 

He Tyr Asn He Lys Val Glu Lys Lys Val Ser Val Leu Phe Leu Tyr 

595 600 605 

Ser Tyr Arg Asp Asp Tyr Tyr Arg He Leu Phe 
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610 

<210> 5051 

<211> 4125 

<212> DNA 

<213> Homo sapiens 

<400> 5051 

tttttttttc tattattctt 
60 

ttctattatt cttttactat 
120 

gtggagagat gtaccaccct 
180 

tatattttat tgttatcaac 
240 

cttccccttg tttcccctcg 
300 

ccccctcttt ttggatgata 
360 

cagatgtttt ttgtttcata 
420 

ggtaaaaata tcactgtctt 
480 

gtcagaaggg attgagtctg 
540 

agctgtgaac agagactcat 
600 

gaatcaggtg atgaattcac 
660 

tttgagatga agctgaaaca 
720 

agagtggctg gaaatccaaa 
780 

ccaaagagtg atcactacac 
840 

acagcctcca ccctagatga 
900 

cgcatcagtt gtactggacg 
96 0 

cggtctccct caggccatcc 
1020 

gacgaaaatg aaccaattca 
1080 

gatctgactg ttcaagaagg 
1140 

accccagatc taagctggca 
1200 

atgctggtgc gtgagaacgg 
1260 

gccggcatct acacatgtat 
1320 

cttgtggttg ctgctaaaga 
1380 



615 



ttactatttt ttctattacc 
aattgtatat aatatggcag 
gcatcagctt ttaccctaca 
agtttaggaa tacatagctt 
cctcagagaa aagaaggaaa 
ggacttgaag acaatctgaa 
tgcaattgaa ttgggctcag 
ctagggcctt attggggggc 
ctaacttaaa ctttccttga 
cagtgaaata gagtacaggc 
gtatggagat gtgcctgtgg 
ttacaagatc tttgagggaa 
gccaaagatc tattggttta 
cattcaaaga gatctcgatg 
tgatgggaat tatacaatta 
gctaatggta caggctgtca 
tcatgtcaga aggcctcgtt 
ggagcgattc ttcagacctc 
aaaactctgc agaatggact 
actagatgga aagcccgtac 
ggtgcactct ctgatcatag 
agctaccaac cgagcaggac 
agcacacaaa ccccctgtgt 



attttttcta gtaccatttt 
ctgcttgcca catgtactat 
gaaggaaatc agcgttccat 
tgcttttgcc tttttctttc 
aaaaaattca tctttcctac 
ataccacata aactcacttc 
actgtgtttt taagctgtat 
agggagagac gtgacacttt 
ttcaggaata caaagtctcc 
tagaaaggtc tcctgtggat 
aaaacggaat ggcaccattc 
tgccagtaac tttcacatgt 
aagatgggaa gcagatctct 
ggacctgctc cctccatacc 
tggctgcaaa ccctcagggc 
accaaagagg tcgaagtccc 
ctagatcaag ggacagtgga 
acttcttgca ggctcctgga 
gcaaagtcag tgggttacca 
gccctgacag tgctcacaag 
agccagtcac gtcacgtgat 
agaactcatt cagcctggag 
ttattgagaa gctccaaaac 
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acaggagttg ctgatgggta 
1440 

cctcagatat tttggaagaa 
1500 

atgcaccagg acaaccacgg 
1560 

gctgggtggt atactgtgtc 
1620 

ctggacgttt acacccagtg 
1680 

ccctcagcca gtcgctatgc 
1740 

caacctgagg ccaacccatc 
1800 

ctgtaatcca gcattcttgt 
1860 

tattcctttg tcacattatg 
1920 

aaaaacacca aaataatatt 
1980 

gctaatacaa atatacacat 
2040 

ggaattgctg tgattaaagt 
2100 

aggtaactac aatttgtatt 
2160 

agcctgatag tgtgaaatgt 
2220 

ctgaagcaca gtgtattcag 
2280 

aagaagagat gacaaagaaa 
2340 

aatcataagg aaggaactac 
2400 

ttaatacctt agttcttaac 
2460 

taggaaactt atttacaaac 
2520 

ctctgaataa agcagaaata 
2560 

atgaccaagg catatatagt 
2640 

atgaaggaaa atgcaaccag 
2700 

caggagaggt agcaaaggcc 
2760 

cactgccatt cacaagtcaa 
2820 

tggagcacac atgctgtgga 
2880 

ttaggtatgt agagcaagtt 
2940 

tgcctgtagc atctagtcta 
3000 



cccagtgcgg ctggaatgtc 
agaaaatgaa tcactcactc 
ctacatctgc ctgctcattc 
agccaagaat gaagcaggga 
gcatcagcag tcacagagca 
agcactttcg gaccagggac 
tcacctgaca ctgaatactg 
taaagctgaa acactgaaac 
taaaaggcag aaacatacct 
tttcttactt gatataccaa 
tgcacagaaa atacacattt 
gatcaaaatg ccaaaatact 
atctacaagt gcctttaaac 
ttaatgaggg agttgtacca 
acagatacag tgaaccaagt 
tccaagtaaa tgccttgtct 
ttgccttaaa tgttaatatc 
attttttttc tttatgtgta 
catattaaaa ggctaattta 
tattacagtt cattccacag 
atttggagga atcaggggtt 
catgattata gtgtgttcat 
aggcttttct ttggttttct 
ggaacccagg gccagctgga 
gattgcagtg tgtctgaggt 
gaaaatggat tgagactgca 
cttgaaggaa gtggagacat 



gtgtattggg agtgccacca 
acagcactga ccgagtgagc 
agggagccac aaaagaagat 
ttgtgtcctg tactgccagg 
ccaagccaaa aaaagtacgg 
tagacatcaa agcagcgttc 
ccttggtaga aagtgaggac 
agccattgcc ttgaccaaca 
ttgactataa gaaattaaaa 
acttagttta agtagataat 
actgtccaat ttaaaacttt 
aaaggaaatc aattgttcac 
acaagatata ggtgctgtgt 
caaacagtac tacaatgatt 
gcaatatgta aggatgaaag 
ttgcaaatgt ttttatatta 
aaaagagttt tctaacaagg 
gtgttttcat gctaccttgg 
aatataaata atataaagtg 
aaagcatcca aaccacccaa 
tggaaggagt agggaggaga 
ttagataaaa gtagaaggca 
tcaaacatag gtgaaaaaaa 
agtgtggagc acacatgctg 
ttgtgtagta gtggaagatt 
tggtggcata aatgagaaat 
aaggagagac aaaaacaggt 
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ttgtgccata aagtattttt tcaaagacac 
3060 

acttccctgc tgccatgaaa ctttgcctta 
3120 

gcatctcggt aaagactgct ttttgaatgc 
3180 

attctgacca gacttgatgg ttttaagtcg 
3240 

taatttgacc tagtagtata aaacatgagg 
3300 

cactgtattc cttatgcaaa acacatgtat 
3360 

ctcagttact caattcatac gtagtatttt 
3420 

catatatttc atattactgt ttcacatgta 
3480 

ccaaccaagg tttaagtgat taataggctt 
3540 

gtggttcaag tttctttgac cgcacttata 
3600 

tacacagtct ctcatggacc tatctctatt 
3660 

cactgctgga tgtacctttt tttctgagct 
3720 

ccatgtcacc cacaccagca gcgggaagtc 
3780 

agatgatata caggtttttg gctcctgtgt 
3840 

gaagacccaa ggaaatccgg aatttcgcac 
3900 

tcttgaacgc cggaaaaaag aaaaaaggta 
3960 

tcataccgta gaaaagatgg cgtgtttctt 
4020 

aacaataaag gcgagatgaa aggttctgcc 
4080 

gacttgtggc cccggattgc atccaatgct 
4125 



caagatgtgg taaatgaaaa ttattagttc 
agaaggtgct ggattccaag gtttgtaaag 
atatgatttt gcatcagcta gactgagttg 
gaaccgataa attttaaaaa ggagaaaaaa 
ctttaatggt actttgctat gaaaagaaaa 
ctttcattat ttataagtgg cctctcttag 
ttaaaataat tttatatctg tgtaccaccc 
cagctttcta cttctttgta agaacaccaa 
gagcaccggg tggcagatgt tctatgcagt 
tgcattgcta atatggaatt taagatacca 
gtagaattat gactttcgtt gtcgaatgac 
ctggtttgcc tttcttgact gtggccatca 
tgttcagccg tcccttgatc cccttcacgg 
tgtcagcaca attgattaca gctcctaccg 
cagaggaccc accacgtcct cgcttcgaca 
catccagcag tggtcattcg acaacgaaag 
tattttgaag ataatgcagg agtcatagtg 
attacaggac cagtagcaaa ggagtgtgac 
ggcagcattg catgc 



<210> 5052 
<211> 433 
<212> PRT 

<213> Homo sapiens 

<4O0> 5052 

Leu Lys Leu Ser Leu 

1 5 
Arg Leu He Ser Glu 

20 

Glu Ser Gly Asp Glu 
35 

Met Ala Pro Phe Phe 
50 

Gly Met Pro Val Thr 



He Gin Glu Tyr Lys Val 

10 

He Glu Tyr Arg Leu Glu 

25 

Phe Thr Tyr Gly Asp Val 
40 

Glu Met Lys Leu Lys His 
55 

Phe Thr Cys Arg Val Ala 



Ser Ser Cys Glu Gin 

15 

Arg Ser Pro Val Asp 
30 

Pro Val Glu Asn Gly 
45 

Tyr Lys He Phe Glu 
60 

Gly Asn Pro Lys Pro 
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65 




70 




75 








80 


Lys 


lie 


Tyr Trp Phe Lys Asp Gly Lys Gin 


He 


Ser 


Pro 


Lys 


Ser Asp 




85 


90 










95 


His 


Tyr 


Thr He Gin Arg Asp Leu Asp Gly 


Thr 


Cys 


Ser 


Leu 


His Thr 




100 


105 








110 




Thr 


Ala 


Ser Thr Leu Asp Asp Asp Gly Asn 


Tyr 


Thr 


He 


Met 


Ala Ala 






115 


12 0 






125 






Asn 


Pro 


Gin Gly Arg He Ser 


Cys Thr Gly 


Arg 


Leu 


Met 


Val 


Gin Ala 




130 


135 






140 








Val 


Asn 


Gin Arg Gly Arg Ser 


Pro Arg Ser 


Pro 


Ser 


Gly 


His 


Pro His 


145 




150 




155 








160 


Val Arg 


Arg Pro Arg Ser Arg 


Ser Arg Asp 


Ser Gly 


Asp 


Glu 


Asn Glu 






165 


170 










175 


Pro 


He 


Gin Glu Arg Phe Phe Arg Pro His 


Phe 


Leu 


Gin 


Ala 


Pro Gly 






180 


185 








190 




Asp 


Leu 


Thr Val Gin Glu Gly 


Lys Leu Cys 


Arg Met 


Asp Cys 


Lys Val 




195 


200 






205 






Ser Gly 


Leu Pro Thr Pro Asp 


Leu Ser Trp 


Gin 


Leu 


Asp Gly Lys Pro 




210 


215 






220 








Val 


Arg 


Pro Asp Ser Ala His 


Lys Met Leu 


Val 


Arg 


Glu Asn Gly Val 


225 




230 




235 








240 


His 


Ser 


Leu He He Glu Pro 


Val Thr Ser 


Arg Asp 


Ala 


Gly 


He Tyr 






245 


250 










255 


Thr Cys 


He Ala Thr Asn Arg Ala Gly Gin 


Asn 


Ser 


Phe 


Ser 


Leu Glu 






260 


265 








270 




Leu 


Val 


Val Ala Ala Lys Glu 


Ala His Lys 


Pro 


Pro 


Val 


Phe 


He Glu 






275 


280 






285 






Lys 


Leu 


Gin Asn Thr Gly Val Ala Asp Gly 


Tyr 


Pro 


Val 


Arg 


Leu Glu 




290 


295 






300 








Cys Arg 


Val Leu Gly Val Pro 


Pro Pro Gin 


He 


Phe 


Trp 


Lys 


Lys Glu 


305 




310 




315 








320 


Asn 


Glu 


Ser Leu Thr His Ser 


Thr Asp Arg 


Val 


Ser 


Met 


His Gin Asp 






325 


330 










335 


Asn 


His 


Gly Tyr He Cys Leu 


Leu He Gin 


Gly Ala 


Thr Lys Glu Asp 






340 


345 








350 




Ala Gly 


Trp Tyr Thr Val Ser 


Ala Lys Asn 


Glu 


Ala 


Gly 


He 


Val Ser 






355 


360 






365 






Cys 


Thr 


Ala Arg Leu Asp Val 


Tyr Thr Gin 


Trp 


His 


Gin 


Gin 


Ser Gin 




370 


375 






380 








Ser 


Thr 


Lys Pro Lys Lys Val 


Arg Pro Ser 


Ala 


Ser 


Arg 


Tyr 


Ala Ala 


385 




390 




395 








400 


Leu 


Ser 


Asp Gin Gly Leu Asp 


He Lys Ala 


Ala 


Phe 


Gin 


Pro 


Glu Ala 






405 


410 










415 


Asn 


Pro 


Ser His Leu Thr Leu 


Asn Thr Ala 


Leu 


Val 


Glu Ser Glu Asp 






420 


425 








430 





Leu 



<210> 5053 

<211> 781 

<212> DNA 

<213> Homo sapiens 

<400> 5053 
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ttcaactgca caaaggctgt attgcagggg aggtgggagg gggcaggcag aacgctcctc 
60 

ctcctgggtc ttggggcccc ggagcagagc ccagggatgg gctgagtgag gggcttggca 
120 

ctctgtggaa gctgcagatg agagaccagc aatgcatcag ctgcacctgc agtagagcgc 
180 

ggagatagcg ttggaccatg tcctaagatg tccccgctgc gcccgctgct gctggccctg 
240 

gcccttgcct ccgtgccttg cgcccagggc gcctgccccg cctccgccga cctcaagcac 
300 

tcggacggga cgcgcacttg cgccaagctc tatgacaaga gcgaccccta ctatgagaac 
360 

tgctgcgggg gcgccgagct gtcgctggag tcgggcgcag acctgcccta cctgccctcc 
420 

aactgggcca acaccgcctc ctcacttgtg gtggccccgc gctgcgagct caccgtgtgg 
480 

tcccggcaag gcaaggcggg caagacgcac aagttctctg ccggcaccta cccgcgcctg 
540 

gaggagtacc gccggggcat cttaggagac tggtccaacg ctatctccgc gctctactgc 
600 

aggtgcagct gatgcattgc tggtctctca tctgcagctt ccacagagtg ccaagcccct 
660 

cactcagccc atccctgggc tctgctccgg ggccccaaga cccaggagga ggagcgttct 
720 

gcctgccccc tcccacctcc cctgcaatac agcctttgtg cagttgtaaa aaaaaaaaaa 
780 
a 

781 

<210> 5054 
<211> 156 
<212> PRT 

<213> Homo sapiens 

<400> 5054 
Glu Thr Ser Asn Ala 

1 5 
Val Gly Pro Cys Pro 

20 

Leu Ala Leu Ala Ser 
35 

Ala Asp Leu Lys His 
50 

Asp Lys Ser Asp Pro 
65 

Ser Leu Glu Ser Gly 

85 

Asn Thr Ala Ser Ser 

100 

Trp Ser Arg Gin Gly 
115 

Thr Tyr Pro Arg Leu 
130 

Ser Asn Ala lie Ser 



4239 



Ser Ala Ala Pro Ala 

10 

Lys Met Ser Pro Leu 

25 

Val Pro Cys Ala Gin 
40 

Ser Asp Gly Thr Arg 
55 

Tyr Tyr Glu Asn Cys 
70 

Ala Asp Leu Pro Tyr 

90 

Leu Val Val Ala Pro 

105 

Lys Ala Gly Lys Thr 
120 

Glu Glu Tyr Arg Arg 
135 

Ala Leu Tyr Cys Arg 



Val Glu Arg Gly Asp Ser 

IS 

Arg Pro Leu Leu Leu Ala 

30 

Gly Ala Cys Pro Ala Ser 
45 

Thr Cys Ala Lys Leu Tyr 
60 

Cys Gly Gly Ala Glu Leu 
75 80 
Leu Pro Ser Asn Trp Ala 

95 

Arg Cys Glu Leu Thr Val 

110 

His Lys Phe Ser Ala Gly 
125 

Gly He Leu Gly Asp Trp 

140 
Cys Ser 
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145 150 

<210> 5055 

<211> 2520 

<212> DNA 

<213> Homo sapiens 

<400> 5055 

naggagcaag ccatgaaatt ggacacttgt 
60 

gtaaaagcca aaaaattatg ctgaactttg 
120 

ctactgctta aattctaaat aagtactttt 
180 

tcctctcttt ctcttaaagg catggagagt 
240 

tactctggca gtctgctgaa ctccttgaat 
300 

gttaccgtta ttgtggaaga ccgaaaattc 
360 

agtacctact tccatcagct cttctctgtt 
420 

agagcagaga tctttgcaga aattctcaat 
480 

agatcagatt tgcttgatga gttaattaaa 
540 

gcagagcttg gtgtcccatt gtcacaggtt 
600 

aatactgagc ctttacctcc tgattctggt 
660 

gatgaagccc aagataatgg ggctactata 
720 

tctgccgaag attatgaaat gaaaaagatc 
780 

gatgtcattt tttgctccga gattctgccc 
840 

gtggcacagg tccaatctaa cccaggccct 
900 

agcaataact cgcccccttt aacaaatatc 
960 

aatcaggcaa ctttgagcca aacacaagga 
1020 

acacatctga ctcccaatat tattttgtta 
1080 

gtcagttctt cacttccaaa tcatatgccc 
1140 

cagacaccaa acagtgctat tttaacagga 
1200 

ataatagatg atgatgatga cactattagc 
1260 

tctttggtcc cacaggctga tacctcccaa 
1320 

aagatgcaga ttcctacact tcttcaagaa 
1380 



155 



tccaaaagcc 


aacctgtatg 


aacaatttct 


gttaaaactt gaataaacta 


tttaatgatg 


gttttttctc 


tctaatcctc 


tcccatcccc 


agaaaactga 


tttctgctac 


agacattcag 


gagcaacgtg 


gccatggact 


cttctgtgat 


cgggctcaca 


agaatattct 


ttcagcttct 


Sfctgggcaag 


ttgttgaact 


gagctttata 


tatatctata gttctaaaat 


tgttcgtgtt 


tcagggcagt 


tattaggagt 


gaaatttata 


aaaagcatct caggtacagc 


gcaggatggt 


gacaagaacc 


ttgtaataca 


gaaatcaaaa 


atgcctatta 


taacagagtc 


tttttcatta 


attgttaccg 


attctgatga 


tgatgatgat 


acaaaggaga 


ctttgccgag 


taataacaca 


gttgctattt 


cagatgttgc 


acctagtgct 


acacctactc 


agaaacttcc 


tactcctgtg 


agtgaaaaat 


tgttggtatc 


ttcagctcca 


aatcagacac 


cactttctac 


accaccaaat 


tcttcaatca 


atttacttgt 


gcagaatcag 


aacaaggcca 


atgaagagga 


ggaggaggaa 


tccagtcctg 


actcggccgt 


cagtaataca 


aataccagtt 


ttgatggatc 


attaatacag 


ccactttcca 


attccttaaa 


aatttcagat 
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ataattacta gaaatactaa tgatccaggc 
1440 

aagatcatta ctttagatac agctactgaa 
1500 

tatgcaaata tcggtgaaga tacttatgat 
1560 

gaaggggagg ccagacttga gaatgaaata 
1620 

aaacgtatga aagtaaaaca tgatgatcac 
1680 

tatatctgta ttgtatgcaa aaggtcatat 
1740 

aacattcatt cttgggagaa gaagtatccg 
1800 

gcagaatatc gcacaaagca tgaaattcat 
1860 

gcctgtggca aatctttcat caactatcag 
1920 

agtcaagatc cttctgggga ctcaaagctt 
1980 

atcagacaat atgcatatca ttccgataga 
2040 

ggtattgggt ataaggttga cactggaaaa 
2100 

cagaacaagc caatgacctg ggaagatatt 
2160 

aaacaaaatg taacagatgg cagtactgag 
2220 

actcctttga aatactagaa agttttgttt 
2280 

tgtaaaacaa attaaggtgc gaacaagtta 
2340 

gtagtgggat ttttgttgat aatttttaga 
2400 

gtgagacccc ctccccaagt atctgtttat 
2460 

caaaaattaa aagcttggag agatagtttc 
2520 



gtaggatcaa aacatctaat ggagggtcag 
actgaaggct tatcgactgg ttgcaaggtt 
atagtgatcc ctgtcaaaga tgaccctgat 
ccaaaaacgt ctggcagcga gatggcaaac 
tatgagttaa tagtagatgg aagggtctat 
gtctgtctga caagcttgcg gagacatttt 
tgccgttact gtgagaaggt atttcctctt 
cacacagggg agcgaaggta tcagtgtttg 
tttatgtctt cacatataaa gtcagttcat 
tatcgtttac atccatgcag gtctttacaa 
tcaagcacta ttcctgcaat gaaggatgat 
gaacctccag tagggaccac tacatctact 
tttattcagc aggaaaatga ttcaattttt 
tttgaattta taataccaga gtcttactaa 
tggatgatgg ggcaggggtt tcagaagatc 
atttgatctg ccacattatc tgaaggaagt 
agcaaatttt cctgaaagtt ttgagtagag 
atagttagtt ttcagctcat ttaaaagagg 
ctgaatagaa tttgaagcag tctgaatgtt 



<210> 5056 

<211> 672 

<212> PRT 

<213> Homo sapiens 



<400> 5056 
Met Glu Ser Arg 
1 

Ser Leu Leu Asn 

20 

Asp Val Thr Val 
35 

lie Leu Ser Ala 
50 

Gly Gin Val Val 



Lys Leu lie Ser 
5 

Ser Leu Asn Glu 

He Val Glu Asp 

40 

Ser Ser Thr Tyr 
55 

Glu Leu Ser Phe 



Ala Thr Asp He 
10 

Gin Arg Gly His 
25 

Arg Lys Phe Arg 

Phe His Gin Leu 

60 

He Arg Ala Glu 



Gin Tyr Ser Gly 
15 

Gly Leu Phe Cys 
30 

Ala His Lys Asn 
45 

Phe Ser Val Ala 
He Phe Ala Glu 
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65 70 75 80 

He Leu Asn Tyr He Tyr Ser Ser Lys He Val Arg Val Arg Ser Asp 

85 90 95 

Leu Leu Asp Glu Leu He Lys Ser Gly Gin Leu Leu Gly Val Lys Phe 

100 105 HO 

He Ala Glu Leu Gly Val Pro Leu Ser Gin Val Lys Ser He Ser Gly 

115 120 125 

Thr Ala Gin Asp Gly Asn Thr Glu Pro Leu Pro Pro Asp Ser Gly Asp 

130 135 140 

Lys Asn Leu Val He Gin Lys Ser Lys Asp Glu Ala Gin Asp Asn Gly 
145 150 155 160 

Ala Thr He Met Pro He He Thr Glu Ser Phe Ser Leu Ser Ala Glu 

165 170 175 

Asp Tyr Glu Met Lys Lys He He Val Thr Asp Ser Asp Asp Asp Asp 

180 185 190 

Asp Asp Val lie Phe Cys Ser Glu He Leu Pro Thr Lys Glu Thr Leu 

195 200 205 

Pro Ser Asn Asn Thr Val Ala Gin Val Gin Ser Asn Pro Gly Pro Val 

210 215 220 

Ala He Ser Asp Val Ala Pro Ser Ala Ser Asn Asn Ser Pro Pro Leu 
225 230 235 240 

Thr Asn He Thr Pro Thr Gin Lys Leu Pro Thr Pro Val Asn Gin Ala 

245 250 255 

Thr Leu Ser Gin Thr Gin Gly Ser Glu Lys Leu Leu Val Ser Ser Ala 

260 265 270 

Pro Thr His Leu Thr Pro Asn He He Leu Leu Asn Gin Thr Pro Leu 

275 280 285 

Ser Thr Pro Pro Asn Val Ser Ser Ser Leu Pro Asn His Met Pro Ser 

290 295 300 

Ser He Asn Leu Leu Val Gin Asn Gin Gin Thr Pro Asn Ser Ala He 
305 310 315 320 

Leu Thr Gly Asn Lys Ala Asn Glu Glu Glu Glu Glu Glu He He Asp 

325 330 335 

Asp Asp Asp Asp Thr He Ser Ser Ser Pro Asp Ser Ala Val Ser Asn 

340 345 350 

Thr Ser Leu Val Pro Gin Ala Asp Thr Ser Gin Asn Thr Ser Phe Asp 

355 360 365 

Gly Ser Leu He Gin Lys Met Gin He Pro Thr Leu Leu Gin Glu Pro 

370 375 380 

Leu Ser Asn Ser Leu Lys He Ser Asp He He Thr Arg Asn Thr Asn 
385 390 395 400 

Asp Pro Gly Val Gly Ser Lys His Leu Met Glu Gly Gin Lys He He 

405 410 415 

Thr Leu Asp Thr Ala Thr Glu He Glu Gly Leu Ser Thr Gly Cys Lys 

420 425 430 

Val Tyr Ala Asn He Gly Glu Asp Thr Tyr Asp He Val He Pro Val 

435 440 445 

Lys Asp Asp Pro Asp Glu Gly Glu Ala Arg Leu Glu Asn Glu He Pro 

450 455 460 

Lys Thr Ser Gly Ser Glu Met Ala Asn Lys Arg Met Lys Val Lys His 
465 470 475 480 

Asp Asp His Tyr Glu Leu He Val Asp Gly Arg Val Tyr Tyr He Cys 

485 490 495 

He Val Cys Lys Arg Ser Tyr Val Cys Leu Thr Ser Leu Arg Arg His 
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500 






505 










510 




Glu 


Phe Asn He His 


Ser 


Trp 


Glu Lys Lys 


Tyr 


Pro Cys Arg 


Tyr 


Cys 


515 






520 








525 








Lys Val Phe Pro 


Leu 


Ala 


Glu Tyr Arg 


Thr 


Lys 


His 


Glu 


He 


His 


His 


530 






535 






540 










Thr Gly Glu Arg 


Arg 


Tyr 


Gin Cys Leu 


Ala 


Cys 


Gly Lys 


Ser 


Phe 


He 


545 




550 






555 










560 


Asn Tyr Gin Phe 


Met 


Ser 


Ser His He 


Lys 


Ser 


Val 


His 


Ser 


Gin 


Asp 


565 






570 










575 




Pro Ser Gly Asp 


Ser 


Lys 


Leu Tyr Arg 


Leu 


His 


Pro 


Cys 


Arg 


Ser 


Leu 


580 






585 










590 






Gin He Arg Gin 


Tyr 


Ala 


Tyr His Ser 


Asp 


Arg 


Ser 


Ser 


Thr 


He 


Pro 


595 






600 








605 








Ala Met Lys Asp 


Asp 


Gly 


He Gly Tyr 


Lys 


Val 


Asp 


Thr 


Gly Lys 


Glu 


610 






615 






620 










Pro Pro Val Gly 


Thr 


Thr 


Thr Ser Thr 


Gin 


Asn Lys 


Pro 


Met 


Thr 


Trp 


625 




630 






635 










640 


Glu Asp He Phe 


He 


Gin 


Gin Glu Asn 


Asp 


Ser 


He 


Phe 


Lys 


Gin 


Asn 


645 






650 










655 




Val Thr Asp Gly 


Ser 


Thr 


Glu Phe Glu 


Phe 


He 


He 


Pro 


Glu 


Ser 


Tyr 


660 






665 










670 







<210> 5057 

<211> 673 

<212> DNA 

<213> Homo sapiens 

<400> 5057 

nnggcggcgc agctattgct ggacggccag tgggagagcg aggcctgagc ctctgcgtct 
60 

aggatcaaaa tggtttcaat cccagaatac tatgaaggca agaacgtcct cctcacagga 
120 

gctaccggtt ttctagggaa ggtgcttctg gaaaagttgc tgaggtcttg tcctaaggtg 
180 

aattcagtat atgttttggt gaggcagaaa gctggacaga caccacaaga gcgagtggaa 
240 

gaagtcctta gtggcaagct ttttgacaga ttgagagatg aaaatccaga ttttagagag 
300 

aaaattatag caatcaacag cgaactcacc caacctaaac tggctctcag tgaagaagat 
360 

aaagaggtga tcatagattc taccaatatt atattccact gtgcagctac agtaaggttt 
420 

aatgaaaatt taaggtaagt acaagtaatt atataatatt tgaacttcag tatagttatt 
480 

aaaaaatctc attttaattc tactttttag tcaatttgtt ttgaatgtga tttgatacta 
540 

tttgcctatg ttaactgtgg ctttcagtgt cctacagagt gttaaaagaa ttctcttctt 
600 

cttctcagtt taaaaatctt ggataactaa tacatgttta ttggaagaag ttgccatgaa 
660 

tttaaacatg cat 
673 

<210> 5058 
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<2X1> 122 
<212> PRT 

<213> Homo sapiens 
<400> 5058 

Met Val Ser lie Pro Glu Tyr Tyr Glu Gly Lys Asn Val Leu Leu Thr 

15 10 15 

Gly Ala Thr Gly Phe Leu Gly Lys Val Leu Leu Glu Lys Leu Leu Arg 

20 25 30 

Ser Cys Pro Lys Val Asn Ser Val Tyr Val Leu Val Arg Gin Lys Ala 

35 40 45 

Gly Gin Thr Pro Gin Glu Arg Val Glu Glu Val Leu Ser Gly Lys Leu 

50 55 60 

Phe Asp Arg Leu Arg Asp Glu Asn Pro Asp Phe Arg Glu Lys He He 
65 70 75 80 

Ala lie Asn Ser Glu Leu Thr Gin Pro Lys Leu Ala Leu Ser Glu Glu 

85 90 95 

Asp Lys Glu Val He He Asp Ser Thr Asn He He Phe His Cys Ala 

100 105 HO 

Ala Thr Val Arg Phe Asn Glu Asn Leu Arg 
115 120 



<210> 5059 

<211> 480 

<212> DNA 

<213> Homo sapiens 



<400> 5059 

ctcgagaact gaaagacact ctctatgggt taagccaccc agtgcatggt atcttgttat 
60 

aactgcccga gctgactgag acggacgttc aggacagaga gcgtgaatgc atagtgacac 
120 

cagctgtgag tctttctcca gggacagtcg gcagccggcc ctaggtgcag agccgatgac 
180 

aaggacccag gctctcagca ggtcttccaa gcagtgtggt agaaaggcag gcagggtgtg 
240 

gggaagtgga gccaggccac cagtcatgat gtcaagactg agccaggaag caaaggcagg 
300 

cagagagatg gggaggagag ggagcaggag gggactggcc atctctgaga cagaagcgtg 
360 

agtagtgggt ggacttgagg gcaggagagg actgaaaggg cagaggcctg ggcgatgcag 
420 

ccagagaggg agatgctggt gtggggaggt ctgggcaggg atgttttagg tgatggcaga 
480 

<210> 5060 
<211> 114 
<212> PRT 

<213> Homo sapiens 
<400> 5060 

Met Ala Ser Pro Leu Leu Leu Pro Leu Leu Pro He Ser Leu Pro Ala 

1 5 10 15 

Phe Ala Ser Trp Leu Ser Leu Asp He Met Thr Gly Gly Leu Ala Pro 
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20 25 30 

Leu Pro His Thr Leu Pro Ala Phe Leu Pro His Cys Leu Glu Asp Leu 

35 40 45 

Leu Arg Ala Trp Val Leu Val He Gly Ser Ala Pro Arg Ala Gly Cys 

50 55 60 

Arg Leu Ser Leu Glu Lys Asp Ser Gin Leu Val Ser Leu Cys He His 
65 70 75 80 

Ala Leu Cys Pro Glu Arg Pro Ser Gin Ser Ala Arg Ala Val He Thr 

85 90 95 

Arg Tyr His Ala Leu Gly Gly Leu Thr His Arg Glu Cys Leu Ser Val 

100 105 110 

Leu Glu 



<210> 5061 

<211> 2462 

<212> DNA 

<213> Homo sapiens 

<400> 5061 

gcggccgcca attttttttt tttttttttt ttttttttaa aaaggcccaa aactttattt 
60 

agttttcagg gaaatataag atgcatgtaa acataaaata caaaacaaaa cccaaatctt 
120 

acagtctaga agcatgccaa gacagagcat tttctgcaga ccaaagagtc ccgtcaaagt 
180 

gataaaggac acctggaaag tggcaggcca aggggctggt cccttcccca agggcactgc 
240 

atttttgtga tgagattaaa aacaaaccaa ctccactatt aaaaatgcta gaaacatgga 
300 

gatagtttag caccaccatt gattctggaa atatttcagc actcaaatcg actgcactga 
360 

gtttaatgtc ctttctccag tttctctgct gaggaggaaa gaaggaaaac ctggaggaag 
420 

ggctcctcct gaccccacag agcccactaa gagctgggag gggaattcca tgaggaattc 
480 

tccaaggttc tggagctcca gagacatcca ccagtcccca cccagccatg cagtccacat 
540 

gctcacgctt cagggattac tgaagtctgc cttgcccggg agtcacttcc tgcagacctc 
600 

tgagtacctg gtggggaaac ccatttccca tcctgtgtct tggatttaaa gaaaacctgt 
660 

tggagataat gagttgtaaa ttcaaggagg gtggctgttt tgctgttctt tctctgcagt 
720 

aaactcttat ggggagtgtg ccttggttat aaggcaacgc aaaatggtag ggtatatcca 
780 

tggatgaatg ttcatcacac ccaatctaat tcataccagg tggcaggctc agcaaactga 
840 

accaccacag gtgtcagaga tacttgagaa tgactggtac caacaagacg acaaaggagg 
900 

ttgccttcct cccagatgtg cccaatggag tctgaactct ggttctaatt tgtggaggtg 
960 

ggtccctact gtatgaccca ttgtggtcac tgctctttga gccatacaac ttgagagact 
1020 
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ggctttggat tggacagtca aagggaagtg 
1080 

atgcatatat tctggaatca gggcctgcaa 
1140 

ctctctgcta agtaaatcaa tgaccattca 
1200 

ccaatgagtg gcagtttttt cctagccagc 
1260 

cctgctatgg ctggaccctt gggtgttaaa 
1320 

cttcctgaaa cactcagagc tgacttcttc 
1380 

aagccccttt tcagccttca cacaattttt 
1440 

tccttcccta atgaagggac agtaggcccc 
1500 

accaacgtgc ctctcacttg cctctaacgt 
1560 

cttcctccct ccctcccttt tttctctttc 
1620 

tggaactggg agcaaggcgg ggaccttcag 
1680 

agttctagga ctggagtagg agagggtgct 
1740 

ttaaaaagac aggattgggg aagggggatt 
1800 

gggatcaaga ccttggaagg tagggctctc 
1860 

cttatggcct ggggacccag gtttgcagga 
1920 

aaagctgtgg gtcactgatc ctgtcttctc 
1980 

cagagacatg agactgcacc aaacagggct 
2040 

agcacagccc tccacacact tcccaggaag 
2100 

acttatatgc acctgcaggt cttgttgggt 
2160 

ctgacccacc ctctgaaaca aggacgaaag 
2220 

catacccatg gcatggctga ggggtgggag 
2280 

atgacctaac tgaaccaact cagtgtttct 
2340 

cattttggag cctgggatga ctgcctaggc 
2400 

gaaatttcca actaaatact taataaaata 

2460 

ca 

2462 

<210> 5062 
<211> 136 
<212> PRT 



ggcaaaacca gctgagaacc cgggagctgg 
actcaaagat tggtttgtgg ctggtgactt 
ttgagaactg atggggaccc agcgtgtggc 
ttctgtggcc aaatttggag gattttccaa 
tcactaaatt ccctttctac ctgctctctt 
cttctttcta atcaacaaag acaaaactcc 
ctttctagaa gacatccgct tctggaagcc 
agctacccca aacatgcaca tgctcttctc 
gctcgagcca tccttttgtt ctaaataatt 
acctcttgag gcgcagccta ttggccagga 
tgcaggggac cccattctct aaggccactg 
gttgtcaagg ttaagtgcaa acttgagatt 
gcatgctaat cccaacctta taggcaggct 
cacccagtct gtaagcacca gtgtgcccac 
gggaagttaa cagtggggct gtttttcccc 
actggctctg atcatgcagc ttgggaacca 
gatgatttag ccagaaactc aggaaggtct 
tgtttggtct ggccctgcag ttgggactaa 
gcaccgtgag caagttctca ccccaaccac 
ggctggcagc tttcattata aggggcttct 
tcagcctgct cgatgacacg tctgcagggg 
attcccagtg gcatctcttt tgcacatctt 
cacttatgct agacctgtta atgccagtgc 
attacaaaaa gaaaaaaaaa tgacacattg 
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<213> Homo sapiens 
<400> 5062 



Met Ala 


Gly Trp 


Gly 


Leu.Val Asp Val *Ssr"3@^* Ala Pro Glu Pro Trp 


1 








5 




10 


15 


Arg 


He 


Pro 


His 


Gly 


He Pro Leu Pro 


Ala 


Leu Ser Gly Leu Cys Gly 






20 




25 




30 


Val 


Arg 


Arg 


Ser 


Pro 


Ser Ser Arg Phe 


Ser 


Phe Phe Pro Pro Gin Gin 






35 






40 




45 


Arg 


Asn 


Trp 


Arg 


Lys 


Asp He Lys Leu 


Ser 


Ala Val Asp Leu Ser Ala 




50 








55 




60 


Glu 


He 


Phe 


Pro 


Glu 


Ser Met Val Val 


Leu 


Asn Tyr Leu His Val Ser 


65 










70 




75 80 


Ser 


He 


Phe 


Asn 


Ser 


Gly Val Gly Leu 


Phe 


Leu He Ser Ser Gin Lys 










85 




90 


95 


Cys 


Ser 


Ala 


Leu 


Gly 


Glu Gly Thr Ser 


Pro 


Leu Ala Cys His Phe Pro 






100 




105 




110 


Gly 


Val 


Leu 


Tyr 


His 


Phe Asp Gly Thr 


Leu 


Trp Ser Ala Glu Asn Ala 




115 






120 




125 


Leu 


Ser 


Trp 


His 


Ala 


Ser Arg Leu 








130 








135 







<210> 5063 

<211> 561 

<212> DNA 

<213> Homo sapiens 

<400> 5063 

gacgcaaccc cagtgtcaaa ccagggggta agtcaaggta tccggccagg cgccggcagc 
60 

tgagggggcc cagtggggtc tcgtctgtgg cccagagacg tggcggaaga aggcagtaca 
120 

tctcccttct tagagagaga gtggaagctt ctgagtgtgg cttgggtcgt tctgaaccat 
180 

ggtgacgttt ccaccctgcc actgcctgtc ttccagtttg acttgctgga aatggaccgg 
240 

ctggagaggc cactggttga cctgccgctc ctcctggacc cgccctccta cgtgcccgac 
300 

acggtggacc tcaccgatga cgctctggcc cgaaaatact ggctcacctg ctttgaggag 
360 

gccctggacg gggtagtgaa gcgcgcagtg gcgagccagc cagactctgt ggatgcagcc 
420 

gagagggcgg agaagttccg gcagaagtac tggaacaagc ttcagaccct gaggcagcag 
480 

cccttcgcct atgggaccct gaccgtgcgc agcctgctgg acaccaggga gcactgtctg 
540 

aacgagttca acttcccgga t 
561 

<210> 5064 
<211> 110 
<212> PRT 

<213> Homo sapiens 
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<400> 5064 



Met Asp 


Arg 


Leu 


Glu Arg Pro Leu Val Asp 


Leu Pro Leu Leu Leu 


Asp 


1 




5 10 


15 




Pro Pro 


Ser 


Tyr 


Val Pro Asp Thr Val Asp 


Leu Thr Asp Asp Ala 


Leu 






20 


25 


30 




Ala Arg 


Lys 


Tyr 


Trp Leu Thr Cys Phe Glu 


Glu Ala Leu Asp Gly 


Val 




35 




40 


45 




Val Lys 


Arg 


Ala 


Val Ala Ser Gin Pro Asp 


Ser Val Asp Ala Ala 


Glu 


50 






55 


60 




Arg Ala 


Glu 


Lys 


Phe Arg Gin Lys Tyr Trp 


Asn Lys Leu Gin Thr 


Leu 


65 






70 


75 


80 


Arg Gin 


Gin 


Pro 


Phe Ala Tyr Gly Thr Leu 


Thr Val Arg Ser Leu 


Leu 








85 90 


95 




Asp Thr 


Arg 


Glu 


His Cys Leu Asn Glu Phe 


Asn Phe Pro Asp 








100 


105 


110 





<210> 5065 
<211> 370 
<212> DNA 

<213> Homo sapiens 
<400> 5065 

attgaggacg cgcgggagcg aatgaggacg ctgcggaagc tgatccggga tctcccagga 
60 

cactactatg aaacgctcaa attccttgtg ggccatctca agaccatcgc tgaccactct 
120 

gagaaaaaca agatggaacc ccggaacctg gccctggtct ttgggccgac actggtgagg 
180 

acgtctgagg acaacatgac agacatggtg acccacatgc ctgaccgcta caagatcgtg 
240 

gagacactga tccagcactc agactggttc ttcagtgacg aagaggacaa gggagagaga 
300 

attctaccac ctgtagttca gtcaagtcca agggttcgtg ggcccccaag aaggagccgt 
360 

acgcccgggc 
370 

<210> 5066 
<211> 123 
<212> PRT 

<213> Homo sapiens 



<400> 5066 



He Glu 


Asp 


Ala 


Arg 


Glu 


Arg Met 


Arg 


Thr 


Leu Arg 


Lys 


Leu He Arg 


1 






5 










10 






15 


Asp Leu 


Pro 


Gly 


His 


Tyr 


Tyr 


Glu 


Thr 


Leu 


Lys Phe 


Leu 


Val Gly His 






20 










25 








30 


Leu Lys 


Thr 


He 


Ala 


Asp 


His 


Ser 


Glu 


Lys 


Asn Lys 


Met 


Glu Pro Arg 




35 










40 








45 




Asn Leu 


Ala 


Leu 


Val 


Phe 


Gly 


Pro 


Thr 


Leu 


Val Arg 


Thr 


Ser Glu Asp 


50 










55 








60 






Asn Met 


Thr 


Asp 


Met 


val 


Thr 


His 


Met 


Pro 


Asp Arg 


Tyr 


Lys He Val 


65 








70 










75 




80 


Glu Thr 


Leu 


He 


Gin 


His 


Ser 


Asp 


Trp 


Phe 


Phe Ser 


Asp 


Glu Glu Asp 
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85 

Lys Gly Glu Arg lie Leu Pro Pro 

100 

Arg Gly Pro Pro Arg Arg Ser Arg 
115 120 



90 95 
Val Val Gin Ser Ser Pro Arg Val 
105 110 
Thr Pro Gly 



<210> 5067 

<211> 2023 

<212> DNA 

<213> Homo sapiens 



<400> 5067 
gctgaggcac 
60 

gcactcttag 
120 

cgaatacgaa 
180 

atgagactag 
240 

agctacccgg 
300 

ggtcatccca 
360 

ccatggggtc 
420 

cgcaatagcc 
480 

agcagaagca 
540 

cttaataatt 
600 

catcatcaca 
660 

tattttattc 
720 

cttggctgcc 
780 

ataaatgtgt 
840 

gaaaagaatt 
900 

tggcttcagt 
960 

cctttttatc 
1020 

ataagttatt 
1080 

tgatctgact 
1140 

tgcttctcgg 
1200 

ttgatttttt 
1260 



aacatgatcg 
aacaaaagat 
gcctgttgga 
gttttagtaa 
gagcttctgg 

tgggtggccc 

acccttcagg 
cccaggctct 
cgagtgtcac 
gagagtggca 
gcagcctcct 
atttttgtaa 
gggtttgttt 
atgtgtgtac 
ggctagatag 
tatcactttt 
ccatatccca 
actggtacac 
tctcagcctc 
ccttttggct 
cagagagtag 



agagcttcgg 
tgaagaagag 
acgtcaagcc 
tatggtcctt 
ttggtcacac 
accacaagct 
gccaatgcaa 
gaggcggaca 
ttcacaaata 
attccgctgg 
cacttgggta 
agcgttctgt 
gtttttgggg 
atatatatac 
gggatttttc 

gggtgtctgt 

aattcttatg 
acctgcattg 
atttggacta 
aagatcaagt 
aaaacaactt 



nagcttgaac 
atgttggctt 
agagagattg 
tctaatctct 
aaccctactg 

tggggccatc 
ggggtacctc 
gcttctgggg 
tccaatgggt 
agctgtctgc 
ctacagtgtg 
tttgggttta 
aaattttgaa 
acacacatac 
tgaacactgc 
atcctaagaa 
agccactcac 
cctcaccagt 
aaaaaagaaa 
gtagaaatcc 
agtttttctt 



agagggtctc 
tgcagaatga 
aagcttttga 
cccctgaggc 

ggggtccagg 

caatgcaagg 
gaggtagcag 
gacggacaga 
cacacatgtc 
caaaagaaac 
gaagctgagt 
ctaattggga 
aagtggagtt 
acatatatta 
aaaaatagaa 
gtttctgaaa 
agcaggcagc 
gtatttattt 
gcagaaatcc 
atgaacacta 
ttttcctgaa 



cctccggagg 
gcgcacagaa 
ctctgaaagc 
attcagccac 
acctcactgg 
tggaccccag 
tatgggagtc 
gcagggcatg 
ttatacataa 
tgcctacaga 
gcatatggta 
tgtcatagta 
gatattaaaa 
tgcatgtggt 
cgtagcaaaa 
agatctaaag 
atatgttgaa 
gttattaaat 
atgaacacat 
aaggacttca 
tgcgtcatag 
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gcttgtgagt 
1320 

tacttaagga 
1380 

gggaagacca 
1440 

agagtgagga 
1500 

tcctagctaa 
1560 

aaacaaagac 
1620 

aattgccatc 
1680 

cttatgtgat 
1740 

gtgaaccagg 
1800 

tgtagatttt 
1860 

actttacaaa 
1920 

acaataggaa 
1980 

gaactaggaa 
2023 



gatttttgtc 
gatcacaagt 
gaagggtgag 
gatgaagctt 
gctctataat 
atatagccaa 
tattgaaatt 
tttctgttta 
agtcactgag 
gctgcatgtg 
cttctagttc 
acaccacttc 
gtttggccaa 



cattcaattg 
tgtgtgagga 
aggggccctg 
acgtgtcctg 
gcccaagacc 
tacaaatcaa 
ctcgtcacac 
caagtagaat 
ccaatgactt 
caggtcctct 
gttgagactt 
cacaagtctc 
ttaaaaaaaa 



tgccttcttt 
ttgcattaac 
aaagttcata 
acgttttgtt 
ccaaacagta 
atgccggagg 
tacatagaca 
agccaattat 
taccagctgc 
atttttaatt 
agtgaccatt 
aagcctcagt 
aaaaaagtcg 



gtattatgat 
aaacctatga 
tggtgggtat 
gcttatactg 
cttttacttt 
tgtttgatgc 
taattgttat 
ttaaatgttt 
tgactaatct 
gctgttttcg 
tggcatcaag 
gctaaagtac 
acc 



aagatggggg 
gccttcaatg 
gtcccgcagc 
tgatatctca 
gtttgtacaa 
catatttgca 
ctccttttgg 
agttgccaca 
tcatcaccac 
ttgctgcagt 
ttaacatcac 
tactgaaaag 



<210> 5068 
<211> 179 
<212> PRT 

<213>. Homo sapiens 



<400> 5068 
Ala Glu Ala 
1 

Ser Leu Arg 

Ala Leu Gin 
35 

Gin Ala Arg 
50 

Phe Ser Asn 
65 

Ser Tyr Pro 

Gly Pro His 

His Pro Met 
115 

Met Gin Gly 

130 
Gin Ala Leu 
145 

Ser Arg Ser 



Gin His Asp 
5 

Arg Ala Leu 
20 

Asn Glu Arg 

Glu He Glu 

Met Val Leu 
70 

Gly Ala Ser 
85 

Trp Gly His 
100 

Gin Gly Gly 

Val Pro Arg 

Arg Arg Thr 
150 

Thr Ser Val 



Arg Glu 

Leu Glu 

Thr Glu 

40 
Ala Phe 
55 

Ser Asn 

Gly Trp 

Pro Met 

Pro Gin 
120 
Gly Ser 
135 

Ala Ser 



Leu Arg 

10 
Gin Lys 
25 

Arg He 

Asp Ser 

Leu Ser 

Ser His 

90 
Gly Gly 
105 

Pro Trp 



Ser Met 
Gly Gly 
Thr Ser Gin He 



Xaa Leu 

He Glu 

Arg Ser 

Glu Ser 

60 
Pro Glu 
75 

Asn Pro 

Pro Pro 

Gly His 

Gly Val 
140 
Arg Thr 
155 

Ser Asn 



Glu Gin Arg Val 
15 

Glu Glu Met Leu 
30 

Leu Leu Glu Arg 
45 

Met Arg Leu Gly 

Ala Phe Ser His 

80 

Thr Gly Gly Pro 
95 

Gin Ala Trp Gly 
110 

Pro Ser Gly Pro 
125 

Arg Asn Ser Pro 

Glu Gin Gly Met 

160 

Gly Ser His Met 
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16 5 

Ser Tyr Thr 



<210> 5069 

<211> 36S5 

<212> DNA 

<213> Homo sapiens 

<400> 5069 

nttttttttt tttttttttt tttggaagtc 
60 

agaaagcgca ggctaaagcc gcaggtgaag 
120 

ggctcgccgc aggagaagga ttcgccctcg 
180 

tcgtcgcggt ctaggagccg ctctttttcc 
240 

agccggtttt cgtccaggag tcggaggagc 
300 

cagcggaagt acaggcgcta ctcgcggtca 
360 

cgccgttacc gagagaggcg ctacgggttc 
420 

taccggtccc ggtcccgtag caggtcgcgc 
480 

tacgcgatcg cgcggggaca gcgctactac 
540 

cacagcagat ggagggacag atccaggacg 
600 

agtgaaaaag gtgggtgggt catttacctt 
660 

atgagtaggc tagggaacca acgttgctgt 
720 

gaaatctttt tggaggaaag agggaggaca 
780 

ttagggttaa aggtcaactg gaagttaaat 
840 

ttggctgact gttcttagtg ggtggagcct 
900 

aagttaacgt gattgggaag aacaatatca 
960 

ctgaataaaa ttggattgtc gagtatccta 
1020 

acctctgtaa tcccagcact tggggaggcg 
1080 

aggcgttcca caccagccag gccaacatag 
1140 

ccgggggtgg cggtagaaat acactttagt 
1200 

taattatata aagaatctac agcagaaaaa 
1260 

aaagcaaaat aatatcacta ttagctagag 
1320 



170 175 



ctgagttgag gcttgcggga tcctttccgg 
atgtccaact acgcgaacga catgtggccg 
acctcgcggt cgggcgggtc cagccggctg 
agaagctctc ggtcccattc ccgcgtctcg 
aagtccaggt cccgttcccg aaggcgccac 
tactcgcgga gccggtcgcg atcccgcagc 
accaggagat actaccggtc tccttcgcgg 
tctcggggaa ggtcgtactg cggaagggcg 
ggctttggtc gcacagtgta cccggaggag 
aggtcgcgga gcagaacccc ctttcgctta 
tccatttgtg gtaatgtatg gtggcagtat 
gtagtttcaa tattagttcc tttagtgccc 
ttacctgtat ttaagtggac agcattctct 
ggctcaggat gtagggaact ttttttccta 
tttaaatgtt atgattaagt taaaggttct 
aaacacgcct tcttttagtt gacattatta 
agtgacctag gaggccgggc gcggcggctc 
gaggcggagg cgggtgggtc acttgaggcc 
ctcactatct agtaaaagta caaaaattag 
agtgtatcag tattggttca gtggttgtga 
cctggttttc agaaatacat ctttgaagag 
aaaattaagt acaacaaaaa gacaaaataa 
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taggacgctc aggcctttag 
1380 

ttattctttt cagcaagaaa 
1440 

gttgtccctc tgttcactcg 
1500 

cttggggttt acagtctctc 
1560 

gaaaaaacaa gtataaagtg 
1620 

acctattata aaacaagtga 
1680 

taattctgag ttctcttggg 
1740 

tttttttttt agatcgaatg 
1800 

taggaacaac caacattgac 
1860 

caagccgtgg aataggtgta 
1920 

tgtcggaaca aaactttcag 
1980 

actatacttt ttgggaagtc 
2040 

tgaagatagg caatgtcaaa 
2100 

catggtgcct catgcctgta 
2160 

tgggcaatgt ggcaaaaccg 
2220 

tgcatgcctg tagtcccagc 
2280 

tgctaaggtt gcagtgagcc 
2340 

gaccctgtct caaaaaatac 
2400 

acaccgttat tagctggtac 
2460 

gagtgtttgt agctttcatt 
2520 

cagtatagtt tatctgctct 
2580 

gtgatgaaga aaatctgttg 
2640 

aagtttatgt tcacacactg 
2700 

gaatttggga caggcactat 
2760 

gtacacgttg taacggtggg 
2820 

atattccaga tgttttgaga 
2680 

tattataatt ctccagaaat 
2940 



tcaagaaaac aaaactaatt 
tgagctggag aatagaattt 
ggggtttggt gccaggatgc 
aaacactgtg gtactttcta 
gaccagcgca gctactagtg 
cttaatatat ttaataccac 
aaataactac cagattaatg 
gagctgttag aaatagcaaa 
ttgccagcta gtctcagaac 
tcaagtaatg gtgcaaagcc 
aaagccaact gtcaaatctg 
tagagatgta tataatgtgc 
cccatgaaaa tgggagatta 
atgaggcaga tggcttgagt 
cgtgtttaca aaaaatacaa 
tgtttgggag gctgaggcag 
aagatggcac cattgcactc 
atttattttt ttcattttca 
tttggtgatt tctattacta 
tgcagcatta tgttcccaca 
atttctgtct tatagaaatc 
gtaattgata catgggttca 
aaaacttagt ttttttgttg 
ttgcataaag tattaaagtc 
gcatctgtga aaaagatgtc 
gattacagaa gaggaggcct 
gtgcaggatg tgcattagca 



gttgagataa tttaagaatt 
tcagtgaata aagttacaca 
atatggaacc ctcgcgcaca 
tctgcattta gtaaggggga 
ttcaagggca accttagttt 
aaaataacat atttattgtg 
agtattttaa aatctctctc 
aaccaatgca gcgaaagctc 
tgttccctca gccaaagaaa 
tgaagtaagt attctaggtt 
attagccact tatatcttag 
taaattcaaa gtagcaaatc 
atgagcttta tttggccgtg 
ccaggagttc aagactagcc 
aaattagcca ggcatggtgg 
gaggatcttt gagcctagga 
tagcctgggc agcagagcga 
gttaacagtg tactcttata 
gtttttctaa gctatttaca 
aattctgtac tcagcatata 
atgaatgtgg tctccagaca 
agtgtcagag gtttaatttg 
gtagatccat gtgcatgcta 
aatttttaaa ctaagcaaag 
cctttcataa tatatgcaat 
gcttcacttg cagataagtt 
aattgcactg tacttttcac 
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tccagcctgg gtgacagagc aagactcccg tctcgggggc ttaaaaaaaa aaaaatgctg 
3000 

tatctaaatg aatctgtgta attgggccca gatgtgggtt tgctcagtat tagtagacaa 
3060 

ggtctttgtt cagacgatta ggtgcctaac tggcaaatgc cttagtttct taaaacgtat 
3120 

tttctgatgt ggctttacat ttcaaaagtg aacttgattc aacctgagaa aactgattaa 
3180 

aaaattagtt taaatttgcc agcagggaag taaaataatt atgggaagag tgtcttaagc 
3240 

ctaatattaa atcagttttg ttaaggggaa aactcaatag ttctgttact taggctgtta 
3300 

gatccaagtt gatttttgtg tctacagcta aattttgttt acaattaggc tattttttaa 
3360 

tataggattt agaaaccaag ggtatgtgtt ttaaaattac actttttctt aacctgtcta 
3420 

gctgtcggaa aaggtaacag aagatggaac tcgaaatccc aatggaaaac ctacccagca 
34B0 

aagaagcata gcttttagct ctaataattc tgtagcaaag ccaatacaaa aatcagctaa 
3540 

agctgccaca gaagaggcat cttcaagatc accaaaaata gatcagaaaa aaagtccata 
3600 

tggactgtgg atacctatct aaaagaagaa aactgatggc taagtttgca tgaaa 
3655 

<210> 5070 
<211> 255 
<212> PRT 

<213> Homo sapiens 



<400> 5070 



Met 


Ser 


Asn 


Tyr 


Ala 


Asn Asp Met 


Trp 


Pro 


Gly 


Ser 


Pro 


Gin 


Glu 


Lys 


l 








5 






10 










15 




Asp 


Ser 


Pro 


Ser 


Thr 


Ser Arg Ser 


Gly 


Gly 


Ser 


Ser 


Arg 


Leu 


Ser 


Ser 








20 






25 










30 






Arg 


Ser 


Arg 


Ser 


Arg 


Ser Phe Ser 


Arg 


Ser 


Ser 


Arg 


Ser 


His 


Ser 


Arg 






35 






40 










45 








Val 


Ser 


Ser 


Arg 


Phe 


Ser Ser Arg 


Ser 


Arg 


Arg 


Ser 


Lys 


Ser 


Arg 


Ser 




50 








55 








60 










Arg 


Ser 


Arg 


Arg 


Arg 


His Gin Arg 


Lys 


Tyr 


Arg 


Arg 


Tyr 


Ser 


Arg 


Ser 


65 










70 






75 










80 


Tyr 


Ser 


Arg 


Ser 


Arg 


Ser Arg Ser 


Arg 


Ser 


Arg 


Arg 


Tyr 


Arg 


Glu 


Arg 










85 






90 










95 




Arg 


Tyr 


Gly 


Phe 


Thr Arg Arg Tyr 


Tyr 


Arg 


Ser 


Pro 


Ser 


Arg 


Tyr 


Arg 








100 






105 










110 






Ser 


Arg 


Ser 


Arg 


Ser Arg Ser Arg 


Ser 


Arg 


Gly 


Arg 


Ser 


Tyr 


Cys 


Gly 






115 






120 










125 








Arg 


Ala 


Tyr 


Ala 


He Ala Arg Gly 


Gin 


Arg 


Tyr 


Tyr 


Gly 


Phe 


Gly 


Arg 




130 








135 








140 










Thr 


Val 


Tyr 


Pro 


Glu 


Glu His Ser 


Arg 


Trp 


Arg 


Asp 


Arg 


Ser 


Arg 


Thr 


145 










150 






155 










160 


Arg 


Ser 


Arg 


Ser 


Arg 


Thr Pro Phe 


Arg 


Leu 


Ser 


Glu 


Lys 


Gly 


Gly 


Trp 










165 






170 










175 




Val 


He 


Tyr 


Leu 


Ser 


He Cys Gly 


Asn 


Val 


Trp 


Trp 


Gin 


Tyr 


Met 


Ser 
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180 

Arg Leu Gly Asn Gin 
195 

Val Pro Glu He Phe 
210 

Lys Trp Thr Ala Phe 
225 

Gly Ser Gly Cys Arg 

245 



185 

Arg Cys Cys Val Val Ser 
200 

Leu Glu Glu Arg Gly Arg 
215 

Ser Leu Gly Leu Lys Val 
230 235 
Glu Leu Phe Phe Leu Leu 

250 



190 

He Leu Val Pro Leu 
205 

Thr Leu Pro Val Phe 
220 

Asn Trp Lys Leu Asn 

240 

Ala Asp Cys Ser 

255 



<210> 5071 

<211> 2196 

<212> DNA 

<213> Homo sapiens 

<400> 5071 

nttttttttt tttttttttt tttttttttt tttttagaaa agcaggttta ttggtcgggc 
60 

tgctcaccag gacacagcaa cgtgagaggt tccccaagcc cacagaaaac tgcatctgcc 
120 

cacagctcag gccccttcag gccatcagca ccaagggacc ttgtcccaca atccccaacc 
180 

tccctcggca gaggggtctt cagccattca gaggagagaa gagaaccgag aaagggaaaa 
240 

ggaagaaaaa aaaaaaaaaa gcaaagcttt gtattgtata aaaggtttgt gtccccaggc 
300 

tccctccccc aatcccttaa aacaatgaac tgcagttcta aaaagcaggg cagagaaggt 
360 

aaggagcagg tggggggaag gaggaagctc tcggggcctc ccttcaggct gtgactgggg 
420 

agaggggctg ttcttgcttc tgacaaaccc cctttaatgg ggaggaacaa ggggactcgt 
480 

gtcttgagaa cctggtcgtg tcttgagaac ccagtccgaa cagaatcagg cctctggact 
540 

gggagcaaca ctcccttcac ccccaaagat tcaggaaaag caccccaagg acaaggaaac 
600 

caatgaggtc tgggctagct ctgcagcttt aggatactag ctctagggaa ggattttttc 
660 

ctttttaaac agcgtctcac tctgttgcct aggatggagc acagaggcac cctcatagct 
720 

cactgcagcc tcaaactcct gggctctggc gatcctcccg cctcagcctc ccaagtagct 
780 

gagaccacag gcacgtgcca ccatgctcct agggaaggag cttgagaaga aactgccagg 
840 

agtgaaccag ggctggctgc tctgtgatgt tctctcccca cctcccctcc agctctcaac 
900 

ttggtggcag ggccggcacc ctgctctccc tcctaactcc cagcctgctg ctgccccctt 
960 

ctgggaccct aattttctgg actttgagaa atgggctgcc cctgggggtg cctccaagag 
1020 

cccatttgag ggatcgggtg gggctgacct ctctgtcttc tttggatcat cgccttctca 
1080 

cactgtcctc cctcttgatt ctgaaaaatg gtcctgctgc ccatggagaa ccacagtaag 
1140 
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atagatttct 
1200 

attttccttt 
1260 

cagtgtcgcg 
1320 

ctcagcctcc 
1380 

aattttagta 
1440 

actcctgacc 
1500 

aagccaccaa 
1560 

catgcgctcc 
1620 

gttccccacc 
1680 

cagatacagc 
1740 

cactgcctca 
1800 

ggggcaagga 
1860 

ccccagggat 
1920 

gggtggtgtg 
1980 

tcactgcaat 
2040 

ttcccattcc 
2100 

atcgggtcct 
2160 

gtgttttcaa 
2196 



catgcagcta 
tttttccttc 
accttggctc 
aaagtagctg 
gagatgggtt 
tcaggtgatc 
gcccggccga 
tgtgtacagg 
cctccttccc 
ctgtgctgga 
gtttccccca 
tcccctttag 
cagggtgaga 
gggagaggct 
ttcctctgag 
actcggactg 
aacagctcta 
tttagaaaaa 



gtgaggggac 
tgttgagatg 
actgcaacct 
ggattacagg 
ttcgcttagt 
cgcccacctc 
ccttcttcta 
tgcataaaca 
agggcttctc 
cccccagcca 
aaagctgctt 
gattcaatct 
atgaagaaga 
gaggggaagg 
atcccgactt 
tgtccaagcg 
agactgggag 
tctcagccag 



ttctctcttc 
gagtctcact 
ccacctccca 
catgcgcaac 
agagatgggt 
ggcctcccaa 
tttttccatt 
catcagtgtg 
ttggctccag 
gggtgagggc 
tcacgtcctt 
ttcctctttg 
gctcagtgag 
cagccccccc 
ggacaaccag 

ggggctgtcc 
tggagttcct 

ctcgag 



acccatttcc 
ctgtcaccca 
ggttcaagca 
catgcccagc 
gtttgccagg 
agtgctgggg 
ctcctttcca 
ccatccctca 
cgttcctctg 
tcattctgct 
ctagtagggg 
ggcagttttg 
cggaatgaca 
aggggggcct 
gacagggatt 
actgcggggg 
ggaggtgtgg 



accttctcct 
ggctggagtg 
attctcccac 
taatttttgt 
ctggtcccga 
ttacaggctt 
aagccatggc 
catgcatgtc 
ggaccctctg 
ctgtcttccc 
gcctcccatg 
gctttgagtc 
gcagctgggt 
aaccgtggaa 
gaccattccc 
ctgcctcccc 
ggaggggggc 



<210> 5072 
<211> 76 
<212> PRT 

<213> Homo sapiens 
<400> 5072 

Met Glu Ser His Ser Val Thr Gin Ala Gly Val Gin Cys Arg Asp Leu 

15 10 15 

Gly Ser Leu Gin Pro Pro Pro Pro Arg Phe Lys Gin Phe Ser His Leu 

20 25 30 

Ser Leu Gin Ser Ser Trp Asp Tyr Arg His Ala Gin Pro Cys Pro Ala 

35 40 45 

Asn Phe Cys Asn Phe Ser Arg Asp Gly Phe Ser Leu Ser Arg Asp Gly 

50 55 60 

Cys Leu Pro Gly Trp Ser Arg Thr Pro Asp Leu Arg 
65 70 75 
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<210> 5073 
<211> 1712 
<212> DNA 

<213> Homo sapiens 
<400> 5073 

ntgtggaagc agctttctgg tgagcaggtg agctggagca aggacttccc agctgtggac 
60 

tctgtgctgg tgaagctcct ggaagtgatg gaaggaatgg acaaggagac gtttgagttc 
120 

aagtttggga aggaactaac attcaccact gtactgagtg accaacaggt ggtggagctg 
180 

atccctgggg gtgcaggcat cgtcgtggga tatggggacc gttctcgttt catccaactg 
240 

gtccagaagg cacggctaga ggagagcaag gagcaggtgg cagctatgca ggcaggtctg 
300 

ctgaaggtgg taccacaggc tgtgctggac ttgctgacct ggcaagagtt ggagaagaaa 
360 

gtgtgtgggg atccagaggt cactgtggat gctctgcgca agctcacccg gtttgaggac 
420 

ttcgagccat ctgactcgcg ggtgcagtat ttctgggagg cactgaacaa cttcaccaac 
480 

gaggaccgga gccgcttcct gcgctttgtc acgggccgca gtcgcctgcc agcacggnna 
540 

tctacatcta cccagacaag ctgggctacg agaccancag acgcgctgcc cgagtcttcc 
600 

acttgctcca gcaccctctt cctgccacac tatgccagtg ccaaggtatg cgaggagaag 
660 

ctccgctatg cggcctacaa ctgcgtggcc atcgacactg acatgagccc ttgggaggag 
720 

tgaggcgtgc cgccggctgt gggaccagca agactgcacg tgtccctctt ggccttgccc 
780 

agggcgaaga caccttccct gccctggttt ggctgacgtg ctcagcaaaa ccccatgtgc 
840 

cctgctcctg tgtgcagttg gggtaggggc agctggcatg gtcaggtaac actagtggcc 
900 

cagccccgca gacccacaag ccctacccgt gctggggctt gcttcccgag gtatttcacc 
960 

tcttaagagg gaatcttcca caagcccagc acaagctgcc aggcctgagc tacttgaagg 
1020 

gggccatcca ggtccccaac ccatggactt tgcctccatt ttcagctccg ccttttttct 
1080 

cctattttct ctctggcttt cttcagccat gactcacaac taaaaacata aaacactgga 
1140 

ggttagtgga ggcccctccc caagcaggga gcctgggatg ggcagggagt gatagccaaa 
1200 

ctccttggtc acctgctcca agaaggaagc agtagctgag cacctgccct cacatactgc 
1260 

tcttttcccc tctccctcca caccagagat gtggtgagct ctgttcttct accaacccag 
1320 

tctcaacaca caaagtgcca ccaccttccc tgactcagaa cccacatcca ctcaatgtga 
1380 

actctactac cacgacctcc ccatattcct cacttctcca tcacctccag cctgactccc 
1440 
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tgtctgccct ttcaccccca agattttgca caggttaagg ccagttatgg cctttttgaa 
1500 

atctgtaata gctccccttt ccccaactct aaagcctaga ccttaaacct gttcctagag 
1560 

ctatgcacac ccctgcccca gtttaccgtt cctccctcag ggcctccgtg acactccatg 
1620 

aaaagaagtt cttgcatacc ggaaagttga ataaatggat gaattcaaaa aaaaaaaaaa 
16B0 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aa 
1712 

<210> 5074 
<211> 240 
<212> PRT 

<213> Homo sapiens 



<400> 5074 



Xaa Trp 


Lys 


Gin 


Leu 


Ser 


Gly 


Glu Gin 


Val Ser Trp 


Ser 


Lys Asp Phe 


1 






5 








10 




15 


Pro Ala 


Val 


Asp 


Ser 


Val 


Leu 


Val Lys 


Leu Leu Glu 


val 


Met Glu Gly 






20 








25 






30 


Met Asp 


Lys 


Glu 


Thr 


Phe 


Glu 


Phe Lys 


Phe Gly Lys 


Glu 


Leu Thr Phe 




35 










40 




45 




Thr Thr 


Val 


Leu 


Ser 


Asp 


Gin 


Gin Val Val Glu Leu He Pro Gly Gly 


50 










55 




60 






Ala Gly 


He 


Val 


Val 


Gly Tyr 


Gly Asp Arg Ser Arg 


Phe 


He Gin Leu 


65 








70 






75 




80 


Val Gin 


Lys 


Ala 


Arg 


Leu 


Glu 


Glu Ser 


Lys Glu Gin 


Val 


Ala Ala Met 








85 








90 




95 


Gin Ala 


Gly 


Leu 


Leu Lys 


Val 


Val Pro 


Gin Ala Val 


Leu Asp Leu Leu 






100 








105 






110 


Thr Trp 


Gin 


Glu 


Leu 


Glu 


Lys 


Lys Val 


Cys Gly Asp 


Pro 


Glu Val Thr 




115 










120 




125 




Val Asp 


Ala 


Leu 


Arg 


Lys 


Leu 


Thr Arg 


Phe Glu Asp 


Phe 


Glu Pro Ser 


130 










135 




140 






Asp Ser 


Arg 


Val 


Gin 


Tyr 


Phe 


Trp Glu 


Ala Leu Asn 


Asn 


Phe Thr Asn 


145 








150 






155 




160 


Glu Asp 


Arg 


Ser 


Arg 


Phe 


Leu 


Arg Phe 


Val Thr Gly Arg 


Ser Arg Leu 








165 








170 




175 


Pro Ala 


Arg 


Xaa 


Ser 


Thr 


Ser 


Thr Gin Thr Ser Trp Ala 


Thr Arg Pro 






180 








185 






190 


Xaa Asp 


Ala 


Leu 


Pro 


Glu 


Ser 


Ser Thr 


Cys Ser Ser 


Thr 


Leu Phe Leu 




195 










200 




205 




Pro His 


Tyr 


Ala 


Ser 


Ala 


Lys 


Val Cys Glu Glu Lys 


Leu Arg Tyr Ala 


210 










215 




220 






Ala Tyr 


Asn 


Cys 


Val 


Ala 


He 


Asp Thr Asp Met Ser Pro Trp Glu Glu 


225 








230 






235 




240 



<210> 5075 

<211> 444 

<212> DNA 

<213> Homo sapiens 

<400> 5075 
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tatggaagat 
60 

ctgacctctg 
120 

ttactaaaaa 
180 

taagtaatag 
240 

actgctcccc 
300 

ctagccctgg 
360 

gtggggacca 
420 

tggctctttc 
444 



ggactggaac 
cctgtggtat 
gaataaacag 
gcatgtggcc 
tcgatggcag 
aacactgaga 
agtgaccgca 
gttaagagtt 



aaggacccag 
cacctctgcc 
tgctcggtga 
agcagaaaaa 
tgggaagcct 
gagacagaag 
gatcagaagt 
gcct 



ccagttaagg 
tgtgataaca 
atggtgagag 
ggagccaata 
gctgggatgg 
tgatcactgc 
cactgaatat 



aggcttagaa 
gacaaaacca 
gaccagagag 
tataagaaag 
tgggggatca 
tgtgttggaa 
caacgccatg 



tgctgggagc 
ggaagtgtat 
gaaatgggaa 
caacaagtaa 
ggaaacttct 
ctggggaggg 
gagagagagc 



<210> 5076 

<211> 90 

<212> PRT 

<213> Homo sapiens 



<400> 5076 

Met Gly He Ser Asn Arg His Val 

1 5 
lie Arg Lys Gin Gin Val Asn Cys 

20 

Cys Trp Asp Gly Gly Gly Ser Gly 

35 40 
Arg Glu Thr Glu Val He Thr Ala 

50 r 55 

Asp Gin Val Thr Ala Asp Gin Lys 
65 70 
Arg Glu Leu Ala Leu Ser Leu Arg 

85 



Ala Ser Arg Lys Arg Ser Gin Tyr 

10 15 
Ser Pro Arg Trp Gin Trp Glu Ala 
25 30 
Asn Phe Ser Ser Pro Gly Thr Leu 

45 

Val Leu Glu Leu Gly Arg Gly Gly 

60 

Ser Leu Asn He Asn Ala Met Glu 
75 80 

Val Ala 
90 



<210> 5077 

<211> 2352 

<212> DNA 

<213> Homo sapiens 



<400> 5077 
tttttttttt 
60 

gtatatatat 
120 

cagcagatca 
180 

acaatcaatg 
240 

agccacatct 
300 

cttgatgaga 
360 



tttttttcaa 
tttttcagaa 
tgtttgtctg 
gactgacatc 
tgattttcct 
gaaagcatca 



atgcagcata 
aaacaccaga 
attattaaga 
actgctacaa 
aataatgagt 
acagatcaag 



ttttaatttg 
tgttaaattc 
attctttttt 
cacaggttgc 
aaatactgcc 
caaagccatg 



tttcaaataa 
tacaaaagcg 
gtaacattaa 
taactgagcc 
tggctaaaat 
aaaattatga 



agcaatatat 
catgtgtcct 
ctctctaaag 
tctgatcttc 
gctgcaaagt 
agcaagctag 



4258 



WO 00/58473 



PCT/USOO/08621 



agctgattat tagaattagt 
420 

gtatattctg attgacactc 
480 

aaaactgagt gaaaactgct 
540 

actgagagaa ctgctgcatc 
600 

gaaaccctac cgacactacc 
660 

cttcgccggg gcttttcaga 
720 

tcttgatttt tggcaccgcc 
780 

tgttcgtggc ggctgttgcc 
840 

ttggcaggcc catttagcct 
900 

gaagatccat tctgcttgtt 
960 

agactgctca ccattttggg 
1020 

gattttcggg aaaagttact 
1080 

agcagggagc tgcagggagt 
1140 

cagagcatga tttgggcctt 
1200 

agctcctcgt catatttacg 
1260 

agctgcatct ctgccatctg 
1320 

ttctgacgag cagtcaggat 
1380 

aatgaaactt ctttgtcaat 
1440 

ttcacggaac tatccacttc 
1500 

cagcgttgca aatccttcac 
1560 

tctggcttta tttcaagatg 
1620 

ttaggcttgc ttgggttaca 
1680 

gttgttccat gtataggttt 
1740 

ttgccttctg tgaccccacg 
1800 

tcacgaggga taagggctgg 
1860 

cagccattca tggggccgtt 
1920 

ggcctctcca ccttgtcttt 
1980 



aaaaatgatt aagagaggat 
ttttggcagc gaattgggtc 
ctttttcctc ctagctcagg 
tgtggaaact tctattctcg 
ccggaagggc ctggcctccg 
atgggccggg gcctcggggg 
tttgtttttg ggccggaagc 
ctttcccagt ggctcggctt 
gttgttatga tactgtggat 
ggccggcatg gtctggtgag 
gtttgccgct ttgccttcag 
ctgtttccca gaggttgctg 
tcttgaggaa tagttgttct 
cagctgttcg atgtcacagg 
ctcgctgaca aagtgcttaa 
actggcaagg tcagtgagtc 
ttccatggct tcttctttaa 
gatgcagttg tgtaattcag 
ttccttaatc atgacgcgat 
tgatttctca atatttgggc 
agctgcaggg gtattggact 
aggctgctca gctgaccact 
ggggttccca tctaaggata 
aagtgccttt gaaggttcct 
tttttcgtta gcagaatctg 
ttgaatctgt ggtggctgcg 
agcatctttg ttgccttgat 



gacacaacca tacgggattt 
agcacctcgg gcagggaacc 
ccaccaacgt cacagccggg 
tggggcagag attgcactgt 
aggtgtctgc agcgtgctgc 
tcttcatccc caaggaagcc 
cgttgtgcgg ctgtcttctg 
cattcccact gccctgcgac 
taaatctccg tctttggtta 
aggggtcggc ggtgctgggg 
agggcttatt gtgagtggat 
cgtgcgcatt cagcagaggc 
ttggatgtgt aatttctccg 
aaaaccgggc agctttcccg 
tttctgccct gagttcggcc 
tctttagttc ttctgctttc 
ctttatccat ttctgccatt 
caaaggcagc tttgatcttc 
atctagttag agaaacggtg 
ctcttttctt tgccaactca 
taacaggaga tgtttttgcc 
gtaggccatc tgacctctct 
gtttctgttg cagtagtctg 
caagtatcga gatctttttc 
tggacgagct gtccttctcg 
gctgcagggg ccctgcctca 
gctgcttgga cttgcttctt 
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tttcttttat 
2040 

ctgccatcca 
2100 

aggactattt 
2160 

ttgacattca 
2220 

atccacagca 
2280 

ggaaaaagtg 
2340 

cgcctcctct 
2352 



tgttcttctt 
caaaggcttg 
cattattgct 
catgagtatt 
atgttcctga 
ctggagctcg 
gc 



ttttcctgtc 
cacggcttta 
tttgttggga 
gagttcagcc 
aagcagcctg 
ggtcagccct 



atattccatt 
tccacattaa 
acaactgatc 
atcttgcttc 
gtttctgaag 
tggaaacccg 



cttttagaac 
aatcaaactg 
taactgcata 
tagcggaata 
agctctgaaa 
accaacccgg 



ttgaattgca 
ttggagcacc 
gatcttttcc 
ggccctggga 
aatcaggcgc 
ggtgttccgc 



<210> 5078 

<211> 558 

<212> PRT 

<213> Homo sapiens 



<400> 5078 

Met Ala Glu Leu Asn Thr His Val Asn Val Lys Glu Lys lie Tyr Ala 

15 10 15 

Val Arg Ser Val Val Pro Asn Lys Ser Asn Asn Glu lie Val Leu Val 

20 25 30 

Leu Gin Gin Phe Asp Phe Asn Val Asp Lys Ala Val Gin Ala Phe Val 

35 40 45 

Asp Gly Ser Ala lie Gin Val Leu Lys Glu Trp Asn Met Thr Gly Lys 

50 55 60 

Lys Lys Asn Asn Lys Arg Lys Arg Ser Lys Ser Lys Gin His Gin Gly 
65 70 75 80 

Asn Lys Asp Ala Lys Asp Lys Val Glu Arg Pro Glu Ala Gly Pro Leu 

85 90 95 

Gin Pro Gin Pro Pro Gin lie Gin Asn Gly Pro Met Asn Gly Cys Glu 

100 105 110 

Lys Asp Ser Ser Ser Thr Asp Ser Ala Asn Glu Lys Pro Ala Leu lie 

115 120 125 

Pro Arg Glu Lys Lys lie Ser lie Leu Glu Glu Pro Ser Lys Ala Leu 

130 135 140 

Arg Gly Val Thr Glu Gly Asn Arg Leu Leu Gin Gin Lys Leu Ser Leu 
145 150 155 160 

Asp Gly Asn Pro Lys Pro lie His Gly Thr Thr Glu Arg Ser Asp Gly 

165 170 175 

Leu Gin Trp Ser Ala Glu Gin Pro Cys Asn Pro Ser Lys Pro Lys Ala 

180 165 190 

Lys Thr Ser Pro Val Lys Ser Asn Thr Pro Ala Ala His Leu Glu lie 

195 200 205 

Lys Pro Asp Glu Leu Ala Lys Lys Arg Gly Pro Asn lie Glu Lys Ser 

210 215 220 

Val Lys Asp Leu Gin Arg Cys Thr Val Ser Leu Thr Arg Tyr Arg Val 
225 230 235 240 

Met He Lys Glu Glu Val Asp Ser Ser Val Lys Lys He Lys Ala Ala 

245 250 255 

Phe Ala Glu Leu His Asn Cys He He Asp Lys Glu Val Ser Leu Met 
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260 265 270 

Ala Glu Met Asp Lys Val Lys Glu Glu Ala Met Glu lie Leu Thr Ala 

275 280 285 

Arg Gin Lys Lys Ala Glu Glu Leu Lys Arg Leu Thr Asp Leu Ala Ser 

290 295 300 

Gin Met Ala Glu Met Gin Leu Ala Glu Leu Arg Ala Glu lie Lys His 
305 310 315 320 

Phe Val Ser Glu Arg Lys Tyr Asp Glu Glu Leu Gly Lys Ala Ala Arg 

325 330 335 

Phe Ser Cys Asp lie Glu Gin Leu Lys Ala Gin lie Met Leu Cys Gly 

340 345 350 

Glu lie Thr His Pro Lys Asn Asn Tyr Ser Ser Arg Thr Pro Cys Ser 

355 360 365 

Ser Leu Leu Pro Leu Leu Asn Ala His Ala Ala Thr Ser Gly Lys Gin 

370 375 380 

Ser Asn Phe Ser Arg Lys Ser Ser Thr His Asn Lys Pro Ser Glu Gly 
385 390 395 400 

Lys Ala Ala Asn Pro Lys Met Val Ser Ser Leu Pro Ser Thr Ala Asp 

405 410 415 

Pro Ser His Gin Thr Met Pro Ala Asn Lys Gin Asn Gly Ser Ser Asn 

420 425 430 

Gin Arg Arg Arg Phe Asn Pro Gin Tyr His Asn Asn Arg Leu Asn Gly 

435 440 445 

Pro Ala Lys Ser Gin Gly Ser Gly Asn Glu Ala Glu Pro Leu Gly Lys 

450 455 460 

Gly Asn Ser Arg His Glu His Arg Arg Gin Pro His Asn Gly Phe Arg 
465 470 475 480 

Pro Lys Asn Lys Gly Gly Ala Lys Asn Gin Glu Ala Ser Leu Gly Met 

485 490 495 

Lys Thr Pro Glu Ala Pro Ala His Ser Glu Lys Pro Arg Arg Arg Gin 

500 505 510 

His Ala Ala Asp Thr Ser Glu Ala Arg Pro Phe Arg Gly Ser Val Gly 

515 520 525 

Arg Val Ser Gin Cys Asn Leu Cys Pro Thr Arg lie Glu Val Ser Thr 

530 535 540 

Asp Ala Ala Val Leu Ser Val Pro Ala Val Thr Leu Val Ala 
545 550 555 

<210> 5079 

<211> 1338 

<212> DNA 

<213> Homo sapiens 

<400> 5079 

ggcctccctc gttgccccag cctcgcgggc cgcctaactg ccccgttcca agggtgccac 
60 

cggaccccgc tggagaggaa cttctccgtt ggctgatttc atcaccaccc attcccgatt 
120 

ccacgtttcc tttaagcggg gctggcggag ccgcaaggcg gcaaggaact ggattgcgat 
180 

tggtcagcac gtgcctcggt cggcggtaca attggctgag gcgctgggcc ttgggaagca 
240 

ttccccgacg ggattggtcg tcgctctcgc agagcccgcc tcccgcagta caagcggccc 
300 
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ccgggtcggg tgggaggagg ggactccggg aggaggaaca tggcggtggc ggacctcgct 
360 

ctcattcctg atgtggacat cgactccgac ggcgtcttca agtatgtgct gatccgagtc 
420 

cactcggctc cccgctccgg ggctccggct gcagagagca aggagatcgt gcgcggctac 
480 

aagtgggctg agtaccatgc ggacatctac gacaaagtgt cgggcgacat gcagaagcaa 
540 

ggctgcgact gtgagtgtct gggcggcggg cgcatctccc accagagtca ggacaagaag 
600 

attcacgtgt acggctattc catggtgagc cgcagccccg tcccgccctg ccggaggccc 
660 

cagtaccagc ttcgaggccc acctgagcct gctgccctga cccgtggccc cagctgagca 
720 

cgcaggcttc ctggggttct cccagggtcg gcggcagagc cctccctcca gggcccattg 
780 

tgttcctgca ttcccccatg gagcacacgc cagacctgag gggtgggacg gacaccccca 
840 

ggcatggccg gctgtctcct ctccctgcct tgggaggcct tgctgggctc tagctgtcct 
900 

ccagcacttt gggccctggg cccccagagg cagtcagtac ctgggtggag ctcagagtcc 
960 

ccacctgtgc tcttcacaaa aaccaccagc agatgagacc cacgtgcgtc cctctgggcg 
1020 

cctcaggccc caggatccac catcaaggcc tatggtcctg cccagcacgc catttcaact 
1080 

gagaaaatca aagccaagta ccccgactac gaggtcacct gggctaacga cggctactga 
1140 

gcactcccag cccggggcct gctgcctcca gcagccactt cagagccccc gcctttgcct 
1200 

gcactcctct tgcagggctg gccctgcctg ctcctgcggc agcctctggt gacgtgctgt 
1260 

ccaccaggcc ttggagacag gctagcctgg ccacagaatt aaacgtgttg ccacaccaaa 
1320 

aaaaaaaaaa aaaaaaaa 
1338 

<210> 5080 
<211> 165 
<212> PRT 

<213> Homo sapiens 
<400> 5080 

Gly Ala Gly Pro Tip Glu Ala Phe Pro Asp Gly He Gly Arg Arg Ser 

15 10 15 

Arg Arg Ala Arg Leu Pro Gin Tyr Lys Arg Pro Pro Gly Arg Val Gly 

20 25 30 

Gly Gly Asp Ser Gly Arg Arg Asn Met Ala Val Ala Asp Leu Ala Leu 

35 40 45 

He Pro Asp Val Asp He Asp Ser Asp Gly Val Phe Lys Tyr Val Leu 

50 55 60 

He Arg Val His Ser Ala Pro Arg Ser Gly Ala Pro Ala Ala Glu Ser 
65 70 75 80 

Lys Glu He Val Arg Gly Tyr Lys Trp Ala Glu Tyr His Ala Asp He 
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Tyr Asp Lys Val 

100 

Cys Leu Gly Gly 
115 

His Val Tyr Gly 
130 

Arg Arg Pro Gin 
145 

Thr Arg Gly Pro 



85 

Ser Gly Asp Met 

Gly Arg He Ser 

120 

Tyr Ser Met Val 
135 

Tyr Gin Leu Arg 
150 

Ser 
165 



90 

Gin Lys Gin Gly 
105 

His Gin Ser Gin 

Ser Arg Ser Pro 

140 

Gly Pro Pro Glu 
155 



95 

Cys Asp Cys Glu 
110 

Asp Lys Lys He 
125 

Val Pro Pro Cys 

Pro Ala Ala Leu 

160 



<210> 5081 
<211> 561 
<212> DNA 

<213> Homo sapiens 



<400> 5081 
nncggccggc 
60 

ggctgcttga 
120 

atcttcttta 
180 

tctgcatctg 
240 

ctgctgtgtg 
300 

ccaggacagg 
360 

gtcaatgtac 
420 

gccaacaggg 
480 

aacgagatcc 
540 

atcagcacac 
561 



ctgggctcgg 
agacctcgcg 
agtttgatcc 
ctgcgccctg 
caggaaggtg 
gtcactcagt 
aaagacgtga 
atgaattcta 
tcagtgggct 
gtggcaagct 



gggctccggg 
acctgtgtca 
tcgccctgtt 
cagggtcctg 
tgtgggccag 
gtgggatgct 
agactcagcc 
cagccgaccc 
ggacatggag 

9 



ctctgggctc 
gcagagccgc 
tccaaaaacg 
ggtgcccagc 
gacggggctg 
gtcagaatgc 
acagaaggca 
tccaagttag 
gaaggcaagg 



tgggtgcgcg 
cctgcaccac 
cgtacaggta 
cagttctcat 
cacaggcctg 
ctctcggggc 
gccacaggct 
ctgacttctg 
aaggaggcac 



gaccgggcca 
catgtgcatc 
accccctcgc 
gccacccaag 
gcactgccct 
ggggactcca 
catcttggca 
ggggaacaac 
atggctgggc 



<210> 5082 
<211> 111 
<212> PRT 

<213> Homo sapiens 



<400> 5082 



Met Pro Pro Lys Leu 


Leu 


Cys 


Ala 


Gly Arg 


Cys Val Gly Gin Asp Gly 


1 5 








10 


15 




Ala Ala Gin Ala Trp 


His 


Cys 


Pro 


Pro Gly 


Gin Gly His Ser Val 


Trp 


20 








25 


30 




Asp Ala Val Arg Met 


Pro 


Leu 


Gly 


Ala Gly 


Thr Pro Val Asn Val 


Gin 


35 






40 




45 




Arg Arg Glu Asp Ser 


Ala 


Thr 


Glu 


Gly Ser 


His Arg Leu He Leu 


Ala 


50 




55 






60 




Ala Asn Arg Asp Glu 


Phe 


Tyr 


Ser 


Arg Pro 


Ser Lys Leu Ala Asp 


Phe 
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65 70 75 80 

Trp Gly Asn Asn Asn Glu lie Leu Ser Gly Leu Asp Met Glu Glu Gly 

85 90 95 

Lys Glu Gly Gly Thr Trp Leu Gly lie Ser Thr Arg Gly Lys Leu 

100 105 110 

<210> 5083 

<211> 1856 

<212> DNA 

<213> Homo sapiens 

<400> 5083 

nnggccacta ggcacgggac agagcagtcg gtgacaggac agagcagtcg gtgacgggac 
60 

acagtggttg gtgacgggac agagcggtcg gtgacagcct caagggcttc agcaccgcgc 
120 

ccatggcaga gccagaccga ctcagattca gactctgagg gaggagccgc tggtggagaa 
180 

gcagacatgg acttcctgcg gaacttattc tcccagacgc tcagcctggg cagccagaag 
240 

gagcgtctgc tggacgagct gaccttggaa ggggtggccc ggtacatgca gagcgaacgc 
300 

tgtcgcagag tcatctgttt ggtgggagct ggaatctcca catccgcagg catccccgac 
360 

tttcgctctc catccaccgg cctctatgac aacctagaga agtaccatct tccctaccca 
420 

gaggccatct ttgagatcag ctatttcaag aaacatccgg aacccttctt cgccctcgcc 
480 

aaggaactct atcctgggca gttcaagcca accatctgtc actacttcat gcgcctgctg 
540 

aaggacaagg ggctactcct gcgctgctac acgcagaaca tagataccct ggagcgaata 
600 

gccgggctgg aacaggagga cttggtggag gcgcacggca ccttctacac atcacactgc 
660 

gtcagcgcca gctgccggca cgaatacccg ctaagctgga tgaaagagaa gatcttctct 
720 

gaggtgacgc ccaagtgtga agactgtcag agcctggtga agcctgatat cgtctttttt 
780 

ggtgagagcc tcccagcgcg tttcttctcc tgtatgcagt cagacttcct gaaggtggac 
840 

ctcctcctgg tcatgggtac ctccttgcag gtgcagccct ttgcctccct catcagcaag 
900 

gcacccctct ccacccctcg cctgctcatc aacaaggaga aagctggcca gtcggaccct 
960 

ttcctgggga tgattatggg cctcggagga ggcatggact ttgactccaa gaaggcctac 
1020 

agggacgtgg cctggctggg tgaatgcgac cagggctgcc tggcccttgc tgagctcctt 
1080 

ggatggaaga aggagctgga ggaccttgtc cggagggagc acgccagcat agatgcccag 
1140 

tcgggggcgg gggtccccaa ccccagcact tcagcttccc ccaagaagtc cccgccacct 
1200 

gccaaggacg aggccaggac aacagagagg gagaaacccc agtgacagct gcatctccca 
1260 
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ggcgggatgt cgagctcctc agggacagct 
1320 

ccagcagttc ttgtctgggg agctcagaac 
1380 

aaactggggt cccagcaacc ctggccccca 
1440 

gccaaggctt aaacaggcat ctctaccagc 
1500 

gagtaacctc cctcatctct aactgccccc 
1560 

ctcttccagg acagggagct tcgggccccc 
1620 

ctaagtaaac catacctaac ctaccccagt 
1680 

cccagcgtag ggggagtctg agccgggagg 

1740 

gtgggtggtg ggcccccttc acgtgggacc 
1800 

tgcttattgg agacaaatta aaaacaaaaa 
1856 



gagccccaac cgggcctggc cccctcttaa 
atcccccaat ctcttacagc tccctcccca 
accccagcaa atctctaaca cctcctagag 
cccactgtct ctaaccactc ctgggctaag 
acggggccag ggctacccca gaacttttaa 
actctgtctc ctgcccccgg gggcctgtgg 
gtgggtgtgg gcctctgaat ataacccaca 
gctcccgagt ctctgccttc agctcccaaa 
cacttcccat gctggatggg cagaagacat 
caactaacaa aaaaaaaaaa aaaaaa 



<210> 5084 

<211> 396 

<212> PRT 

<213> Homo sapiens 



<400> 5084 

Arq Asp Thr Val Val Gly Asp Gly Thr Glu Arg Ser Val Thr Ala Ser 

1 5 10 15 e 

Arg Ala Ser Ala Pro Arg Pro Trp Gin Ser Gin Thr Asp Ser Asp Ser 

20 25 30 

Asp Ser Glu Gly Gly Ala Ala Gly Gly Glu Ala Asp Met Asp Phe Leu 

35 40 45 

Arg Asn Leu Phe Ser Gin Thr Leu Ser Leu Gly Ser Gin Lys Glu Arg 

50 55 60 

Leu Leu Asp Glu Leu Thr Leu Glu Gly Val Ala Arg Tyr Met Gin Ser 
65 70 75 80 

Glu Arg Cys Arg Arg Val He Cys Leu Val Gly Ala Gly He Ser Thr 

85 90 95 

Ser Ala Gly He Pro Asp Phe Arg Ser Pro Ser Thr Gly Leu Tyr Asp 

100 105 HO 

Asn Leu Glu Lys Tyr His Leu Pro Tyr Pro Glu Ala He Phe Glu He 

115 120 125 

Ser Tyr Phe Lys Lys His Pro Glu Pro Phe Phe Ala Leu Ala Lys Glu 

130 135 140 

Leu Tyr Pro Gly Gin Phe Lys Pro Thr He Cys His Tyr Phe Met Arg 
145 150 155 160 

Leu Leu Lys Asp Lys Gly Leu Leu Leu Arg Cys Tyr Thr Gin Asn He 

165 170 175 

Asp Thr Leu Glu Arg He Ala Gly Leu Glu Gin Glu Asp Leu Val Glu 

180 185 190 

Ala His Gly Thr Phe Tyr Thr Ser His Cys Val Ser Ala Ser Cys Arg 

195 200 205 

His Glu Tyr Pro Leu Ser Trp Met Lys Glu Lys He Phe Ser Glu Val 
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210 










215 










220 










Thr 


Pro 


Lys 


Cys 


Glu Asp 


Cys 


Gin 


Ser 


Leu 


Val 


Lys 


Pro 


Asp 


He 


Val 


225 










230 










235 










240 


Phe 


Phe 


Gly 


Glu 


Ser 
245 


Leu 


Pro 


Ala 


Arg 


Phe 
250 


Phe 


Ser 


Cys 


Met 


Gin 
255 


Ser 


Asp 


Phe 


Leu 


Lys 
260 


Val 


Asp 


Leu 


Leu 


Leu 
265 


Val 


Met 


Gly 


Thr 


Ser 
270 


Leu 


Gin 


Val 

• 


Gin 


Pro 
275 


Phe 


Ala 


Ser 


Leu 


He 
280 


Ser 


Lys 


Ala 


Pro 


Leu 
285 


Ser 


Thr 


Pro 


Arg 


Leu 
290 


Leu 


He 


Asn 


Lys 


Glu 
295 


Lys 


Ala 


Gly 


Gin 


Ser 
300 


Asp 


Pro 


Phe 


Leu 


Gly 


Met 


lie 


Met 


Gly 


Leu 


Gly 


Gly 


Gly 


Met 


Asp 


Phe 


Asp 


Ser 


Lys 


Lys 


305 










310 










315 










320 


Ala 


Tyr 


Arg 


Asp 


Val 
325 


Ala 


Trp 


Leu 


Gly 


Glu 
330 


Cys 


Asp 


Gin 


Gly 


Cys 
335 


Leu 


Ala 


Leu 


Ala 


Glu 
340 


Leu 


Leu 


Gly 


Trp 


Lys 
345 


Lys 


Glu 


Leu 


Glu 


Asp 
350 


Leu 


Val 


Arg 


Arg 


Glu 
355 


His 


Ala 


Ser 


He 


Asp 
360 


Ala 


Gin 


Ser 


Gly 


Ala 
365 


Gly 


Val 


Pro 


Asn 


Pro 
370 


Ser 


Thr 


Ser 


Ala 


Ser 
375 


Pro 


Lys 


Lys 


Ser 


Pro 
380 


Pro 


Pro 


Ala 


Lys 


Asp 


Glu 


Ala 


Arg 


Thr 


Thr 


Glu 


Arg 


Glu 


Lys 


Pro 


Gin 











385 390 395 



<210> 5085 

<211> 2964 

<212> DNA 

<213> Homo sapiens 

<400> 5085 

nactgcccat ccccggttgt cccacttttg ttcgcctctc ttcggccctc tactcaagag 
60 

ctccgtctcc gtctcgccct cctcgaagtc ctcgtcgcgc gcccgcgacc caggtcgccc 
120 

tgaaatctag cccgtccgag cgcgagtcca acggccgcgg ccgcaccaag gccccctcag 
180 

accgtgccat gggtgacagt gatgacgagt acgatcgaag gcgcagggac aagttcagaa 
240 

gagagcgcag cgactacgac cgttcccgcg agagagatga aagacgtcga ggggacgatt 
300 

ggaatgacag agagtgggac cgtggccgtg agcgccgtag tcggggtgaa tatcgggact 
360 

atgaccggaa tcggcgagag cgcttctcgc cacctcgcca cgaactcagc ccgccacaga 
420 

agcgcatgag gagagactgg gatgagcaca gctctgaccc ataccacagt ggctatgaga 
480 

tgccctatgc tgnggggggg tgggggccca acttatggcc cccctcagcc ctggggccac 
540 

cctgacgtcc acatcatgca gcaccatgtc ctgcctatcc aggccaggct gggcagcatt 
600 

gcagagattg acctgggtgt gccgccgccc gtgatgaaga ccttcaagga gtttctcctc 
660 

tccctggatg actcggtgga tgagacggag gccgtcaagc gctataatga ctacaagctg 
720 



4266 



WO 00/58473 



PCT/USOO/08621 



gatttccgga ggcaacagat 
780 

cggtctaagt accacccaga 
840 

caaaaccgac tgagggtctt 
900 

ctggacatag acaaagctga 
960 

gaaggaggca cggagaatga 
1020 

ggaaagcctg gggagcccag 
1080 

ggggagcgca aaaccaacga 
1140 

gacagttcta atgatgacaa 
1200 

aaagaagact ccgagaagga 
1260 

ggtgacgaca gctttgacga 
1320 

caggctgagg aggagaagga 
1380 

gaagaagaat gggagaagcc 
1440 

cataagacct gctccctctt 
1500 

atctcccttt gtaaaaggta 
1560 

gagaggaggt ttttccgtcg 
1620 

atctgttgga acctgcagaa 
1680 

agggacctga cccggcgcgt 
1740 

cgcaacgaca tcaagctggc 
1800 

tgggcctcag aaccagggac 
1860 

ttgaagaata tcaccgacta 
1920 

gggagcagcg ggggcgctcc 
1980 

aacgtggagc gggatgagaa 
2040 

atcgtgcatt ccttggatta 
2100 

aatcgctgtg ggatcatcca 
2160 

gaagtgctgg agtggcagaa 
2220 

gagtcactct cagaggaaga 
2280 

gagaagttcg tcacctccaa 
2340 



gcaggatttc ttcctggcgc 
tgaggtgggg aagcgtcggc 
cctgtccctc atggagactg 
tgccattgtc aagatgctgg 
tcttcgcatc ctggagcagg 
caagaaagaa gaaggacggg 
caaggatgag aagaaggaag 
aacaaagaag tcggagggtg 
agccaaaaag agtagcaaga 
gggcagcgtg tcagagtctg 
ggaggccgaa gaagcgctca 
caaggacgcc gcggggctgg 
catgcgcaac atcgcgccca 
cccaggcttt atgcgggtgg 
tggctgggtg accttcgacc 
catccgtctc cgggagtgtg 
tcgcaacatc aacggcatca 
ggccaagctg atccacacgc 
gcctcccctg cccacgagcc 
cctgatcgag gaagtaagcg 
tcctgaggag cctcctaagg 
gttgattaag gtcttggaca 
ttacaacacc tgtgagtacc 
cgttcggggg cccatgccac 
gacttttgag gagaagctca 
ggcccagaag atggggcgca 
cacgcaggaa ctgggcaagg 

4267 



acaaagatga ggagtggttt 
aggaggcccg gggggccctg 
gctggtttga taaccttctc 
atgcagccgt gattaagatg 
aggaggagga ggagcaggca 
ctggagcagg cctaggggac 
acggcaagca ggctgagaat 
atggggacaa ggaagagaag 
agcggaaccg gaagcacagt 
agtcggagtc agagagcggc 
aggagaagga gaagcccaag 
agtgcaagcc gcggccgctg 
acatctcccg ggccgagatc 
cgctctcaga gccccagcca 
gcagtgttaa cattaaagag 
agctgagccc tggtgtgaac 
cccagcacaa gcagattgtg 
tggatgacag gacacagctt 
tgccctcgca aaacccgatc 
ccgaggagga ggagctgctg 
aagggaaccc ggcagagatc 
agctcctcct ttacctgcgc 
ccaacgagga cgagatgccc 
ccaaccgcat cagtcacggg 
cgccgttgct gagtgtgcgg 
aagacccaga gcaggaagtg 
ataagtggct gtgtcctctc 
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agtggcaaga aattcaaggg tcctgagttt gtgcgcaaac atatcttcaa caagcatgca 
2400 

gagaaaattg aggaagtgaa aaaggaagtc gcgtttttta acaacttcct cactgatgct 
2460 

aagcgcccag ctctgcctga gatcaagcca gcccagccac ctggccccgc ccagatactc 
2520 

cccccaggtt tgaccccagg actcccctac ccacaccaga ctccccaggg cctgatgccc 
2580 

tatggtcagc cccggccccc gatcttgggc tatggagctg gtgctgtccg ccctgcagtc 
2640 

cccacaggag gccctccata cccccatgcc ccgtatggtg ctggtcgagg gaactatgat 
2700 

gccttccgag gccagggagg ttatcctggg aaacctcgca acaggatggt tcgtggagac 
2760 

ccaagggcca ttgtggaata tcgggacctg gatgccccag acgatgttga tttcttttga 
2820 

gccgtccccc gttcctcagt cctgtatcat ccatacttgt actaccttgt cctatgaagc 
2880 

tctgagaatt ttttgtacga tcagccttac tgctaataaa agcacttcca cagggaaaaa 
2940 

aaaaaaaaaa aaaaaaagtc gacg 
2964 

<210> 5086 
<211> 792 
<212> PRT 

<213> Homo sapiens 
<400> 5086 



Met 


Ser 


Thr 


Ala 


Leu Thr 


His 


Thr 


Thr 


Val 


Ala 


Met 


Arg 


Cys 


Pro 


Met 


1 








5 








10 










15 




Leu 


Xaa 


Gly 


Gly 


Gly Gly Pro 


Thr 


Tyr 


Gly 


Pro 


Pro 


Gin 


Pro 


Trp 


Gly 








20 








25 










30 






His 


Pro 


Asp 


Val 


His lie 


Met 


Gin 


His 


His 


Val 


Leu 


Pro 


He 


Gin 


Ala 






35 








40 










45 








Arg 


Leu 


Gly 


Ser 


He Ala 


Glu 


He 


Asp 


Leu 


Gly 


Val 


Pro 


Pro 


Pro 


Val 




50 








55 










60 










Met 


Lys 


Thr 


Phe 


Lys Glu 


Phe 


Leu 


Leu 


Ser 


Leu 


Asp 


Asp 


Ser 


Val 


Asp 


65 








70 










75 










80 


Glu 


Thr 


Glu 


Ala 


Val Lys 


Arg 


Tyr 


Asn 


Asp 


Tyr 


Lys 


Leu 


Asp 


Phe 


Arg 










85 








90 










95 




Arg 


Gin 


Gin 


Met 


Gin Asp 


Phe 


Phe 


Leu 


Ala 


His 


Lys 


Asp 


Glu 


Glu 


Trp 








100 








105 










110 






Phe 


Arg 


Ser 


Lys 


Tyr His 


Pro 


Asp 


Glu 


Val 


Gly 


Lys 


Arg 


Arg 


Gin 


Glu 






115 








120 










125 








Ala 


Arg 


Gly 


Ala 


Leu Gin 


Asn 


Arg 


Leu 


Arg 


Val 


Phe 


Leu 


Ser 


Leu 


Met 




130 








135 










140 










Glu 


Thr 


Gly 


Trp 


Phe Asp Asn 


Leu 


Leu 


Leu 


Asp 


He 


Asp 


Lys 


Ala 


Asp 


145 








150 










155 










160 


Ala 


lie 


Val 


Lys 


Met Leu 


Asp 


Ala 


Ala 


Val 


He 


Lys 


Met 


Glu 


Gly 


Gly 










165 








170 










175 




Thr 


Glu 


Asn 


Asp 


Leu Arg 


lie 


Leu 


Glu 


Gin 


Glu 


Glu 


Glu 


Glu 


Glu 


Gin 








180 








185 










190 






Ala 


Gly 


Lys 


Pro 


Gly Glu Pro 


Ser 


Lys 


Lys 


Glu 


Glu 


Gly 


Arg 


Ala 


Gly 
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195 200 205 

Ala Gly Leu Gly Asp Gly Glu Arg Lys Thr Asn Asp Lys Asp Glu Lys 

210 215 220 

Lys Glu Asp Gly Lys Gin Ala Glu Asn Asp Ser Ser Asn Asp Asp Lys 
225 230 235 240 

Thr Lys Lys Ser Glu Gly Asp Gly Asp Lys Glu Glu Lys Lys Glu Asp 

245 250 255 

Ser Glu Lys Glu Ala Lys Lys Ser Ser Lys Lys Arg Asn Arg Lys His 

260 265 270 

Ser Gly Asp Asp Ser Phe Asp Glu Gly Ser Val Ser Glu Ser Glu Ser 

275 280 285 

Glu Ser Glu Ser Gly Gin Ala Glu Glu Glu Lys Glu Glu Ala Glu Glu 

290 295 300 

Ala Leu Lys Glu Lys Glu Lys Pro Lys Glu Glu Glu Trp Glu Lys Pro 
305 310 315 320 

Lys Asp Ala Ala Gly Leu Glu Cys Lys Pro Arg Pro Leu His Lys Thr 

325 330 335 

Cys Ser Leu Phe Met Arg Asn lie Ala Pro Asn He Ser Arg Ala Glu 

340 345 350 

He He Ser Leu Cys Lys Arg Tyr Pro Gly Phe Met Arg Val Ala Leu 

355 360 365 

Ser Glu Pro Gin Pro Glu Arg Arg Phe Phe Arg Arg Gly Trp Val Thr 

370 375 380 

Phe Asp Arg Ser Val Asn He Lys Glu He Cys Trp Asn Leu Gin Asn 
385 390 395 400 

He Arg Leu Arg Glu Cys Glu Leu Ser Pro Gly Val Asn Arg Asp Leu 

405 410 415 

Thr Arg Arg Val Arg Asn lie Asn Gly He Thr Gin His Lys Gin He 

420 425 430 

Val Arg Asn Asp He Lys Leu Ala Ala Lys Leu He His Thr Leu Asp 

435 440 445 

Asp Arg Thr Gin Leu Trp Ala Ser Glu Pro Gly Thr Pro Pro Leu Pro 

450 455 460 

Thr Ser Leu Pro Ser Gin Asn Pro He Leu Lys Asn He Thr Asp Tyr 
465 470 475 480 

Leu He Glu Glu Val Ser Ala Glu Glu Glu Glu Leu Leu Gly Ser Ser 

485 490 495 

Gly Gly Ala Pro Pro Glu Glu Pro Pro Lys Glu Gly Asn Pro Ala Glu 

500 SOS 510 

He Asn Val Glu Arg Asp Glu Lys Leu He Lys Val Leu Asp Lys Leu 

515 520 525 

Leu Leu Tyr Leu Arg He Val His Ser Leu Asp Tyr Tyr Asn Thr Cys 

530 535 540 

Glu Tyr Pro Asn Glu Asp Glu Met Pro Asn Arg Cys Gly He He His 
545 550 555 560 

Val Arg Gly Pro Met Pro Pro Asn Arg He Ser His Gly Glu Val Leu 

565 570 575 

Glu Trp Gin Lys Thr Phe Glu Glu Lys Leu Thr Pro Leu Leu Ser Val 

580 585 590 

Arg Glu Ser Leu Ser Glu Glu Glu Ala Gin Lys Met Gly Arg Lys Asp 

595 600 60S 

Pro Glu Gin Glu Val Glu Lys Phe Val Thr Ser Asn Thr Gin Glu Leu 

610 615 620 

Gly Lys Asp Lys Trp Leu Cys Pro Leu Ser Gly Lys Lys Phe Lys Gly 
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625 

Pro Glu Phe Val 

Glu Glu Val Lys 

660 

Ala Lys Arg Pro 
675 

Pro Ala Gin He 
690 

His Gin Thr Pro 
705 

He Leu Gly Tyr 

Gly Pro Pro Tyr 

740 

Asp Ala Phe Arg 
755 

Met val Arg Gly 
770 

Ala Pro Asp Asp 
785 



630 

Arg Lys His He 
645 

Lys Glu Val Ala 

Ala Leu Pro Glu 

680 

Leu Pro Pro Gly 
695 

Gin Gly Leu Met 
710 

Gly Ala Gly Ala 
725 

Pro His Ala Pro 

Gly Gin Gly Gly 

760 

Asp Pro Arg Ala 
775 

Val Asp Phe Phe 
790 



635 

Phe Asn Lys His 
650 

Phe Phe Asn Asn 
665 

He Lys Pro Ala 

Leu Thr Pro Gly 

700 

Pro Tyr Gly Gin 
715 

Val Arg Pro Ala 
730 

Tyr Gly Ala Gly 
745 

Tyr Pro Gly Lys 

He Val Glu Tyr 

780 



640 

Ala Glu Lys He 
655 

Phe Leu Thr Asp 
670 

Gin Pro Pro Gly 
685 

Leu Pro Tyr Pro 

Pro Arg Pro Pro 

720 

Val Pro Thr Gly 
735 

Arg Gly Asn Tyr 
750 

Pro Arg Asn Arg 
765 

Arg Asp Leu Asp 



<210> 5087 

<211> 4949 

<212> DNA 

<213> Homo sapiens 



<400> 5087 
gcctaactgc 
60 

gctgatttca 
120 

caaggcgtca 
180 

ggctgaggcg 
240 

gcccgcctcc 
300 

aggaacatgg 
360 

gtcttcaagt 
420 

gagagcaagg 
480 

aaagtgtcgg 
540 

atctcccacc 
600 

cctgcccagc 
660 

acctgggcta 
720 

acttcagagc 
780 



cccgttccaa 
tcaccaccca 
aggaactgga 
ctgggccttg 
cgcagtacaa 
cggtggcgga 
atgtgctgat 
agatcgtgcg 
gcgacatgca 
agagtcagga 
acgccatttc 
acgacggcta 
ccccgccttt 



gggtgccacc 
ttcccgattc 
ttgcgattgg 
ggaagcattc 
gcggcccccg 
cctcgctctc 
ccgagtccac 
cggctacaag 
gaagcaaggc 
caagaagatt 
aactgagaaa 
ctgagcactc 
gcctgcactc 



ggaccccgct 
cacgtttcct 
tcagcacgtg 
cccgacggga 
ggtcgggtgg 
attcctgatg 
tcggctcccc 
tgggctgagt 
tgcgactgtg 
cacgtgtacg 
atcaaagcca 
ccagcccggg 
ctcttgcagg 



ggagaggaac 
ttaagcgggt 
cctcggtcgg 
ttggtcgtcg 
gaggagggga 
tggacatcga 
gctccggggc 
accatgcgga 
agtgtctggg 
gctattccat 
agtaccccga 
gcctgctgcc 
gctggccctg 



ttctccgttg 
ctggcggacg 
cggtacaatt 
ctctcgcaga 
ctccgggagg 
ctccgacggc 
tccggctgca 
catctacgac 
cggcgggcgc 
ggcctatggt 
ctacgaggtc 
tccagcagcc 
cctgctcctg 
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cggcagcctc tggtgacgtg ctgtccacca ggccttggag acaggctagc ctggccacag 
840 

aattaaacgt gttgccacac ctgccggctt ctgaactctg tccttggctt cctgcaccct 
900 

gcgtcaccac ctccgggggc ccccagaccc taactaaagc agggaccctg tatctggcac 
960 

cggacagcac ctggctgctc aggacgaatg aatgacggcg tgatcctcca cagcctgact 
1020 

taaaggcacc ctgtgtggcc gcactgctcc ctctggccca accatgcctc tgtccagcca 
1080 

cctgctgccc gccttggtcc tgttcctggg agccctggcc aggccgtgtg caacttcgtg 
1140 

tgtgactgca gggactgctc agatgaggcc cagtgtggtt accacggggc ctcgcccacc 
1200 

ctgggcgccc ccttcgcctg tgacttcgag caggacccct gcggctggcg ggacattagt 
1260 

acctcaggct acagctggct ccgagacagg gcaggggccg cactggaggg tcctgggcct 
1320 

cactcagacc acacactggg caccgacttg ggtgaggcca gggcaagtct ctgtgcgccc 
1380 

ctgtcccaat accctccttg ctccctgccc cgtctcctga cctctcacct gcgccaggct 
1440 

ggtacatggc cgttggaacc caccgaggga aagaggcatc caccgcagcc ctgcgctcgc 
1500 

caaccctgcg agaggcagcc tcctcttgca agctgaggct ctggtaccac gcggcctctg 
1560 

gaggtgcacc ctggaccccc aaggctcgtg gggggtgccc aaggggaggg cgggtgggca 
1620 

gctggggaca agcagggccg cagctgccct gggacccctg acattgcaga tgtggctgaa 
1680 

ctgcgggtgg agctgaccca tggcgcagag accctgaccc tgtggcagag cacagggccc 
1740 

tggnggccct ggnnctggca ggagttggca gtgaccacag gccgcatccg gggtgacttc 
1800 

cgagtgacct tctctgccac ccgaaatgcc acccacaggg gcgctgtggc tctagatgac 
1860 

ctagagttct gggactgtgg tctgcccacc ccccaggcca actgtccccc gggacaccac 
1920 

cactgccaga acaaggtctg cgtggagccc cagcagctgt gcgacgggga agacaactgc 
1980 

ggggacctgt ctgatgagaa cccactcacc tgtggccgcc acatagccac cgactttgag 
2040 

acaggcctgg gcccatggaa ccgctcggaa ggctggtccc ggaaccaccg tgctggtggt 
2100 

cctgagcgcc cctcctggcc acgccgtgac cacagccgga acagtgcann caggctggtc 
2160 

ttctatcagt acctgagtgg gtctgaggct ggctgcctcc agctgttcct gcagactctg 
2220 

gggcccggcg ccccccgggc ccccgtcctg ctgcggaggc gccgagggga gctggggacc 
2280 

gcctgggtcc gagaccgtgt tgacatccag agcgcctacc ccttccagat cctcctggcc 
2340 

gggcagacag gcccgggggg cgtcgtgggt ctggacgacc tcatcctgtc tgaccactgc 
2400 
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agaccagtct cggaggtgtc 
2460 

ccccagcccc tgccgcccag 
2520 

tgcggggacc tgtgtgtgcc 
2580 

ggcgaggacg agcaggcctg 
2640 

gaggacgcca gcgtggggcg 
2700 

tccagtgcag ctgctgctgg 
2760 

gctgaggccc gggtcctcac 
2820 

ctggcttatt atttacagag 
2880 

ggccctgacc agcagnggag 
2940 

agtgaccacc gagagagaca 
3000 

cccttacact cctccaggga 
3060 

ggagaaggtg tgtgacgcca 
3120 

gacacatgca gctggtaccc 
3180 

cgcggccctg accacgacca 
3240 

gaccccctgg cctggggcca 
3300 

cccacggagt gtctcagctt 
3360 

ctagccatga gacgggaagg 
3420 

aaccgctggc acgaggcctg 
3480 

cagctgctgt tcgagggcct 
3540 

gccgtgcggc cgggcccctg 
360O 

ggcttctccc ctggaggcca 
3660 

gcctggggcc ccccaacaga 
3720 

gacacaagcc cagacgcact 
3780 

aggcccctgg cccagcctgc 
3840 

ggcaccctgc gggtctacct 
3900 

cacggcgggc ttgcctggcg 
3960 

ngttcctgtg attttgagtc 
4020 



caccctgcag ccgctgcctc 
ctcgcggctc caggattcct 
cccggaacaa ctgtgtgact 
tggcaccaca gactttgagt 
gctgcagtgg cggcgtgtct 
gcacttcctg tctctgcagc 
acccctcctt ggcccttctg 
ccagccccga gctggatttg 
ctggggtgga caacgtgacc 
gaggttcctg ctgcccatcc 
ccccggagct tccaccttct 
cct'ggcccca cccccagagg 
aggccacctc tcagacacac 
caccacaggc caaggccact 
cagtgcccac ctgctctcca 
ctggtaccac ctccatgggc 
ggaggagaca cacctgtggt 
ggccaccctt Ccccaccagc 
ccgggacgga taccacggca 
ctgggcccct aattactgct 
aggtctctgg aggcggcagg 
ccataccact gagacagccc 
accccggggc cagacggcct 
ttgtctgacc ttctggtacc 
ggaggagcgc gggaggcacc 
cctgggcagc atggacgtgc 
tggcctgtgt ggctggagcc 



ctgggccccg ggccccagcc 
gcaagcaggg gcatcttgcc 
tcgaggagca gtgcgcaggg 
cccccgaggc tgggggctgg 
cagcccagga gagccagggg 
gggcctgggg gcagctaggc 
gccccagctg tgaactccac 
tcggtttggt ggacttggat 
ctgagggact gtagccccac 
tcactcccac ctgggtgctc 
cagggctctg gagggggagg 
tctcctgtaa ctttgagcgg 
actggcgctg ggtggagagc 
ttgtgctcct ggaccccaca 
ggccccaggt gccagcagca 
cccagattgg gactctgcgc 
cgcggtcagg cacccagggc 
ctggctccca tgcccagtac 
ccatggcgct ggacgatgtg 
cctttgagga ctcagactgc 
ccaatgcctc gggccatgct 
aagggcacta catggtggtg 
ccctgacctc caaggagcac 
acgggagcct ccgcagccca 
aggtgctcag cctcagtgcc 
aggccgagcg agcctggagg 
acctggccgg gcccggcctg 
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ggcggataca gctgggactg gggcggggga gccaccccct ctcgttaccc ccagccccct 
4080 

gtggaccaca ccctgggcac agaggcaggc cactttgcct tctttgaaac tggcgtgctg 
4140 

ggccccgggg gccgggccgc ctggctgcgc agcgagcctc tgccggccac cccagcctcc 
4200 

tgcctccgct tctggtacca catgggtttt cctgagcact tctacaaggg ggagctgaag 
4260 

gtactgctgc acagtgctca gggccagctg gctgtgtggg gcgcaggcgg gcatcggcgg 
4320 

caccagtggc tggaggccca ggtggaggta gccagtgcca aggagttcca gatcgtgttt 
4380 

gaagccactc tgggcggcca gccagccctg gggcccattg ccctggatga cgtggagtat 
4440 

ctggctgggc agcattgcca gcagcctgcc cccagcccgg ggaacacagc cgcacccggg 
4500 

tctgtgccag ctgtggttgg cagtgccctc ctattgctca tgctcctggt gctgctggga 
4560 

cttgggggac ggcgctggct gcagaagaag gggagctgcc ccttccagag caacacagag 
4620 

gccacagccc ctggctttga caacatcctt ttcaatgcgg atggtgtcac cctcccggca 
4680 

tctgtcacca gtgatccgta gaccacccca gacaaggccc cgcttcctca cgtgacatcc 
4740 

agcacttggt cagaccctag ccagggaccg gacacctgcc ccgcccaggc tgggacaggc 
4800 

tgcaggtctc aggatatgct gaggcctggg cgttccctgc cctgtgetga ctctgttgct 
4860 

ctgtgaataa acaccctggc ccatgagggc agccccaaaa aaaaaaaaaa aaaaaaaaaa 
4920 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaa 
4949 

<210> 5088 

<211> 465 

<212> PRT 

<213> Homo sapiens 



<400> 5088 



Gly 


Ser 


Gly 


Thr 


Thr 


Arg Pro Leu Glu Val His 


Pro 


Gly Pro Pro Arg 


1 








5 


10 




15 


Leu 


Val 


Gly 


Gly 


Ala 


Gin Gly Glu Gly Gly Trp 


Ala 


Ala Gly Asp Lys 








20 




25 




30 


Gin 


Gly 


Arg 


Ser 


Cys 


Pro Gly Thr Pro Asp He 


Ala 


Asp Val Ala Glu 






35 






40 




45 


Leu 


Arg 


Val 


Glu 


Leu 


Thr His Gly Ala Glu Thr 


Leu 


Thr Leu Trp Gin 




50 








55 


60 




Ser 


Thr 


Gly 


Pro 


Trp 


Xaa Pro Trp Xaa Trp Gin 


Glu 


Leu Ala Val Thr 


65 










70 75 




80 


Thr 


Gly 


Arg 


He 


Arg 


Gly Asp Phe Arg Val Thr 


Phe 


Ser Ala Thr Arg 










85 


90 




95 


Asn 


Ala 


Thr 


His 


Arg 


Gly Ala Val Ala Leu Asp 


Asp 


Leu Glu Phe Trp 








100 




105 




110 


Asp 


Cys 


Gly 


Leu 


Pro 


Thr Pro Gin Ala Asn Cys 


Pro 


Pro Gly His His 
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115 120 125 



His 


Cys 


Gin 


Asn 


Lys Val Cys Val 


Glu 


Pro 


Gin Gin Leu 


Cys 


Asp 


Gly 




130 






135 






140 








Glu 


Asp 


Asn 


Cys 


Gly Asp Leu Ser 


Asp 


Glu 


Asn Pro Leu 


Thr 


Cys 


Gly 


145 








150 






155 






160 


Arg 


His 


lie 


Ala 


Thr Asp Phe Glu 


Thr Gly 


Leu Gly Pro 


Trp 

mm 


Asn 


Arg 

mmf 










165 




170 






175 




Ser 


Glu 


Gly 


Trp 


Ser Arg Asn His 


Arg 


Ala 


Gly Gly Pro 


Glu 


Arq 


Pro 








180 




185 






190 






Ser 


Trp 


Pro 


Arq 


Arg Asp His Ser 


Arg Asn 


Ser Ala Xaa 


Arg 


Leu 


Val 






195 




200 






205 








Phe 


Tyr 


Gin 


Tyr 


Leu Ser Gly Ser 


Glu 


Ala 


Gly Cys Leu 


Gin 


Leu 


Phe 




210 






215 

w mmt mt* 






220 








Leu 


Gin 


Thr 


Leu 


Gly Pro Gly Ala 


Pro Arg 


Ala Pro Val 


Leu 


Leu 


Arq 


225 

mm mm mmW 








230 

mm W w 






235 

mm m* mr 






240 


Arq 


Arq 


Arq 


Gly 


Glu Leu Glv Thr 


Ala 


Trp 


Val Arq ASP 

m- »™ mmm. m m ■ J™J • * mm' 


Arg 


Val 


Asp 










245 




250 






255 

mmf m* mm? 




lie 

- mm* 


Gin 


Ser 


Ala 


Tvr Pro Phe Gin 


He 


Leu 


Leu Ala Glv 

m—m *mm mmm * mmm mmm ^mW mmi J 


Gin 


Thr 

* * mtmm> 


Glv 








260 




265 






270 

mU * \J 






Pro 

* mm 


Glv 


Glv 


Val 


Val Glv Leu Asn 


Asp 


Leu 


lie Leu Ser 

mm JL ^ UWU m*f ^ mm- 


Asn 


His 

*• mm. mZ9 


Cvs 






275 

t -m* 




280 

4m w W 






285 

mm \m9 •*? 








Arq 


Pro 


Val 


Ser 


Glu Val Ser Thr 


Leu 


Gin 


Pro Leu Pro 

mi m* >mr mmm+*m mm 4m 4m \r 


Pro 

Ar mm *amf 


Glv 


Pro 




290 






295 

m\% mk4 






300 

ml W W 








Arq 


Ala 


Pro 


Ala 


Pro Gin Pro Leu 


Pro 


Pro 


Ser Ser Arq 

mm* *mm m* rnmmm 


Leu 


Gin 

^mJ mm m m 


Asp 


305 
j v «j 








310 

^ A V 






315 

J X J 






320 


Ser 


Cvs 


Lvs 


Gin 


Gly His Leu Ala 


Cys Gly 


Asp Leu Cvs 

• mmm mmm mmf w mm 1 


Val 


Pro 


Pro 

• mm 










325 

•J mm mmf 




330 






335 




Glu 


Gin 


Leu 


Cys 


Asp Phe Glu Glu 


Gin Cys 


Ala Gly Gly 


Glu 


Asp 


Glu 








j ** u 




345 












Gin 


Ala 


Cys 


Gly 


Thr Thr Asp Phe 


Glu 


Ser 


Pro Glu Ala 


Gly 


Gly 


Trp 






355 




360 






365 








Glu 


Asp 


Ala 


Ser 


Val Gly Arg Leu 


Gin 


Trp 


Arg Arg Val 


Ser 


Ala 


Gin 




370 






375 






380 








Glu 


Ser 


Gin 


Gly 


Ser Ser Ala Ala 


Ala 


Ala 


Gly His Phe 


Leu 


Ser 


Leu 


385 








390 






395 






400 


Gin 


Arg 


Ala 


Trp 


Gly Gin Leu Gly 


Ala 


Glu 


Ala Arg Val 


Leu 


Thr 


Pro 










405 




410 






415 




Leu 


Leu 


Gly 


Pro 


Ser Gly Pro Ser 


Cys 


Glu 


Leu His Leu 


Ala 


Tyr 


Tyr 








420 




425 






430 






Leu 


Gin 


Ser 


Gin 


Pro Arg Ala Gly 


Phe 


Val 


Gly Leu Val 


Asp 


Leu 


Asp 






435 




440 






445 








Gly 


Pro 


Asp 


Gin 


Gin Xaa Ser Trp 


Gly Gly 


Gin Arg Asp 


Pro 


Glu 


Gly 




450 






455 






460 









Leu 



465 

<210> 5089 

<211> 793 

<212> DNA 

<213> Homo sapiens 

<400> 5089 

nctgaccaca tctccgacga tccccacacc ttcaaccacc agaacttgac ccactgttcc 
60 
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cgccatggct 
120 

gagattgcag 
180 

ctagggcttg 
240 

atgctgagtg 
300 

gaccggctcc 
360 

cattcctttc 
420 

tttctagcat 
480 

ccctgaattc 
540 

taactttgaa 
600 

cctggaagca 
660 

tcttcccctt 
720 

ttatatgtta 
780 

aaaaaaaaaa 
793 



cagggcctaa 
cagccctggc 
ggctagaaga 
acccctgtgc 
aatgagggca 
ctcccttccc 
gaatgaagga 
tgcgcaaggg 
ccgtctgtct 
gggcttttcc 
gcagtggagg 
ataaaaaaat 
aaa 



catcatcctc 
cggagtgcct 
tgagctgcgc 
cctgctgcct 
cctcatcacc 
cctggcaggt 
tgccaagaat 
atgggcctgg 
ggaggtcaga 
ggatgcctag 
agagagccag 
catatcaaaa 



acaggggact 
ggctttgagg 
atggagccac 
gatcctgctg 
atccctcttc 
agagactcta 
gagaaaaagc 
gggaactcaa 
gcctgttgga 

gggtgggcag 
agtggatact 
aaaaaaaaaa 



cctctccagg 
tgtcagcagc 
tgggcctgga 
tggaggagtc 
ttggccccat 
ctctctgtcc 
aaggggtttg 
gggagggcct 
aagcaggggt 
tgccagcccc 
attttttatt 
aaaaaaaaaa 



tttctctaag 
tggattggag 
agggctaaac 
attccgcagt 
cccccaccac 
ccagatcctc 
tccaggtggc 
aaagcacttg 
agaggggagc 
tcctcaccac 
aaatatatta 
aaaaaaaaaa 



<210> 5090 

<211> 104 

<212> PRT 

<213> Homo sapiens 

<400> 5090 

Xaa Asp His lie Ser Asp Asp Pro His Thr Phe Asn His Gin Asn Leu 

15 10 15 

Thr His Cys Ser Arg His Gly Ser Gly Pro Asn He He Leu Thr Gly 

20 25 30 

Asp Ser Ser Pro Gly Phe Ser Lys Glu lie Ala Ala Ala Leu Ala Gly 

35 40 45 

Val Pro Gly Phe Glu Val Ser Ala Ala Gly Leu Glu Leu Gly Leu Gly 

50 55 60 

Leu Glu Asp Glu Leu Arg Met Glu Pro Leu Gly Leu Glu Gly Leu Asn 
65 70 75 80 

Met Leu Ser Asp Pro Cys Ala Leu Leu Pro Asp Pro Ala Val Glu Glu 

85 90 95 

Ser Phe Arg Ser Asp Arg Leu Gin 

100 



<210> 5091 

<211> 3150 

<212> DNA 

<213> Homo sapiens 



<400> 5091 
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ggactcaggt cctcggggat accatccccc gacctcacct tccacctacc gcagcctgct 
60 

agcctttccg ggagaaaagg catccttacc tctggttgaa ggtctcgggg cctccccctc 
120 

tgcatccgga ccctctcccc atcccagcct cccatgccaa ggcccgcctt gtcagtcact 
180 

tccttttgtc atcggcttgg caaacgggag agaaaacaga gcttcatggg aaacagcggc 
240 

aacagttggt cccatacacc tttccccaag ttggagctag gcctggggcc ccagcccatg 
300 

gcgccccggg agctccctac ctgctccatc tgcctggaga ggttgcgcga ccccatctcg 
360 

ctggactgtg gccacgactt ctgcatacgg tgcttcagca cacaccgtct cccgggctgt 
420 

gagccgccct gctgtcctga gtgccggaag atatgcaagc agaagagggg cctccggagc 
4S0 

ctgggcgaga agatgaagct cctgccgcag cggccgctgc cccctgcact gcaggagacg 
540 

tgtcctgtga gggcggagcc gctgctgctg gttcgcatca atgcctctgg gggcctcatc 
600 

cttaggatgg gggccatcaa ccgctgcctg aagcaccctc tggccaggga caccccagtc 
660 

tgcctcctcg ctgtcctggg ggagcagcac tcagggaagt ccttcctcct caaccatttg 
720 

cttcagggct tgccgggcct ggagtctggt gagggcggcc ggccaagagg aggagaggca 
780 

tccctgcagg gctgcaggtg gggcgccaat ggcctcgccg ggggcatatg gatgtggagc 
840 

caccccttct tgctggggaa agaagggaag aaggtggcgg tgttcctggt ggacacaggg 
900 

gatgccatga gccctgagct gagcagggaa acaaggatca agctctgtgc tctcaccacg 
960 

atgctgagct cctaccagat cctcagcacc tcccaggagc tgaaggatac agacctggac 
1020 

tatctggaga tgtttgtcca cgtggccgag gtgatgggca agcattatgg gatggtgcca 
1080 

atccagcatc tggacctctt agttcgtgac tcatcccacc ccaacaaggc agggcagggg 
1140 

catgtaggca acatcttcca gagattgtct ggcagatacc ccaaggtgca ggagctgctg 
1200 

caagggaagc gagcccgttg ctgcctcttg cctgccccag ggaggcggcg gatgaaccaa 
1260 

ggccatgcaa gccctggtgg tgacacagat gatgacttcc gccaccttct gggggcctac 
1320 

gtctcagatg tgctgagtgc ggccccccag cacgctaaga gccgctgcca ggggtactgg 
1380 

aacgaggggc gcgccgtggc caggggggac agacgcctac tcacggggca gcagctagct 
1440 

caggaaatca agaacctctc aggatggatg gggaggacag ggcccggttt cacctctccg 
1500 

gatgagatgg ctgctcagct gcacgacctg aggaaggtgg aagctgccaa gagggagttc 
1560 

gaggagtatg tgaggcagca ggacgtagcc accaagcgca tattctctgc gctgcgggtc 
1620 
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ctgccagaca ccatgcggaa cctcctctcc 
1680 

ggtgtggcct tactctgcaa ggggagagat 
1740 

caggccacgg ccaaggcctt catggactcc 
1800 

gctgtggggg gtgctgtggg ggccgggctc 
1860 

ggcatggcag cagctgcact ggctgcagag 
1920 

ggggccacag gggccgctgt ggttgggggt 
1980 

ggctgcatgg agaaggagga ggatgagagg 
2040 

caggaagagt aacagcccca ggaggtattg 
2100 

agaagagggg caggtcgggg gagggtgatg 
2160 

cactgccctg gtcgaatgct cggtgtctgg 
2220 

cttggaacct gggaggcagc atctgggggc 
2280 

tgcagatggt tgccgatctg cccttgtcac 
2340 

caagtgagac tccaccctcc ccacctggct 
2400 

agttaagcag gcaccatcct ggaagtctac 
2460 

cagatgtgag aagccccagg atgattgacc 
2520 

ggtgctgggg atgacaggaa ggaaggaaca 
2580 

agactgtggc ccagacccca gagcagagaa 
2640 

tccagcagga ctaaggtggc tttcccactc 
2700 

gcatcctgaa ccactctttg ctgggcctcc 
2760 

ttcaagcctg tttagatggg ggagtgccca 
2820 

aataacacct tttcttgcat tctgagctaa 
2880 

aaatcttgca aaggaaaaca aaatgaacaa 
2940 

tgggcttgta agaagatgca gcttgatgca 
3000 

gggggtgcgg gagttctccc tctgggggac 
3060 

gctatgaaac tgacttctag gctatgaaac 
3120 

tattttatga aaaataaaat gtgtgtatgt 
3150 

<210> 5092 



acccagaaag atgccattct ggcccgccat 
cagaccttgg aggcactgga agctgagctg 
tacacgatgc gcttctgtgg ccacctagct 
atgggcctgg cagggggcgt ggtgggtgct 
gctgggatgg tggctgctgg agctgccgtg 
ggcgtgggtg ctgggttggc tgccacagtg 
cttctggaag gggaccgaga gccccttctc 
aaggacagga gagatgtcag gtggggatga 
ccagggattc caaggcaccg ccatgtactg 
gtggcagctg agctgggact caaggtggct 
agtggataga acacccggcc tgtttctggt 
agataggcta catcccaggg tttctggctg 
catttccccg atgaccctgg attgtaggaa 
ccctaggtgg tcgagagacc tgttctttca 
atggtgttca ggagcgggga gcactgatga 
ctgggcagaa ccagagagat gggacatggt 
acttgttccc atgacccttc ccaaatctgc 
ctggcccaca gccccagaga gcctgtctgt 
gcaagggcct ctcttgggtc tgtgtccttt 
tgccctctgt gaagtgccca aatgcgaaag 
gccagacagc ctttatacta gattctatca 
cttctaccct taaacacatc ctttctcccc 
gctcctcaaa caccaggccc cctgggaact 
agaaaatctg actactagga agacttctag 
ttacagggta tgggtgggca cattatcctt 
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<211> 632 
<212> PRT 

<213> Homo sapiens 



<400> 5092 

Met Pro Arg Pro Ala Leu Ser Val Thr Ser Phe Cys His Arg Leu Gly 

1 5 10 15 

Lys Arg Glu Arg Lys Gin Ser Phe Met Gly Asn Ser Gly Asn Ser Trp 

20 25 30 

Ser His Thr Pro Phe Pro Lys Leu Glu Leu Gly Leu Gly Pro Gin Pro 

35 40 45 

Met Ala Pro Arg Glu Leu Pro Thr Cys Ser lie Cys Leu Glu Arg Leu 

50 55 60 

Arg Asp Pro He Ser Leu Asp Cys Gly His Asp Phe Cys He Arg Cys 
65 70 75 80 

Phe Ser Thr His Arg Leu Pro Gly Cys Glu Pro Pro Cys Cys Pro Glu 

85 90 95 

Cys Arg Lys He Cys Lys Gin Lys Arg Gly Leu Arg Ser Leu Gly Glu 

100 105 HO 

Lys Met Lys Leu Leu Pro Gin Arg Pro Leu Pro Pro Ala Leu Gin Glu 

115 120 125 

Thr Cys Pro Val Arg Ala Glu Pro Leu Leu Leu Val Arg He Asn Ala 

130 135 140 

Ser Gly Gly Leu He Leu Arg Met Gly Ala He Asn Arg Cys Leu Lys 
145 ISO 155 160 

His Pro Leu Ala Arg Asp Thr Pro Val Cys Leu Leu Ala Val Leu Gly 

165 170 175 

Glu Gin His Ser Gly Lys Ser Phe Leu Leu Asn His Leu Leu Gin Gly 

. 180 185 190 

Leu Pro Gly Leu Glu Ser Gly Glu Gly Gly Arg Pro Arg Gly Gly Glu 

195 200 205 

Ala Ser Leu Gin Gly Cys Arg Trp Gly Ala Asn Gly Leu Ala Gly Gly 

210 215 220 

He Trp Met Trp Ser His Pro Phe Leu Leu Gly Lys Glu Gly Lys Lys 
225 230 235 240 

Val Ala Val Phe Leu Val Asp Thr Gly Asp Ala Met Ser Pro Glu Leu 

245 250 255 

Ser Arg Glu Thr Arg He Lys Leu Cys Ala Leu Thr Thr Met Leu Ser 

260 265 270 

Ser Tyr Gin lie Leu Ser Thr Ser Gin Glu Leu Lys Asp Thr Asp Leu 

275 280 J 285 

Asp Tyr Leu Glu Met Phe Val His Val Ala Glu Val Met Gly Lys His 

290 295 300 

Tyr Gly Met Val Pro He Gin His Leu Asp Leu Leu Val Arg Asp Ser 
305 310 315 320 

Ser His Pro Asn Lys Ala Gly Gin Gly His Val Gly Asn He Phe Gin 

325 330 335 

Arg Leu Ser Gly Arg Tyr Pro Lys Val Gin Glu Leu Leu Gin Gly Lys 

340 345 350 

Arg Ala Arg Cys Cys Leu Leu Pro Ala Pro Gly Arg Arg Arg Met Asn 

355 360 365 

Gin Gly His Ala Ser Pro Gly Gly Asp Thr Asp Asp Asp Phe Arg His 

370 375 380 

Leu Leu Gly Ala Tyr Val Ser Asp Val Leu Ser Ala Ala Pro Gin His 
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385 390 395 400 



Ala Lys Ser 


Arg 


Cys 


Gin 


Gly 


Tyr 


Trp 


Asn 


Glu 


Gly 


Arg 


Ala Val 


Ala 






405 










410 








415 




Arg Gly Asp Arg Arg 


Leu 


Leu 


Thr 


Gly 


Gin 


Gin 


Leu 


Ala 


Gin Glu 


He 




420 










425 










430 




Lys Asn Leu 


Ser Gly 


Trp 


Met 


Gly 


Arg 


Thr 


Gly 


Pro 


Gly 


Phe Thr 


Ser 


435 










440 










445 






Pro Asp Glu 


Met 


Ala 


Ala 


Gin 


Leu 


His 


Asp 


Leu 


Arg 


Lys 


Val Glu 


Ala 


450 








455 










460 








Ala Lys Arg 


Glu 


Phe 


Glu 


Glu 


Tyr 

• 


Val 


Arg 


Gin 


Gin 


Asp 


Val Ala 


Thr 


465 






470 










475 








480 


Lys Arg lie 


Phe 


Ser 


Ala 


Leu 


Arg 


Val 


Leu 


Pro 


Asp 


Thr 


Met Arg 


Asn 






485 










490 








495 




Leu Leu Ser 


Thr 


Gin 


Lys 


Asp 


Ala 


He 


Leu 


Ala 


Arg 


His 


Gly Val 


Ala 




500 










505 










510 




Leu Leu Cys 


Lys 


Gly 


Arg 


Asp 


Gin 


Thr 


Leu 


Glu 


Ala 


Leu 


Glu Ala 


Glu 


515 










520 










525 






Leu Gin Ala 


Thr 


Ala 


Lys 


Ala 


Phe 


Met 


Asp 


Ser 


Tyr 


Thr 


Met Arg 


Phe 


530 








535 










540 








Cys Gly His 


Leu 


Ala 


Ala 


Val 


Gly 


Gly 


Ala 


Val 


Gly 


Ala 


Gly Leu 


Met 


545 






550 










555 








560 


Gly Leu Ala Gly Gly 


Val 


Val 


Gly 


Ala 


Gly 


Met 


Ala 


Ala 


Ala Ala 


Leu 






565 










570 








575 




Ala Ala Glu 


Ala 


Gly 


Met 


Val 


Ala 


Ala 


Gly 


Ala 


Ala 


Val 


Gly Ala 


Thr 




580 










585 










590 




Gly Ala Ala 


Val 


Val 


Gly 


Gly 


Gly 


Val 


Gly 


Ala 


Gly 


Leu 


Ala Ala 


Thr 


595 










600 










605 






Val Gly Cys Met 


Glu 


Lys 


Glu 


Glu 


Asp 


Glu 


Arg 


Leu 


Leu 


Glu Gly 


Asp 


610 








615 










620 








Arg Glu Pro 


Leu 


Leu 


Gin 


Glu 


Glu 

















625 630 



<210> 5093 

<211> 1662 

<212> DNA 

<213> Homo sapiens 

<400> 5093 

nggctaggtg cgctgcgagc gcgcgcggac cgcgcacagg cggcggagcc ggtatgggcc 
60 

cgcctggccc tgggcgccgc gccgcacgag caccagccta gagccaggtt tggttttcag 
120 

gactgaagct tcaagatggc tgaccaggac cctgcgggca tcagccccct ccagcaaatg 
180 

gtggcctcag gcaccggggc tgtggttacc tctctcttca tgacacccct ggacgtggtg 
240 

aaggttcgcc tgcagtctca gcggccctcc atggccagcg agctgatgcc ttcctccaga 
300 

ctgtggagcc tctcctatac caaattgccc tccctctcct ataccaaatg gaagtgcctc 
360 

ctgtattgca atggtgtcct ggagcctctg tacctgtgcc caaatggtgc ccgctgtgcc 
420 

acctggtttc aagaccctac ccgcttcact ggcaccatgg atgccttcgt gaagatcgtg 
480 
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aggcacgagg gcaccaggac cctctggagc ggcctccccg ccaccctggt gatgactgtg 
540 

ccagctaccg ccatctactt cactgcctat gaccaactga aggccttcct gtgtggtcga 
600 

gccctgacct ctgacctcta cgcacccatg gtggctggcg cgctggcccg cctgggcacc 
660 

gtgactgtga tcagccccct ggagcttacg cggacaaagc tgcaggctca gcatgtgtcg 
720 

taccgggagc tgggtgcctg tgttcgaact gcagtggctc agggtggctg gcgctcactg 
780 

tggctgggct ggggccccac tgcccttcga gatgtgccct tctcagtgca tcccccaccc 
840 

caagccctgt actggttcaa ctatgagctg gtgaagagct ggctcaatgg gctcaggccg 
900 

aaggaccaga cttctgtggg catgagcttt gtggctggtg gcatctcagg gacggtggct 
960 

gcagtgctga ctctaccctt tgacgtggta aagacccaac gccaggtcgc tctgggagcg 
1020 

atggaggctg tgagagtgaa ccccctgcat gtggactcca cctggctgct gctgcggagg 
1080 

atccgggccg agtcgggcac caagggactc tttgcaggct tccttcctcg gatcatcaag 
1140 

gctgccccct cctgtgccat catgatcagc acctatgagt tcggcaaaag cttcttccag 
1200 

aggctgaacc aggaccggct tctgggcggc tgaaaggggc aaggaggcaa ggaccccgtc 
1260 

tctcccacgg atggggagag ggcaggagga gacccagcca agtgcctttt cctcagcact 
1320 

gagggagggg gcttgtttcc cttccctccc ggcgacaagc tccagggcag ggctgtccct 
1380 

ctgggcggcc cagcacttcc tcagacacaa cttcttcctg ctgctccagt cgtggggatc 
1440 

atcacttacc caccccccaa gttcaagacc aaatcttcca gctgccccct tcgtgtttcc 
1500 

ctgtgtttgc tgtagctggg catgtctcca ggaaccaaga agccctcagc ctggtgtagt 
1560 

ctccctgacc cttgttaatt ccttaagtct aaagatgatg aacttcaaaa aaaaaaaaaa 
1620 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aa 
1662 

<210> 5094 
<211> 365 
<212> PRT 

<213> Homo sapiens 
<400> 5094 

Met Ala Asp Gin Asp Pro Ala Gly lie Ser Pro 

15 10 
Ala Ser Gly Thr Gly Ala Val Val Thr Ser Leu 

20 25 
Asp Val Val Lys Val Arg Leu Gin Ser Gin Arg 

35 40 
Glu Leu Met Pro Ser Ser Arg Leu Trp Ser Leu 



Leu Gin Gin Met Val 

15 

Phe Met Thr Pro Leu 
30 

Pro Ser Met Ala Ser 
45 

Ser Tyr Thr Lys Leu 
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50 


55 


60 




ri O 


Ser Leu Ser Tyr Thr 


Lys 


Tm TjV«? Pvb Tip u Leu 


Tvr Cvs Asn Glv 


D 3 


70 




75 


80 


vol 


Leu Glu Pro Leu Tyr 


Leu 


fv/o pro ion Rl v Al a 

v_yo c i. \J noli VJXjr 


Arcr Cvs Ala Thr 




85 




90 


95 


Trp 


Phe Gin Asp Pro Thr Arg 


Php Thr Rl v Thr Met 

XrllG 1111 OX y Alii. IICL 


ion Ala Phe Val 




100 




105 

W *J 


110 


JjyS 


He Val Arg His Glu Gly 


Thr Brrt Thr Tom Trri 
im >iiy lin. lieu up 


Cpr fil v Tjpll Pr*ft 




115 




120 

1 m \J 


125 


>vX a 


Thr Leu Val Met Thr 


Val 


Dm al a Thr Ala Tie 
trLsj nXa 1 111 nx<A lie 


Tvr Php Thr Ala 
i y i rue iin ma 




130 


135 


14 0 
i^ w 




Tyr 


Asp Gin Leu Lys Ala Phe 


1j6U \~y9 uiy rtiy Hid 


T on Thr* Cot* Jen 
LCU 1111 OCl J>o£/ 


1 *i D 


150 






160 

«A* 9 w 


Lieu 


Tyr Ala Pro Met Val 


Ala 


Vjiy Aid Leu J\± t± Hiy 


T.oii fll vr Thr Val 
ucU \jxy 1111 val 




165 




1 / V 


1/3 


inr 


Val He Ser Pro Leu 


Glu 


beu net Arg inr jjys 


lieU villi Hid ulU 




180 






17v 


HIS 


Val Ser Tyr Arg Glu 


Leu 


uiy Aia. i_ys vai Arg 


inr Ala Vai Ala 




195 








Gin 


Gly Gly Trp Arg Ser 


Leu 


rrp Leu Gly Trp v*iy 


fro inr Aia lsu 




210 


215 






Arg 


Asp Val Pro Phe Ser 


Val 


his Pro Pro Pro Gin 


Aia Lieu Tyr irp 


22 5 


230 








Phe 


Asn Tyr Glu Leu Val 


Lys 


ser Trp Leu Asn Giy 


Leu Arg pro Jjys 




245 








Asp 


Gin Thr Ser Val Gly Met 


Ser Phe Val Ala Gly 


Gly He Ser Gly 




260 




265 


270 


Thr 


Val Ala Ala Val Leu 


Thr 


Leu Pro Phe Asp Val 


Val Lys Thr Gin 




275 




280 


285 


Arg 


Gin Val Ala Leu Gly Ala 


Met Glu Ala Val Arg 


Val Asn Pro Leu 




290 


295 


300 




His 


Val Asp Ser Thr Trp 


Leu 


Leu Leu Arg Arg He 


Arg Ala Glu Ser 


305 


310 




315 


320 


Gly 


Thr Lys Gly Leu Phe Ala 


Gly Phe Leu Pro Arg 


He He Lys Ala 




325 




330 


335 


Ala 


Pro Ser Cys Ala He 


Met 


He Ser Thr Tyr Glu 


Phe Gly Lys Ser 




340 




345 


350 


Phe 


Phe Gin Arg Leu Asn 


Gin 


Asp Arg Leu Leu Gly 


Gly 




355 




360 


365 



<210> 5095 

<211> 2230 

<212> DNA 

<213> Homo sapiens 

<400> 5095 

tttttttttg gtataaatac tttattaaag aaatattgtc attttegtta aaaaatacat 
60 

tagagaagag agttttgggt taccagtctt tcctcacaga atcacagtgt aagatattca 
120 

tttcttgacg tctctaggaa ccttcaggcc aeggatcage agaacataca cgaacaaggg 
180 

aaaaaaattc ctcttaattt tactgatggc cccccgtctc tcaggtggtc tgagagtggc 
240 
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acttggtaaa cagtgtgtgt ttaatccagc ctctgcctct gactaccttt aagaccagga 
300 

ctcgaagcag agtgagaggc ctccctccac ccacctcggg gcgagtgaag acacagctta 
360 

cagaggcgtt caaagtagtg acgcagtgag gtctgaatga acacggagga ttttattact 
420 

caccattaat ggtagtgaaa tgcccttcgg tggataccat caggtgaggt agggaagaca 

480 

ttccagagga aatctgttaa tggggcaacg tttttatttc tgtacattta catacaaatt 
54 0 

ttccccaaag gtacaacaga tgcgacacca tgcagacacg cagctgtgaa cgacagttca 
600 

gaactcagcg taagcttgtg ctatgaacga gcaccgtcag agaattccca cccacacgta 
660 

cagaaacaca gtttttatat tacaacctca aggacagagg gagggaagtg ttcgccgcta 
720 

gacatgacac accatactgc ttttccaaaa cacacgggac atgaaagcga ggtggtgcct 
780 

tctagacgag aggacagctg tagtgtgggc ctcccccgca catgcgatac ctcgggccgg 
840 

gcggtgtgac gtcacaggcc cacttacggc acttgcagtt tgggattgct catttggctc 
900 

taggaagtgg tggtgtctga gtgcgatact tcccttacga ggtttgtttt tgttttcttt 
960 

ctgttctgta gccaaaccaa tttaccagcc cgtcttccag atgcaggtga tcttactctc 
1020 

agtaaacaaa aacatgtaac ctttttcctg tttctcttgg gtggtaataa ttttagggca 
1080 

tttgataaga gtttgacttc agaaaaagaa caaagtgaag aaatgttcag ctccatctca 
1140 

ggtgttcaca tttgtgcata acttttattg aaaggctgac agggtaggct agcggaacgg 
1200 

aggggtgtgt ggaggagagt agcagggggt gggagggtca agttgaaaca gtgggtgcct 
1260 

gcgaagggtc tccctattag ccaggaaggg aacagcacag aggggttcaa gcctgacaga 
1320 

cggtgctggg aagtgggcag ccgtagcagc ctcccctgct gagcccggcg ggcccagatg 
1380 

cgtatcaggc ttgggtgggt cctgccacct tgctcacttg gtaccggatt tcccggggct 
1440 

gtgcccacag ggaagtgttg ctgctctggc aacatttcat aaaggtgttg ctcaacagct 
1500 

tcaggtatcc ctaggctgaa gctgccacca aacaggcacc cggcctcctc ctcctcaggc 
1560 

tgccctggga ggagagctgt gggaccgcct cgccggctga gagccattac ctgccgaccg 
1620 

tcggcaagtc agcctcactc acacccactg gactctgctc ccaagagccc aggctgtttt 
1680 

cctcaaagct agcctctttt ccagtcatcg atggattagt cctgatggct gaagtgctga 
1740 

gcagtgtctt cgttggacca gttttttatt gtcatttgag gtggagatca gagatcatga 
1800 

ccagaagagt gtgagtgctg tcccttgcca ccaacttcct agagatttcg ggcagcactc 
1860 
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tacagcttca atttccaaaa aaaaaaaagt ttacacgacc agtgagactg ctcgcaactt 
1920 

tcatcactta gcatatcctt ccacaacaca gtacagtaag tggactgcag ggtggcctgg 
1980 

tgctgagggt gatgggtgca gacgtacacc tgtccaggtg caggctcagg ggcctcgctg 
2040 

gatccttccc accttcccca actgcctact ggcctggcta ctggataggt cctattctgt 
2100 

acataatggg ggtttgttga caggtggctt tatagcaagt actccaaaaa aggtaaaagg 
2160 

aatttcacaa gtttggcacg caaaggctgc acagatctaa agaaaggcct ttgtaaaggt 
2220 

gaatgcaaac 
2230 

<210> 5096 
<211> 153 
<212> PRT 

<213> Homo sapiens 
<400> S096 



Met 


Ala 


Leu 


Ser 


Arg 


Arg 


Gly 


Gly 


Pro 


Thr 


Ala 


Leu 


Leu 


Pro 


Gly 


Gin 


1 








5 










10 










15 




Pro 


Glu 


Glu 


Glu 


Glu 


Ala 


Gly 


Cys 


Leu 


Phe 


Gly Gly 


Ser 


Phe 


Ser 


Leu 








20 










25 










30 






Gly 


lie 


Pro 


Glu 


Ala 


Val 


Glu 


Gin 


His 


Leu 


Tyr Glu 


Met 


Leu 


Pro 


Glu 






35 










40 










45 








Gin 


Gin 


His 


Phe 


Pro 


Val 


Gly 


Thr 


Ala 


Pro 


Gly Asn 


Pro 


Val 


Pro 


Ser 




50 










55 










60 










Glu 


Gin 


Gly 


Gly 


Arg 


Thr 


His 


Pro 


Ser 


Leu 


He 


Arg 


He 


Trp 


Ala 


Arg 


65 










70 










75 










80 


Arg 


Ala 


Gin 


Gin 


Gly 
85 


Arg 


Leu 


Leu 


Arg 


Leu 
90 


Pro 


Thr 


Ser 


Gin 


His 
95 


Arg 


Leu 


Ser 


Gly 


Leu 
100 


Asn 


Pro 


Ser 


Val 


Leu 
105 


Phe 


Pro 


Ser 


Trp 


Leu 
110 


He 


Gly 


Arg 


Pro 


Phe 
115 


Ala 


Gly 


Thr 


His 


Cys 
120 


Phe 


Asn 


Leu 


Thr 


Leu 
125 


Pro 


Pro 


Pro 


Ala 


Thr 
130 


Leu 


Leu 


His 


Thr 


Pro 
135 


Leu 


Arg 


Ser 


Ala 


Ser 
140 


Leu 


Pro 


Cys 


Gin 


Pro 


Phe 


Asn 


Lys 


Ser 


Tyr 


Ala 


Gin 


Met 

















145 150 

<210> 5097 

<211> 3074 

<212> DNA 

<213> Homo sapiens 

<400> 5097 

tttttttttt tttttttttt tttttttttt tttttttttt ttttctaaca cttatgcatt 
60 

tattttcatg tgtaagaaga aaaacataac tagcacgtga acatgactgc atggatacac 
120 

ggctcagcac gaggctaaag tcagaagtga gtgaaaacaa aatagcatgt tgatttaagt 
180 
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gaaataacag aacaggaggc 
240 

aagttcggga ctccctgctc 
300 

tggggttcta cagagaagcc 
360 

gtgagacccc agggagggaa 
420 

tagaagtgat aaagcaacaa 
480 

tggtcttgag gacgcagagg 
54 0 

aggtcataac cagaggactg 
600 

tttgtgtttg ggggagaggg 
660 

cccctgcacc ctgttcccag 
720 

agcacccggg aggtgccgcc 
780 

cggaccaccc tctcctcttg 
840 

gcggggaagt ccatggctgt 
900 

ggggtgtttg ctattatgct 
960 

cctcaacatt ttcaaaaagc 
1020 

gctggagtgc agcggggtga 
1080 

ttctcctgcc tcagcctccc 
1140 

aatttttgta tttttagtag 
1200 

cctgacctca agtgatctgc 
1260 

ccaccatgcc cggcctaaaa 
1320 

cccaggctgg aatgcaatgg 
1380 

aattctcctg cctcagcttc 
1440 

ctaatttttg tatttttagt 
1500 

ctcctgacct caggtgatcc 
1560 

agccaccatg cccagcctct 
1620 

cagctcaacc ccacaggcga 
1680 

aggggtccaa cctcccccag 
1740 

ggggtgaagc tcatggtcca 
1800 



ctttggttat aacaattgtg 
taggctcagg gcaagacgct 
tgcccagtgc acggcccctg 
gcacattctg tttaacttgt 
tgatgattct ccttcaaagg 
ttacaacaca ggctgggctg 

■ 

aagggacacc tgtcctggca 
ggtgcatggc ccaagtcaag 
catataccag gctctcaccc 
agaaggcagg tcgggggatg 
ggtctgggcc ctggccccac 
gccccaactg ggtcccattc 
ccccactaaa tccaaagaat 
actttttttt ttggagacag 
tctcagctca ctgcaacctc 
gagtagctgg gattacaggt 
aaacggggtt tcaccacatt 
ctgccttggc ctcccaaagt 
gcactttttt tttttttgag 
tgcaatctca nnctgcaacc 
cccagtagct gggattacag 
agagacaggg ttt caeca tg 
acccaccttg gcctcccaaa 
aaaaggcact ttttaaggga 
ggctggtcct agcaccccta 
cttttccctg gaagtggggc 
ggagecttet ggtgcccaga 



gaggtggtct gtgaatgcag 
gtggtctggg ccgaagcccc 
tggcattctc gtgggagcgt 
ccgtgccgta caaaatgtct 
gaagaagaat cttccaggtg 
cagggcccaa gtaggacttg 
ccatactgga gaagtgcttg 
gctgaaggag gaacgcttgg 
catgcctgct gactcaacac 
ctgacatccc ggggtgtctg 
tttgcaccac acattccagg 
ctgtacatgt gcgaaccaag 
gttggttccc atcatttcaa 
agtctcgctg tgtctcccag 
tgcctcctgg gttcaagcaa 
gcgtgccacc acacccagct 
ggccaggctg gtcttgaact 
gctgggatta caggcatgag 
aeggagttte cctcttgttg 
tctgccttcc agattgaagc 
gcacctgcta ccatgcctgg 
ttggccaggc tggtcttgaa 
gtgctgggat tacaagegtg 
ccttggagtt tgtcctcaaa 
ccagacagct agtcagtgag 
agggtcagca gggaattctg 
gggtagagga gtggaaggcc 
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tgggggtgct 

I860 

atggaggctc 
1920 

gggccccagc 
1980 

gcagcactcc 
2040 

ccttggtccg 
2100 

tcatggaagt 
2160 

atgggatttt 
2220 

tacacctcgt 
2280 

acacacgtga 
2340 

accacctcgc 
2400 

ggtcgcccat 
2460 

ggtggtccgg 

2520 

gtgtgtgacc 
2580 

ggtgtactgc 
2640 

tcccatcatc 
2700 

ccatgaaaat 
2760 

ccaaggctgc 
2820 

tgctgcgggg 
2880 

gggcccttcc 

2940 

ctccatggag 
3000 

cccccaggcc 
3060 

cacccccaga 
3074 



cagccccact 
agaaggaaag 
cggggctagt 
gcttcacatg 
tgggctcgac 
ttcttcccat 
cacagatgct 
tctggctgcc 
agcaggaggg 
cacacttgcc 
ccttctggta 
gaccacatca 
tgcgcccggt 
ctggacgact 
cctcgggatg 
tgctacaggt 
taccccctga 
tgctgctgag 
ctgacttggt 
accagcctgc 
ttccactcct 
attc 



gtatcctgga 
tgtgcaagag 
ggtctgttca 
gcatggcttg 
agacaggagg 
gcattcgatt 
gcagacgggg 
cagggcaaag 
gtggaaggcc 
gcacctctcc 
gaagctctgc 
tcagggccct 
gcattgggga 
tctacaggaa 
ggaaagatgc 
gtgaggactg 
acaaccatct 
agtgcccgct 
ttcccttcct 
aagccggccc 
ctaccctctg 



caggctgggc 
caggttagga 
ctgcccagcg 
cagaagagat 
atcctgcagt 
ttgaaggcat 
gcgaatttcc 
ctctcatccc 
tggcccaggg 
agtgtgtcct 
ccagccagct 
gggccaggcc 
tgagagcttt 
attcgccccc 
cttcaaaatc 
caggatcctc 
cttctgcaag 
gggcagtgaa 
aacctgctct 
agcctgtcca 
ggcaccagaa 



cggcttgcag 
agggaaacca 
ggcactctca 
ggttgttcag 
cctcacacct 
ctttcccatc 
tgtagaagtc 
caatgcaccg 
ccctgatgat 
ggtagcaggg 
ggcggcggca 
ttccacccct 
gccctgggca 
gtctgcagca 
gaatgcatgg 
ctgtctgtcg 
ccatgccatg 
cagaccacta 
tgcacacttt 
ggatacagtg 
ggctcctgga 



gctggtctcc 
agtcagggaa 
gcagcacccc 
ggggtagcag 
gtagcaattt 
ccgagggatg 
gtccaggcag 
ggcgcaggtc 
gtggtcccgg 
ttcgcagagg 
ggtgtggcga 
cctgcttcac 
gccagaacga 
tctgtgaaaa 
gaagaaactt 
agcccacgga 
tgaagcggag 
gccccggctg 
ccttctgagc 
gggctgagca 
ccatgagctt 



<210> 5098 

<211> 114 

<212> PRT 

<213> Homo sapiens 



<400> 5098 

Met Ala Val Pro Gin Leu Gly Pro He Pro Val His Val Arg Thr Lys 

15 10 15 

Gly Val Phe Ala He Met Leu Pro Thr Lys Ser Lys Glu Cys Trp Phe 
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20 

Pro Ser Phe Gin 
35 

Thr Glu Ser Arg 
50 

Ser Ser Leu Gin 
65 

Ser Leu Pro Ser 

Asn Phe Cys lie 

100 

Trp Ser 



Pro Gin His Phe 

40 

Cys Val Ser Gin 
55 

Pro Leu Pro Pro 
70 

Ser Trp Asp Tyr 
85 

Phe Ser Arg Asn 



25 

Gin Lys Ala Leu 

Ala Gly Val Gin 

60 

Gly Phe Lys Gin 
75 

Arg Cys Val Pro 
90 

Gly Val Ser Pro 
105 



30 

Phe Phe Leu Glu 
45 

Arg Gly Asp Leu 

Phe Ser Cys Leu 

80 

Pro His Pro Ala 
95 

His Trp Pro Gly 
110 



<210> 5099 

<211> 801 

<212> DNA 

<213> Homo sapiens 



<400> 5099 
ggggccggga 
60 

acttgggttt 
120 

ttgcatcttt 
180 

gctcggctac 
240 

aaaaagatgg 
300 

tgccatctct 
360 

gcccttcaag 
420 

ctggtgacgg 
480 

cccattgatg 
540 

ctctgtgatg 
600 

gctcgcccac 
660 

aaggagaaca 
720 

tctgatgttc 
780 

aaaaaaaaaa 
801 



agggacctgg 
gcaggtgaag 
acccactaga 
ctggtactga 
agccattaac 
gagctggtca 
cgcctgtctg 
tgtcaggaca 
tctgagcctg 
aggcaggcac 
ctcccacccc 
agggcaagga 
tccaaaaaaa 
aaaaaaaaaa 



ctggggaatg 
ggtatcgggc 
cttctgcact 
gtgaaggtgc 
agtcatctgg 
gcacagcctg 
gtgtgtctct 
gagggtgttt 
ccggagggcg 
acctgtcggt 
tacctggacg 
gacctccctt 
aaaaaaaaaa 
a 



agaaaacctg 
cgtccatccc 
gacccagggg 
agtgctggcg 
ggacctggag 
cggtttccgg 
cctccagtgg 
gtggtgaaga 
agggtcggag 
cttggcttgc 
ggcccaggct 
tgtgctccct 
aaaaaaaaaa 



gggccatcgt 
tctagcatgc 
ctggagcgaa 
ggcagcaagt 
aatgatgagc 
ctgcaccgcg 
tctttggaga 
ggcagaaccg 
aagcggattg 
tgctagaact 
tggggactct 
cactccctaa 
aaaaaaaaaa 



caacccagag 
ttctcacgac 
tcccagacca 
gtgaagacag 
aggcagccag 
gcatgaatgt 
acacacactg 
aggtcgggag 
ggtcctgggc 
agggccttct 
gagctgtgtt 
taaacatgag 
aaaaaaaaaa 



<210> 5100 

<211> 102 

<212> PRT 

<213> Homo sapiens 
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<400> 5100 














Ala 


Cys 


Arg 


Arg Ala Arg Val Gly Glu Ala Asp 


Trp Val Leu Gly Leu 


1 








5 






10 


15 


Cys 


Asp 


Glu 


Ala 


Gly Thr 


Pro 


Val 


Gly Leu Gly 


Leu Leu Leu Glu Leu 








20 








25 


30 


Gly 


Pro 


Ser 


Ala 


Arg Pro 


Pro 


Pro 


Thr Pro Thr 


Trp Thr Gly Pro Gly 






35 








40 




45 


Leu 


Gly 


Thr 


Leu 


Ser Cys 


Val 


Lys 


Glu Asn Lys 


Gly Lys Glu Thr Ser 




50 








55 






60 


Leu 


Cys 


Ala 


Pro 


Ser Leu 


Pro 


Asn 


Lys His Glu 


Ser Asp Val Leu Gin 


65 








70 






75 


80 


Lys 


Lys 


Lys 


Lys 


Lys Lys 


Lys 


Lys 


Lys Lys Lys 


Lys Lys Lys Lys Lys 










85 






90 


95 


Lys 


Lys 


Lys 


Lys 


Lys Lys 











100 



<210> 5101 

<211> 1711 

<212> DNA 

<213> Homo sapiens 

<400> 5101 

ggacctgctg ctggaagagc agcggcccga gccggggcca tggcgaagct gctgagctgc 
60 

gtcctaggcc cccggctcta caaaatctac cgggagaggg actctgaaag ggccccggcc 
120 

agcgtccctg agacgccaac ggcagtcact gccccccatt ccagctcctg ggatacgtac 
180 

tatcagcccc gtgccctgga gaaacatgct gacagcatcc tggcactggc ttcagtattc 
240 

tggtccatct cttattactc ctctcccttc gccttcttct acttgtacag gaaaggttac 
300 

ttgagtttgt ccaaagtggt gccgttttct cactatgctg ggacattgct gctacttctg 
360 

gcaggtgtgg cctgcctccg aggcattggc cgctggacca acccccagta ccggcagttc 
420 

atcaccatct tggaagcaac acatcggaac cagtcttcag aaaacaagag gcagcttgcc 
480 

aactacaact ttgacttccg gagctggcca gtcgacttcc actgggaaga acccagcagc 
540 

cggaaggagt ctcgaggggg cccttcccgc cggggtgtgg ccctgcttcg cccagagccc 
600 

ctgcaccggg ggacagcaga caccctcctc aaccgggtta agaagctgcc ttgtcagatc 
660 

accagctacc tggtggcgca caccctaggg cgccggatgc tgtatccagg ctctgtgtac 
720 

ctgctgcaga aggccctcat gcctgcgctg ctgcagggcc aggcccgact ggtggaagag 
780 

tgtaatgggc gccgggcaaa gctgctggcc tgtgatggca atgagattga caccatgttt 
840 

gtggaccggc gggggacagc tgagccccag ggacagaagc tggtgatctg ctgtgagggg 
900 

aatgctgggt tttatgaggt gggctgcgtc tccacgcccc tggaagctgg atattcagtc 
960 
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ctgggctgga atcatccagg ctttgctgga agcacggggg taccattccc acagaatgag 



1020 



gccaatgcca tggatgtggt ggttcagttt gccatccacc gcctgggctt ccagccccag 



1080 



gacattgtca tctacgcctg gtccatcggc ggcttcactg ccacgtgggc agccatgtcc 



1140 



tacccagatg ttagtgccat gatcctggat gcctcctttg atgacctggt gcccttggcc 



1200 

ttgaaggtca tgccagacag ctggaggggc ctggtgacca ggaccgtgag gcagcatctc 
1260 

aatctaaaca acgcggagca gctgtgcaga taccagggtc ctgtactgct gatccggaga 
1320 

accaaggatg agatcatcac caccacgtga gtgcgtggga atctcggccc tcaggaaccc 
1380 

cagagatggc caggaacttg tcccttctac ctctgcccac cagaaacctg ggtatctaga 
1440 

cccttcctcc taacctccag cccctccagg gtacattctt ctcaccccca gggttcctga 
1500 

ggacatcatg tccaaccgag gcaatgacct cctgctgaag ctcctgcagc atcggtatcc 
1560 

ccgggtgatg gcagaggagg gtcttcgagt ggtgaggcag tggttggagg cctcctcaca 
1620 

gctggaggaa gcctcaattt atagccgatg ggaggtggaa gaggactggt gtctgtctgt 
1680 

cctccgctcc taccaggcag aacacgggcc c 
1711 

<210> 5102 

<211> 436 

<212> PRT 

<213> Homo sapiens 

<400> 5102 

Met Ala Lys Leu Leu Ser Cys Val Leu Gly Pro Arg Leu Tyr Lys lie 

1 5 10 15 

Tyr Arg Glu Arg Asp Ser Glu Arg Ala Pro Ala Ser Val Pro Glu Thr 

20 25 30 

Pro Thr Ala Val Thr Ala Pro His Ser Ser Ser Trp Asp Thr Tyr Tyr 

35 40 45 

Gin Pro Arg Ala Leu Glu Lys His Ala Asp Ser lie Leu Ala Leu Ala 

50 55 60 

Ser Val Phe Trp Ser He Ser Tyr Tyr Ser Ser Pro Phe Ala Phe Phe 
65 70 75 80 

Tyr Leu Tyr Arg Lys Gly Tyr Leu Ser Leu Ser Lys Val Val Pro Phe 

85 90 95 

Ser His Tyr Ala Gly Thr Leu Leu Leu Leu Leu Ala Gly Val Ala Cys 

100 105 HO 

Leu Arg Gly He Gly Arg Trp Thr Asn Pro Gin Tyr Arg Gin Phe He 

115 120 125 

Thr He Leu Glu Ala Thr His Arg Asn Gin Ser Ser Glu Asn Lys Arg 

130 135 140 

Gin Leu Ala Asn Tyr Asn Phe Asp Phe Arg Ser Trp Pro Val Asp Phe 
145 150 155 160 

His Trp Glu Glu Pro Ser Ser Arg Lys Glu Ser Arg Gly Gly Pro Ser 
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165 170 175 

Arg Arg Gly Val Ala Leu Leu Arg Pro Glu Pro Leu His Arg Gly Thr 

180 185 190 

Ala Asp Thr Leu Leu Asn Arg Val Lys Lys Leu Pro Cys Gin lie Thr 

195 200 205 

Ser Tyr Leu Val Ala His Thr Leu Gly Arg Arg Met Leu Tyr Pro Gly 

210 215 220 

Ser Val Tyr Leu Leu Gin Lys Ala Leu Met Pro Ala Leu Leu Gin Gly 
225 230 235 240 

Gin Ala Arg Leu Val Glu Glu Cys Asn Gly Arg Arg Ala Lys Leu Leu 

245 250 255 

Ala Cys Asp Gly Asn Glu He Asp Thr Met Phe Val Asp Arg Arg Gly 

260 265 270 

Thr Ala Glu Pro Gin Gly Gin Lys Leu Val He Cys Cys Glu Gly Asn 

275 280 285 

Ala Gly Phe Tyr Glu Val Gly Cys Val Ser Thr Pro Leu Glu Ala Gly 

290 295 300 

Tyr Ser Val Leu Gly Trp Asn His Pro Gly Phe Ala Gly Ser Thr Gly 
305 310 315 320 

Val Pro Phe Pro Gin Asn Glu Ala Asn Ala Met Asp Val Val Val Gin 

325 330 335 

Phe Ala He His Arg Leu Gly Phe Gin Pro Gin Asp He Val He Tyr 

340 345 350 

Ala Trp Ser He Gly Gly Phe Thr Ala Thr Trp Ala Ala Met Ser Tyr 

355 360 365 

Pro Asp Val Ser Ala Met He Leu Asp Ala Ser Phe Asp Asp Leu Val 

370 375 380 

Pro Leu Ala Leu Lys Val Met Pro Asp Ser Trp Arg Gly Leu Val Thr 
385 390 395 400 

Arg Thr Val Arg Gin His Leu Asn Leu Asn Asn Ala Glu Gin Leu Cys 

405 410 415 

Arg Tyr Gin Gly Pro Val Leu Leu He Arg Arg Thr Lys Asp Glu He 

420 425 430 

He Thr Thr Thr 
435 

<210> 5103 
<211> 1982 
<212> DNA 

<213> Homo sapiens 
<400> 5103 

tttttttttt ttgacacaat tcagctttat ttttacttaa ttataacaat ttttaaaaac 
60 

tccatgactt tgtgctattt ctaatattta aataaaaaac atttcaaatt ttgcacaaat 
120 

aatttaggcc aatacataac tagatttgaa taaagtcaga tgaagcaata attcctcctc 
180 

tgtgtttgaa aggaatgagt gtggttacaa agtcacagga tgagtccctg ggatctgggg 
240 

tgggagaagg ggtggatcaa gaatgacttg ggtttgtcac tccctagcag gctgagggcg 
300 

tgacacagca gctcggtggc ggagaggtct attctagttt ctaacactcc aatgctaact 
360 
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ttttggatgt atttccttct agcatgtaga aagggctttt cttggctgcc aggaagtagg 
420 

gagcagggat gtggcatggt gatgatctga ggacagccag gcatatgctc agacactttg 
480 

gaaaactggg gagggggaac agggagacag aatcttcatc ttcttccttt tgtgaactgg 
540 

ggaggagggt gcttggtgac attttcctga gtataaagaa ggaatacagg tttgaaaggt 
600 

ttgtaattgt atatgaaaac aggtattgaa aaccaatact gggggaaaaa aggcattgta 
660 

aacacttcta tttaaaatga agatttctgg aacaactata ctatatagtg gtatcacaag 
720 

tctttagctg gtaagatcta gcactgaaac aactcttaat ttttaacttg tgagggttct 
780 

ttttaaagca ccacttaaga cctatatatt aaaaaaatta aatatagaaa gattgttcta 
840 

tctaataaat gagtttgaga atgcacagga aacaacaaaa cccattttta acctctggta 
900 

actgaagtgg agcattaaat tcaaagccac tttgaggatt tcctacattg ttcacctaag 
960 

ggaaaacaaa tgcagagcta tcaaagagct tctcgataaa ttcccagacc ttggagggct 
1020 

acagcttttc ataaatatgg tcactggact gatgatttct aaattttaaa tgtaataccc 
1080 

ccaaaaagta aaatatagga tttataagta ttttattttt ctgagaaatg accaaaaaat 
1140 

tggaaccagt tttaacaatc tctgaaaact ttaaattcta gacatgttta ttttgaaaca 
1200 

cacttccaaa caagataaac aacaatatgt aagtctacta cactgcagaa gtagcttaaa 
1260 

cttgccaaga catcctcctt tgcacttgtt tcctcaagag ttgctaggtc attttttttg 
1320 

cctgtggcca gcagcctctt taaaaacaac aaaggaccta atgtcaaagt cactctcagg 
1380 

tgtttgccct gccagctcag gccttctccg cacaccgcac cccgaaggag cacggaggcc 
1440 

cgcagggctg gctggccctg gttccagcct caccgccggt tggaccgctt ttcgtacttg 
1500 

tcctggctgc tccgctttcg tggcggggag taactggcgg aacctcgagc gcggaagctg 
1560 

tgcttgtaag gatggcttct gtgtttcttc gggttttctt ctttctgggc ctggctcttc 
1620 

gctggttcct tatcgccctc tttttgttca tggtcttgct ctttatgaga gggcaatgtg 
1680 

tttttaattg tgttaattag aaatctttta ttggtgctag caagaggaca cttcatccaa 
1740 

cccatgggtc ccattgtttc agctctagtt ttcccacgtt ttgcctcctt aagcagttct 
1800 

tctattgctt tcctctccag ctcctgatcc tcttccatcg ctggggcggt ttctggatcc 
1860 

tcaggtggtg ctggcggatc gggggctctg tcccatagcg cgaggcgcgg aggcgaagca 
1920 

ggaagcaagg accgaccgac ggaaggcgcg gaggacggaa ggagggagga ggagcgcagc 
1980 
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gg 

1982 

<210> 5104 
<211> 167 
<212> PRT 

<213> Homo sapiens 
<400> 5104 

Met Phe lie Leu Lys His Thr Ser Lys Gin Asp Lys Gin Gin Tyr Val 

15 10 15 

Ser Leu Leu His Cys Arg Ser Ser Leu Asn Leu Pro Arg His Pro Pro 

20 25 30 

Leu His Leu Phe Pro Gin Glu Leu Leu Gly His Phe Phe Cys Leu Trp 

35 40 45 

Pro Ala Ala Ser Leu Lys Thr Thr Lys Asp Leu Met Ser Lys Ser Leu 

50 55 60 

Ser Gly Val Cys Pro Ala Ser Ser Gly Leu Leu Arg Thr Pro His Pro 
65 70 75 80 

Glu Gly Ala Arg Arg Pro Ala Gly Leu Ala Gly Pro Gly Ser Ser Leu 

85 90 95 

Thr Ala Gly Trp Thr Ala Phe Arg Thr Cys Pro Gly Cys Ser Ala Phe 

100 105 110 

Val Ala Gly Ser Asn Trp Arg Asn Leu Glu Arg Gly Ser Cys Ala Cys 

115 120 125 

Lys Asp Gly Phe Cys Val Ser Ser Gly Phe Leu Leu Ser Gly Pro Gly 

130 135 140 

Ser Ser Leu Val Pro Tyr Arg Pro Leu Phe Val His Gly Leu Ala Leu 
145 150 155 160 

Tyr Glu Arg Ala Met Cys Phe 

165 

<210> 5105 
<211> 1359 
<212> DNA 

<213> Homo sapiens 
<400> 5105 

ntgctgatgg aatgtttctg ttcagggctg ttgtgacagt tgtgaagaga cagtccggcc 
60 

agtgccaatg agtgcatggg ttgggagttg ttttgtgtgc ccccggcaaa gagtgtgggg 
120 

tccagttccc cccacaccca gcaaagtgga caagaccccc cagaggtggt tctctctgtt 
180 

ctggcttgtt gcaggttcgg agggcagccc tgagtgtctg ccatccgctc aactcagtgt 
240 

tttccttttc ccgcagacct cgcgacctgt gtcagcagag ccgccctgca ccaccatgtg 
300 

catcatcttc tttaagtttg atcctcgccc tgtttccaaa aacgcgtaca ggctcatctt 
360 

ggcagccaac agggatgaat tctacagccg accctccaag ttagctgact tctgggggaa 
420 

caacaacgag atcctcagtg ggctggacat ggaggaaggc aaggaaggag gcacatggct 
480 
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gggcatcagc acacgtggca agctggcagc actcaccaac tacctgcagc cgcagctgga 
540 

ctggcaggcc cgagggcgag cacagcaaag ggagacgtca tttgctacta tgggaaccga 
600 

ggggagcctg atcctatcgt tttgacgccc ggcacgtacg ggctgagcaa cgcgctgctg 
660 

gagactccct ggaggaagct gtgctttggg aagcagctct tcctggaggc tgtggaacgg 
720 

agccaggcgc tgcccaagga tgtgctcatc gccagcctcc tggatgtgct caacaatgaa 
780 

gaggcgcagc tgccagaccc ggccatcgag gaccagggtg gggagtacgt gcagcccatg 
840 

ctgagcaagt acgcggctgt gtgcgtgcgc tgccctggct acggcaccag aaccaacact 
900 

atcatcctgg tagatgcgga cggccacgtg accttcactg agcgtagcat gatggacaag 
960 

gacctctccc actgggagac cagaacctat gagttcacac tgcagagcta accccacctc 
1020 

tgggcctggc cagtgggctc ctggggggcc ctgccttgag gggcactgtg gacaggaaac 
1080 

cttcctttgc catactgcat tgcactgccc gtggcttggc cagcatcccc cggatcaggg 
1140 

ccctgtggtt tgcgtgttac ccatctgtgt ccccatgccc agttcagggt ctgcctttat 
1200 

gccagtgagg agcagcagag tctgatacta ggtctaggac cggccgaggt ataccatgaa 
1260 

catgtggata gacctgagcc cactcttgca catgtacaca ggcactcaca tggcacacac 
1320 

atacactcct gcgtgtgcac aagcacacac atgccaggc 
1359 

<210> 5106 

<211> 178 

<212> PRT 

<213> Homo sapiens 



<400> 5106 



Met 


Ala 


Gly 


His 


Gin 


His 


Thr 


Trp 


Gin 


Ala 


Gly 


Ser 


Thr 


His 


Gin 


Leu 


1 








5 










10 










15 




Pro 


Ala 


Ala 


Ala 


Ala 


Gly 


Leu 


Ala 


Gly 


Pro 


Arg 


Ala 


Ser 


Thr 


Ala 


Lys 








20 










25 










30 






Gly 


Asp 


Val 


He 


Cys 


Tyr 


Tyr 


Gly 


Asn 


Arg 


Gly 


Glu 


Pro 


Asp 


Pro 


He 






35 










40 










45 








Val 


Leu 


Thr 


Pro 


Gly 


Thr 


Tyr 


Gly 


Leu 


Ser 


Asn 


Ala 


Leu 


Leu 


Glu 


Thr 




50 










55 










60 










Pro 


Trp 


Arg 


Lys 


Leu 


Cys 


Phe 


Gly 


Lys 


Gin 


Leu 


Phe 


Leu 


Glu 


Ala 


Val 


65 










70 










75 










80 


Glu 


Arg 


Ser 


Gin 


Ala 


Leu 


Pro 


Lys 


Asp 


Val 


Leu 


He 


Ala 


Ser 


Leu 


Leu 










85 










90 










95 




Asp 


Val 


Leu 


Asn 


Asn 


Glu 


Glu 


Ala 


Gin 


Leu 


Pro 


Asp 


Pro 


Ala 


He 


Glu 








100 










105 










110 






Asp 


Gin 


Gly 


Gly 


Glu 


Tyr 


Val 


Gin 


Pro 


Met 


Leu 


Ser 


Lys 


Tyr 


Ala 


Ala 






115 










120 










125 








Val 


Cys 


Val 


Arg 


Cys 


Pro 


Gly 


Tyr 


Gly 


Thr 


Arg 


Thr 


Asn 


Thr 


He 


He 
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4 



130 

Leu Val Asp Ala 
14 5 

Asp Lys Asp Leu 
Gin Ser 



135 

Asp Gly His Val 
150 

Ser His Trp Glu 
165 



140 

Thr Phe Thr Glu 
155 

Thr Arg Thr Tyr 
170 



Arg Ser Met Met 

160 

Glu Phe Thr Leu 
175 



<210> 5107 

<211> 1207 

<212> DNA 

<213> Homo sapiens 

<400> 5107 

ngggcccggc ggattctccg gctgagggtc agtccagagt ctgcatccag gtcactgacc 
60 

agtcctgcag cccgcaggct ctgctgtgcc tctttggcgt attcctcttg ctcactcccc 
120 

acagggatga ccaccacctg gaacggggac agccacagtg gccatttccc cccgcagctt 
180 

tctgccagca ctcccaacag tctttccaca gaaccgagca ctgctcggtg aatgaggact 

ggacgctcca gggcacccgc cccagtttgt atttatttat ttatttattt atttagagac 
300 

agagtctcgc tctgtcgcnc taggggggtg cagtggcgca atctcagctc actgcaacct 
360 

ccacctcccg ggttcaagcg attctcctgc ctcagcctcc tgagtagctg ggattacagg 
420 

cgtgtgccac catgcccggc taatttttgt atttttagta gagacagggt ttcaccgtgt 
480 

tagccagggt ggtcttgatc tcctgacctc atgatccgtc cgcctcagcc tcccagagtg 
540 

ctgggattac aggcatgagc cactgcgcct ggcccaattt attttttttt gtagtttcat 
600 

tctcctcaca tccaaacagc tacagcttcc ctccttttgt ggggtcccca aaccaagtct 

cttttcagga gagcagacat gtgcctccac acagttctga agttctgggg gctccacatt 
720 

gtcagctggg ttggggtctc ccatgtgagg gaggctgatg gcactcgcag gtttttgcct 
780 

catctatgta caaaggctca gaaaatttct tcggcatttg ggaccctcgt gttctgtagc 
840 

tccaccagtc gctgcacagc ctcaggcaag tcccactccc caaggcgacg attatctcga 
900 

gtccgaatgt tcactgttct cttactttgc tctttctggc caaccacaaa ctgaaaattg 
960 

tagtgggcaa gctgggcccg gcggattctc cggctgaggg tcagtccaga gtctgcatcc 
1020 

aggtcactga ccagtcctgc agcccgcagg ctctgctgtg cctctttggc gtattcctct 
1080 

tgctcactcc ccacagggat gaccaccacc tggaacgggg acagccacag tggcccctta 
1140 

tactggaggt caaatctcag gggcggttgg aagtcaagct gaattgtccc acactgatgt 
1200 
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ggccggc 
1207 



<210> 5108 
<211> 83 
<212> PRT 

<213> Homo sapiens 



<400> 5108 
Met Arg Thr Gly 
1 

Phe He Tyr Leu 

20 

Val Gin Trp Arg 
35 

Lys Arg Phe Ser 
50 

Val Pro Pro Cys 
65 

Ser Pro Cys 



Arg Ser Arg Ala 
5 

Phe Arg Asp Arg 

Asn Leu Ser Ser 

40 

Cys Leu Ser Leu 
55 

Pro Ala Asn Phe 
70 



Pro Ala Pro Val 
10 

Val Ser Leu Cys 
25 

Leu Gin Pro Pro 

Leu Ser Ser Trp 

60 

Cys He Phe Ser 
75 



Cys He Tyr Leu 
15 

Arg Xaa Arg Gly 
30 

Pro Pro Gly Phe 
45 

Asp Tyr Arg Arg 

Arg Asp Arg Val 

80 



<210> 5109 

<211> 651 

<212> DNA 

<213> Homo sapiens 



<400> 5109 

nnggccgctt ccgtgcaaaa gctcggggac 
60 

ctgcagnatg cgcagtggac ttttgaatca 
120 

caagcatggc aggaagcttc agataattgt 
160 

gatcagtttg atgaaatcat agtagatata 
240 

atcctggaat gtgtcatcaa aaccataaaa 
300 

cctgttgtac atccactgga cctaaaatat 
360 

ttcaactttt ccccattcaa catgatgttg 
420 

acttcggccc ctcatatgga aaatttgaaa 
480 

agtgaagcca tgaagtcctt gcctgcatta 
540 

ctcaggatgc agcctgttat ccacctccag 
600 

cataggaaac cagatgctaa acctgagaac 
651 



gctctgctgg agaagattcg ggagcccgct 
gctgtgcaag agaatatcag cattaatggg 
tttatggatt ctgacatcaa agtacttgaa 
gccacaaaac gtaagcagta tcccagaaag 
gcaaaacaag aaattctgaa gcagtaccac 
gaccctgatc cagttctcaa cgggaatgct 
gctgtggatt tgtcatatat ggtttttatt 
tgcagagggg aaacagtagc aaaggagatc 
attgaacaag gagagggatt ttcccaagtt 
aggattcacc aagaagtctt ttccagttgt 
tttataacac agatagaaac c 



<210> 5110 
<211> 206 
<212> PRT 
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<213> Homo sapiens 
<400> 5110 

Leu Leu Glu Lys He Arg Glu Pro Ala Leu Gin Xaa Ala Gin Trp Thr 

1 5 10 15 

Phe Glu Ser Ala Val Gin Glu Asn lie Ser lie Asn Gly Gin Ala Trp 

20 25 30 

Gin Glu Ala Ser Asp Asn Cys Phe Met Asp Ser Asp He Lys Val Leu 

35 40 45 

Glu Asp Gin Phe Asp Glu He He Val Asp He Ala Thr Lys Arg Lys 

50 55 60 

Gin Tyr Pro Arg Lys He Leu Glu Cys Val He Lys Thr He Lys Ala 
65 70 75 80 

Lys Gin Glu lie Leu Lys Gin Tyr His Pro Val Val His Pro Leu Asp 

85 90 95 

Leu Lys Tyr Asp Pro Asp Pro Val Leu Asn Gly Asn Ala Phe Asn Phe 

100 105 HO 

Ser Pro Phe Asn Met Met Leu Ala Val Asp Leu Ser Tyr Met Val Phe 

115 120 125 

He Thr Ser Ala Pro His Met Glu Asn Leu Lys Cys Arg Gly Glu Thr 

130 140 
Val Ala Lys Glu He Ser Glu Ala Met Lys Ser Leu Pro Ala Leu He 
14 5 150 155 160 

Glu Gin Gly Glu Gly Phe Ser Gin Val Leu Arg Met Gin Pro Val He 

165 170 175 

His Leu Gin Arg He His Gin Glu Val Phe Ser Ser Cys His Arg Lys 

180 185 190 

Pro Asp Ala Lys Pro Glu Asn Phe He Thr Gin He Glu Thr 
195 200 205 

<210> 5111 
<211> 2247 
<212> DNA 

<213> Homo sapiens 
<400> 5111 

ncccccgccg ccgcctcagg ctcctcaccc gccgccgccg ccgcgcgagg cggggacatg 
60 

caaatgaacc aacggtctcc gcagcgccgc gccgcgcagg cgcaagccgc cgccgagtcc 
120 

tggtgcgcag gcgcgggccg ccgcggcccg gctctcttgc gcaagcgcgc tgtccgcttc 
180 

ttctgggcgg acgctctgga ggcaaaacat ttccctgctg ggggcggcga ccaccgtgag 
240 

cgtcccggaa ggggcggcaa agacgcctcc gtcgcgcacg aggtggcctc gttggcttta 
300 

ccttggttcg cggtcgtcct tggttatcgt gagcgtccgc gagtctctgg gaggccaagc 
360 

ctaggggcgc cacagcgcct gcgcgcgtac ggcggccgga aggggctaga ggcggctccc 
420 

tgggtgacaa ccgcgcgccc cacctttccc cacgtggccg cgaagaccgg ctcaggagca 

480 

tctatcggct gcacgccaac atcaacacag gcgaagatgg tctccaagcg cattgcccag 
540 
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gagacctttg atgcagctgt gcgcgagaac 
600 

gcagtgaaag aggccgtgga gcagtttgaa 
660 

aagacggcac ctaaagtctc tgcagacgga 
720 

atgctcagtg acctccagga gtctgtggcc 
780 

ctcacccgct tctgcgacca gtgcaaacag 
840 

aagggggcct accccatcat cttcactgcc 
900 

cttctgctcc agtccctcaa tgccctgtcg 
960 

gatgcccagg gcctgcagct cctagtggcc 
1020 

ctgacctgct ctgggatccg ctgtgtgcgt 
1080 

caagacctgg tgaaagctgg cgtgctgcct 
1140 

caccacactg acgtggtcag ggaagcctgc 
1200 

gacatccgtg tgccctttgg ccatgcccac 
1260 

aaaggcttga aggtgctcat cgaagccacc 
1320 

agcgagctct gtggaaccct gtcccgcctg 
1380 

gtcgacctcg ggggcctgag cattctggtg 
1440 

atgagggacc agagcggcgt tcaggagctc 
1500 

atcgcaggca acgacgacgt gaaagatgct 
1560 

gtggctgcta tgacccagca tctgaccagc 
1620 

ctgtgcttcc tggccctgcg taagcccgac 
1680 

gctgtggcag cactgcaggc catgaaggca 
1740 

gcttgcatgc tgatccgaaa cctggtggcc 
1800 

gacctggggg ctgaggcact catcatgcag 
1860 

gtggccaagg ccgccctgcg ggacctgggt 
1920 

ggccagaggg gcaacctggc gccatgaccc 
1980 

agtcgtgtga ctcaggaatg ggggtagatc 
2040 

tccccttcac aatgagaagt gttttctggc 
2100 

gagccttgta gggaggcctc tacacagaag 
2160 



atcgaggagt 


ttgcgatggg gccagaggag 


tcgcaagggg 


ttgatctgag 


caacattgta 


tcccaggagc 


ccacacatga 


catcctgcag 


agctctcgcc 


cccaggaggt 


gtcagcatac 


gacaaggcct 


gccgcttcct 


cgcggcccag 


aggaagctgg 


ccactgcagg 


tgaccagggc 


gtgctgactg 


atggacagcc 


agacctcctg 


acgctgaccc 


agaatgctga 


tgaggctgac 


cacgcttgcc 


tgaaacatga 


acagaatcgg 


ctgctgactg 


gtgccatcac 


ccatcatggc 


tgggccctgc 


gtgtcatgac 


cttcgacgac 


aaccatgcca 


agatgattgt 


gcaggagaac 


aaagcgttcc 


tggataaccc 


tggcatcctg 


gccattcgca 


acgagttctg 


ccaggaggtc 


tccctgctag 


ccgactgcaa 


tgaccaccag 


gtgaagcaag 


tgctgagcac 


cctgcgagcc 


attgtccgtg 


ctggtgggac 


ggagtccatc 


ccccaggtgt 


gggagcagag 


ctgcgcggcc 


aacagccgca 


tcatcgtgga gggtggcggg 


cacccgcaga 


aggccggcgt 


gcagaaacag 


cacggccagg 


ccttctcgaa 


gcccatcctg 


gcccgatctg 


cccaccgtga 


ctgtgaggac 


tgtcatgtcg 


agctccgaga 


gctgtggaca 


caggcccagt 


ctgggccgtg actctgggtg 


catgtcctcc 


actgtccccc 


attagttctg 


aggccctagg 


taaagggtcg ggggaggggg 


aaagcagccc 


ccatgtccca gccacttctg 
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ggtcccagcc agcagcacgg atgttactgt cctgctcctt cccccagccc cacgccctac 
2220 

cagagggggc aaagggcacg tcccatc 
2247 



<210> 5112 

<211> 581 

<212> PRT 

<213> Homo sapiens 



<400> 5112 

Ala Lys His Phe Pro Ala Gly Gly Gly Asp His Arg Glu Arg Pro Gly 

15 10 15 

Arg Gly Gly Lys Asp Ala Ser Val Ala His Glu Val Ala Ser Leu Ala 

20 25 30 

Leu Pro Trp Phe Ala Val Val Leu Gly Tyr Arg Glu Arg Pro Arg Val 

35 40 45 

Ser Gly Arg Pro Ser Leu Gly Ala Pro Gin Arg Leu Arg Ala Tyr Gly 

50 55 60 

Gly Arg Lys Gly Leu Glu Ala Ala Pro Trp Val Thr Thr Ala Arg Pro 
65 70 75 80 

Thr Phe Pro His Val Ala Ala Lys Thr Gly Ser Gly Ala Ser He Gly 

85 90 95 

Cys Thr Pro Thr Ser Thr Gin Ala Lys Met Val Ser Lys Arg He Ala 

100 105 110 

Gin Glu Thr Phe Asp Ala Ala Val Arg Glu Asn lie Glu Glu Phe Ala 

115 120 125 

Met Gly Pro Glu Glu Ala Val Lys Glu Ala Val Glu Gin Phe Glu Ser 

130 135 140 

Gin Gly Val Asp Leu Ser Asn He Val Lys Thr Ala Pro Lys Val Ser 
145 150 155 160 

Ala Asp Gly Ser Gin Glu Pro Thr His Asp He Leu Gin Met Leu Ser 

165 170 175 

Asp Leu Gin Glu Ser Val Ala Ser Ser Arg Pro Gin Glu Val Ser Ala 

180 185 190 

Tyr Leu Thr Arg Phe Cys Asp Gin Cys Lys Gin Asp Lys Ala Cys Arg 

195 200 205 

Phe Leu Ala Ala Gin Lys Gly Ala Tyr Pro He He Phe Thr Ala Arg 

210 215 220 

Lys Leu Ala Thr Ala Gly Asp Gin Gly Leu Leu Leu Gin Ser Leu Asn 
225 230 235 240 

Ala Leu Ser Val Leu Thr Asp Gly Gin Pro Asp Leu Leu Asp Ala Gin 

245 250 255 

Gly Leu Gin Leu Leu Val Ala Thr Leu Thr Gin Asn Ala Asp Glu Ala 

260 265 270 

Asp Leu Thr Cys Ser Gly He Arg Cys Val Arg His Ala Cys Leu Lys 

275 280 285 

His Glu Gin Asn Arg Gin Asp Leu Val Lys Ala Gly Val Leu Pro Leu 

290 295 300 

Leu Thr Gly Ala He Thr His His Gly His His Thr Asp Val Val Arg 
305 310 315 320 

Glu Ala Cys Trp Ala Leu Arg Val Met Thr Phe Asp Asp Asp He Arg 

325 330 335 

Val Pro Phe Gly His Ala His Asn His Ala Lys Met He Val Gin Glu 
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340 345 350 

Asn Lys Gly Leu Lys Val Leu He Glu Ala Thr Lys Ala Phe Leu Asp 

355 360 365 

Asn Pro Gly He Leu Ser Glu Leu Cys Gly Thr Leu Ser Arg Leu Ala 

370 375 380 

He Arg Asn Glu Phe Cys Gin Glu Val Val Asp Leu Gly Gly Leu Ser 
385 390 395 400 

He Leu Val Ser Leu Leu Ala Asp Cys Asn Asp His Gin Met Arg Asp 

405 410 415 

Gin Ser Gly Val Gin Glu Leu Val Lys Gin Val Leu Ser Thr Leu Arg 

420 425 430 

Ala lie Ala Gly Asn Asp Asp Val Lys Asp Ala He Val Arg Ala Gly 

435 440 445 

Gly Thr Glu Ser lie Val Ala Ala Met Thr Gin His Leu Thr Ser Pro 

450 455 460 

Gin Val Trp Glu Gin Ser Cys Ala Ala Leu Cys Phe Leu Ala Leu Arg 
465 470 475 480 

Lys Pro Asp Asn Ser Arg He He Val Glu Gly Gly Gly Ala Val Ala 

485 490 495 

Ala Leu Gin Ala Met Lys Ala His Pro Gin Lys Ala Gly Val Gin Lys 

500 505 510 

Gin Ala Cys Met Leu He Arg Asn Leu Val Ala His Gly Gin Ala Phe 

515 520 525 

Ser Lys Pro He Leu Asp Leu Gly Ala Glu Ala Leu lie Met Gin Ala 

530 535 540 

Arg Ser Ala His Arg Asp Cys Glu Asp Val Ala Lys Ala Ala Leu Arg 
545 550 555 560 

Asp Leu Gly Cys His Val Glu Leu Arg Glu Leu Trp Thr Gly Gin Arg 

565 570 575 

Gly Asn Leu Ala Pro 

580 

• 

<210> 5113 
<211> 472 
<212> DNA 

<213> Homo sapiens 



<400> 5113 

cagactatgg tccagcctct gctccatgtg 
60 

ggcaccttga cccgctgctt gttctgctct 
120 

attggcacgc agcgcggagc ctggcacctg 
180 

caagagggcc cctttgctaa tgtgcacagc 
240 

gattggagca agagattttt ttttccaagt 
300 

tttccttgac atgatgaagt tgagcaaggt 
360 

gcccaagtaa tgttctttac aaagtaggga 
420 

tcccccgtaa tcccaccagt cgcatcccta 
472 



ccccctgtgg gtctttgtga tctcagtcct 
cctttaaact ccatgcacct gacacctgta 
cagtgtagac acactggcca ccgctcagtg 
tctttatgcc ttttttccta tgcctttttg 
aaagaacaat ttatgttcct aaatactttt 
ggctatagaa ctttttttct taattttatt 
aatacagata cataaaaaga agactgccaa 
cccgctctta ggagattccg ga 
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<210> 5114 

<211> 100 

<212> PRT 

<213> Homo sapiens 



<400> 5114 
Met Val Gin Pro 
1 

Ser Pro Gly Thr 

20 

Met His Leu Thr 
35 

Gin Cys Arg His 
50 

Asn Val His Ser 
65 

Ser Lys Arg Phe 

Thr Phe Phe Pro 

100 



Leu Leu His Val 
5 

Leu Thr Arg Cys 

Pro Val lie Gly 

40 

Thr Gly His Arg 
55 

Ser Leu Cys Leu 
70 

Phe Phe Pro Ser 
85 



Pro Pro Val Gly 
10 

Leu Phe Cys Ser 
25 

Thr Gin Arg Gly 

Ser Val Gin Glu 

60 

Phe Ser Tyr Ala 
75 

Lys Glu Gin Phe 
90 



Leu Cys Asp Leu 
15 

Pro Leu Asn Ser 
30 

Ala Trp His Leu 
45 

Gly Pro Phe Ala 

Phe Leu Asp Trp 

80 

Met Phe Leu Asn 
95 



<210> 5115 

<211> 1003 

<212> DNA 

<213> Homo sapiens 



<400> 5115 
nttttttttt 
60 

ttttatttac 
120 

tccaaagcct 
180 

ggtgtctacc 
240 

gggcggtgag 
300 

gggcatggga 
360 

agcaggggga 
420 

ccccaggctc 
480 

tccgcttgtg 
540 

agagagcagc 
600 

gagcaggtgc 
660 

caccaccacc 
720 

gtcgctgttg 

780 



tttttttttt 
aaaatatata 
gcctggggat 
agccgccgcc 
ctcaacaccc 
agcagatgct 
gccaggtgac 
tgaagggtgg 
ctggtagccc 
tcctgctcag 
atgcgcagcc 
ccgaccaggg 
gcctgggggg 



tttttttttt 
ctgaatacta 
ttgtgcccaa 
atcccagaag 
acaaagggca 
gctgagggtg 
agcaggggaa 
ggcaaggggg 
actctgccca 
catcatgcag 
ggtccacccg 
tgatgaggaa 
cattgggcac 



tttttttttt 
tacatctggc 
gcccagccca 
gaaagcctct 
gaaggcctgg 
ggtggaggga 
gcagatggca 
tcaggtcacg 
gccatgtccc 
ttcctcagct 
ctttttcttc 
gaagggcccc 
agtggtgtta 



ttttttttag 
cccatcacca 
ggagggctag 
tcccatgagt 
gggcagtgag 
gaaatggaga 
gggccccagg 
tcttgacatc 
accttggggt 
gggtcatagc 
tgtacataca 
aacacatagc 
ctcatgacat 



ccacaaaaca 
tggaaacaac 
agaaagcaaa 
gcctgtgggt 
gtgatggtga 
cccagcaccc 
cagtccagga 
cagcagtggc 
ctcccatgtc 
tgtacatggg 
ttaccacagc 
ccaccatgga 
cagcagccgg 
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agggctgggt ggtcagcatg ggcagtggcg cttcgggagg gcgcctccac tgggctcccc 
840 

agtcgtatgc tcatcgtccc aggtcaaggg ggcatgccag ggtggggagg gcgtcaggcc 
900 

gctgctagga tgcgggccag caacagcgga ncaggaggtg gttcccacgg cgctgggnag 
960 

gctcacgccg gaggtggggg tgttggggga tgctgatggg teg 
1003 

<210> 5116 
<211> 226 
<212> PRT 

<213> Homo sapiens 



<400> 5116 



Met Leu 


Leu 


Arg 


Val 


Gly Gly 


Gly 


Arg 


Asn 


Gly 


Asp 


Pro 


Ala Pro Ser 


1 






5 








10 








15 


Arg Gly 


Ser 


Gin 


Val 


Thr Ala 


Gly 


Glu 


Ala 


Asp 


Gly 


Arg 


Ala Pro Gly 






20 








25 










30 


Ser Pro 


Gly 


Pro 


Gin 


Ala Leu 


Lys 


Gly 


Gly 


Ala 


Arg 


Gly 


Ser Gly His 




35 








40 










45 




Val Leu 


Thr 


Ser 


Ser 


Ser Gly 


Ser 


Ala 


Cys 


Ala 


Gly 


Ser 


Pro Leu Cys 


50 








55 










60 






Pro Ala 


Met 


Ser 


His 


Leu Gly 


Val 


Ser 


His 


Val 


Arg 


Glu 


Gin Leu Leu 


65 








70 








75 






80 


Leu Ser 


He 


Met 


Gin 


Phe Leu 


Ser 


Trp 


Val 


He 


Ala 


Val 


His Gly Glu 








85 








90 








95 


Gin Val 


His 


Ala 


Gin 


Pro Val 


His 


Pro 


Leu 


Phe 


Leu 


Leu 


Tyr He His 






100 








105 










110 


Tyr His 


Ser 


His 


His 


His Pro 


Asp 


Gin 


Gly 


Asp 


Glu 


Glu 


Glu Gly Pro 




115 








120 










125 




Gin His 


lie 


Ala 


His 


His Gly 


Val 


Ala 


Val 


Gly 


Leu 


Gly 


Gly He Gly 


130 








135 










140 






His Ser 


Gly 


Val 


Thr 


His Asp 


He 


Ser 


Ser 


Arg 


Arg 


Ala 


Gly Trp Ser 


145 








150 








155 






160 


Ala Trp 


Ala 


Val 


Ala 


Leu Arg 


Glu 


Gly 


Ala 


Ser 


Thr 


Gly 


Leu Pro Ser 








165 








170 








175 


Arg Met 


Leu 


He 


Val 


Pro Gly 


Gin 


Gly 


Gly 


Met 


Pro 


Gly 


Trp Gly Gly 






180 








185 










190 


Arg Gin 


Ala 


Ala 


Ala 


Arg Met 


Arg 


Ala 


Ser 


Asn 


Ser 


Gly 


Xaa Gly Gly 




195 








200 










205 




Gly Ser 


His 


Gly 


Ala 


Gly Xaa 


Ala 


His 


Ala 


Gly 


Gly 


Gly 


Gly Val Gly 


210 








215 










220 







Gly Cys 
225 



<210> 5117 
<211> 1180 
<212> DNA 

<213> Homo sapiens 
<400> 5117 

nngaattcaa cttgttcaag agaaggtctt gtacgtgcct aagttctaga gcctcctgac 
60 
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gtgagcatgg ctgagagtga ggaccgctcc ctgaggatcg ttctggtagg gaaaactgga 
120 

agtgggaaaa gtgcaacagc gaacaccatc cttggagagg aaatctttga ttctagaatt 
180 

gctgcccaag ctgttaccaa gaactgtcaa aaagcatccc gggaatggca ggggagagac 
240 

cttcttgttg tagacactcc agggctcttt gacaccaagg agagcctgga caccacctgc 

aaggaaatca gccgctgcat catctcctcc tgcccagggc cccatgctat tgtcctagtt 
360 

ctgctgctgg gccgctacac agaggaggag cagaaaaccg ttgcattgat caaggctgtc 
420 

tttgggaagt cagccatgaa gcacatggtc atcttgttca ctcgcaaaga agagttggag 
480 

ggccagagct tccatgactt catagcagat gcggatgtgg gcctaaaaag catcgtcaag 
540 

gagtgcggga accgctgctg tgcctttagc aacagcaaga aaaccagtaa ggcagagaag 
600 

gaaagtcaag tgcaggagtt ggtggagctg atagagaaaa tggtgcagtg caacgaaggg 
660 

gcttactttt ctgatgacat atacaaggac acagaggaaa ggctgaaaca acgggaagag 
720 

gttttgagga aaatctacac tgaccaatta aatgaagaaa ttaaactagt agaagaggat 
780 

aagcataaat cagaggaaga aaaggagaaa gaaattaaat tactaaaatt aaaatatgat 
840 

gaaaaaataa aaaatataag ggaagaagct gagagaaata tatttaaaga tgtttttaat 
900 

aggatttgga agatgctttc agaaatatgg cataggtttt tgtcgaaatg taagttttat 
960 

tcttcctaat ttactgtgat ttgttaatgg atgaattgta ttttgcaaag atagttagag 
1020 

aaatacctcc ttccccttag ctttattaag gtatcattga taaataaaaa taaaatatgt 
1080 

ttaatgtata taatgtgatt tttaaatata tatatatata tatacacaca ttgtgaaata 
1140 

atgaaataaa ggtaattaac acatctaaaa aaaaaaaaaa 
1180 



<210> 5118 
<211> 300 
<212> PRT 

<213> Homo sapiens 



<400> 5118 

Met Ala Glu Ser Glu Asp Arg Ser 

1 5 
Thr Gly Ser Gly Lys Ser Ala Thr 

20 

He Phe Asp Ser Arg He Ala Ala 

35 40 
Lys Ala Ser Arg Glu Trp Gin Gly 

50 55 
Pro Gly Leu Phe Asp Thr Lys Glu 



Leu Arg He Val Leu Val Gly Lys 

10 15 
Ala Asn Thr He Leu Gly Glu Glu 
25 30 
Gin Ala Val Thr Lys Asn Cys Gin 

45 

Arg Asp Leu Leu Val Val Asp Thr 

60 

Ser Leu Asp Thr Thr Cys Lys Glu 
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65 

lie Ser Arg Cys 

Leu Val Leu Leu 

100 

Ala Leu lie Lys 
115 

lie Leu Phe Thr 
130 

Phe He Ala Asp 
145 

Gly Asn Arg Cys 

Glu Lys Glu Ser 

180 

Val Gin Cys Asn 
195 

Thr Glu Glu Arg 
210 

Thr Asp Gin Leu 
225 

Lys Ser Glu Glu 

Tyr Asp Glu Lys 

260 

Phe Lys Asp Val 
275 

His Arg Phe Leu 
290 



70 

He He Ser Ser 
85 

Leu Gly Arg Tyr 

Ala Val Phe Gly 

120 

Arg Lys Glu Glu 
135 

Ala Asp Val Gly 
150 

Cys Ala Phe Ser 
165 

Gin Val Gin Glu 

Glu Gly Ala Tyr 

200 

Leu Lys Gin Arg 
215 

Asn Glu Glu lie 
230 

Glu Lys Glu Lys 
245 

He Lys Asn He 

Phe Asn Arg He 

280 

Ser Lys Cys Lys 
295 



75 

Cys Pro Gly Pro 
90 

Thr Glu Glu Glu 
105 

Lys Ser Ala Met 

Leu Glu Gly Gin 

140 

Leu Lys Ser He 
155 

Asn Ser Lys Lys 
170 

Leu Val Glu Leu 
185 

Phe Ser Asp Asp 

Glu Glu Val Leu 

220 

Lys Leu Val Glu 
235 

Glu He Lys Leu 
250 

Arg Glu Glu Ala 
265 

Trp Lys Met Leu 

Phe Tyr Ser Ser 

300 



80 

His Ala He Val 
95 

Gin Lys Thr Val 
110 

Lys His Met Val 
125 

Ser Phe His Asp 

Val Lys Glu Cys 

160 

Thr Ser Lys Ala 
175 

He Glu Lys Met 
190 

He Tyr Lys Asp 
205 

Arg Lys He Tyr 

Glu Asp Lys His 

240 

Leu Lys Leu Lys 
255 

Glu Arg Asn He 
270 

Ser Glu He Trp 
285 



<210> 5119 
<211> 1450 
<212> DNA 

<213> Homo sapiens 



<400> 5119 
nnaatgatga 
60 

cagctggtga 
120 

cttcctgtct 
180 

agagaggcat 
240 

atccttctgg 
300 

attttttatt 
360 

ccaaaactcc 
420 

ttgaccagca 
480 

agctacattg 
540 



atatcaaaga 
aaatcttatc 
gtactggaac 
ttgccccagt 
gcttctctaa 
ttttgactct 
acatccctat 
gctgtgttcc 
gctgtgccat 



ttaaagcact 
cttgagtaga 
catcacaggc 
agctatgatt 
caagccacat 
tgcaggaaat 
gtatttcttt 
acagatgttg 
tcaactctat 



tcactaaatc 
aaggaatcaa 
ttttgaggaa 
ataatttgca 
ttggagaaga 
atggtcatag 
ctttccaacc 
attaacttct 
gtttttttgt 



ttgtattttt 
acaagtcata 
ctacttttga 
atgacagcca 
tactttttng 
ttcttgtgtc 
tttccttggt 
ggggcccaga 
ggcttggggc 



tcccaaaata 
taccacccgt 
accgttcccc 
cagtgatttc 
gatcattttt 
cttgaaggat 
agacctctgt 
aaagaccatc 
cacggaatat 
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gtccttcttg ttgtcatggc tgtggattgt tatgtagcag tgtgtcatcc actgcaaaat 
600 

accatgatca tgcacccaaa actttgtctg cagctggcta tcttggcatg ggggactggc 
660 

ttggcccagt ctctgatcca gtcccctgcc accctccggt tacccttctg ctcccagcgg 
720 

atggtggatg atgttgtttg tgaagtccca gctctgattc agctctccag tactgatact 

780 

acctacagtg aaattcagat gtctatcgcc agtgttgtcc tcctggtgat gcccttgatc 
840 

attatccttt cctcttctgg tgctattgct aaggctgtgc tgagaattaa gtcaactgca 
900 

ggacagaaga aagcatttgg cacctgcatc tctcaccttc ttgtggtttc tctcttttat 
960 

ggcactgtca caggtgtcta ccttcaacca aaaaatcact atcctcatga atggggcaaa 
1020 

tttctcactc ttttctacac tgtagtaacc ccaactctta atcccctcat ctacactcta 
1080 

aggaacaagg aggtaaaggg agcactaata agattgggga ggaggacctg ggattcccag 
1140 

aataactaac aaggttaaca tatgtttacc tttgcttaac ctaagaatag agaacaacct 
1200 

catcacaaaa agctggagat acacctccta agccaaaagt aggagagaaa gagctgcatt 
1260 

ctgttcaggt tgagatttca gtttccttca tcaatcaatt gggcccttaa attcttcata 
1320 

ttgtggattt agacacagta tggtataaaa attaatatat ttaatagcta ttgtcttgaa 
1380 

aaggacacaa tgcaattgaa tgggggagga ggagaagaca caagaaacac attacttgca 
1440 

aaataaaata 
1450 

<210> 5120 

<211> 314 

<212> PRT 

<213> Homo sapiens 



<400> 5120 



Met 


He 


He 


He 


Cys 


Asn 


Asp 


Ser 


His 


Ser 


Asp 


Phe 


He 


Leu 


Leu 


Gly 


1 








5 










10 










15 




Phe 


Ser 


Asn 


Lys 
20 


Pro 


His 


Leu 


Glu 


Lys 
25 


He 


Leu 


Phe 


Xaa 


He 
30 


He 


Phe 


He 


Phe 


Tyr 

35 


Phe 


Leu 


Thr 


Leu 


Ala 
40 


Gly 


Asn 


Met 


Val 


He 
45 


Val 


Leu 


Val 


Ser 


Leu 
50 


Lys 


Asp 


Pro 


Lys 


Leu 
55 


His 


He 


Pro 


Met 


Tyr 
60 


Phe 


Phe 


Leu 


Ser 


Asn 


Leu 


Ser 


Leu 


Val 


Asp 


Leu 


Cys 


Leu 


Thr 


Ser 


Ser 


Cys 


Val 


Pro 


Gin 


65 










70 










75 










80 


Met 


Leu 


He 


Asn 


Phe 
85 


Trp 


Gly 


Pro 


Glu 


Lys 
90 


Thr 


lie 


Ser 


Tyr 


lie 
95 


Gly 


Cys 


Ala 


He 


Gin 
100 


Leu 


Tyr 


Val 


Phe 


Leu 
105 


Trp 


Leu 


Gly 


Ala 


Thr 
110 


Glu 


Tyr 


Val 


Leu 


Leu 


Val 


Val 


Met 


Ala 


Val 


Asp 


Cys 


Tyr 


val 


Ala 


Val 


Cys 


His 
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115 










120 




125 








Leu 


Gin 


Asn 


Thr 


Met 


He 


Met 


His 


Pro Lys Leu Cys 


Leu Gin 


Leu 




130 

^fc V 










135 






140 






Ala 


lie 


Leu 


Ala 


Trp 


Gly Thr Gly Leu 


Ala Gin Ser Leu 


He Gin 


Ser 


145 










150 








155 




160 


Pro 


Ala 


Thr 


Leu Arg 


Leu 


Pro 


Phe 


Cys 


Ser Gin Arg Met 


Val Asp 


Asp 










165 










170 


175 




Val 


Val 


Cys Glu Val 


Pro 


Ala 


Leu 


He 


Gin Leu Ser Ser 


Thr Asp 


Thr 








180 










185 




190 




Thr 


Tyr 


Ser 


Glu 


He 


Gin 


Met 


Ser 


He 


Ala Ser Val Val 


Leu Leu 


Val 






195 










200 




205 






Met 


Pro 


Leu 


lie 


lie 


He 


Leu 


Ser 


Ser 


Ser Gly Ala He 


Ala Lys 


Ala 




210 










215 






220 






Val 


Leu 


Arg 


He 


Lys 


Ser Thr Ala Gly 


Gin Lys Lys Ala 


Phe Gly 


Thr 


225 










230 








235 




240 


Cys 


lie 


Ser 


His 


Leu 


Leu 


Val 


Val 


Ser 


Leu Phe Tyr Gly 


Thr Val 


Thr 








245 










250 


255 




Gly Val 


Tyr 


Leu 


Gin 


Pro 


Lys 


Asn 


His 


Tyr Pro His Glu 


Trp Gly 


Lys 








260 










265 




270 




Phe 


Leu 


Thr 


Leu 


Phe 


Tyr 


Thr 


Val 


Val 


Thr Pro Thr Leu 


Asn Pro 


Leu 






275 










280 




285 






lie 


Tyr 


Thr 


Leu Arg 


Asn 


Lys 


Glu 


Val 


Lys Gly Ala Leu 


He Arg 


Leu 




290 










295 






300 






Gly Arg 


Arg 


Thr 


Trp 


Asp 


Ser 


Gin 


Asn 


Asn 







305 310 



<210> 5121 

<211> 944 

<212> DNA 

<213> Homo sapiens 

<400> 5121 

nngcgcgcca ggggagggcg ccgtgtggca ctcggcggtc gaaaggggag ttcaaggaga 
60 

cgggggcgac gcggctgagg gcttctcgtc ggggtcgggg ctgcagccgt catgccgggg 
120 

atagtggagc tgcccactct agaggagctg aaagtagatg aggtgaaaat tagttctgct 
180 

gtgcttaaag ctgcggccca tcactatgga gctcaatgtg ataagcccaa caaggagttt 
240 

atgctctgcc gctgggaaga gaaagatccg aggcggtgtt tagaggaagg caaactggtc 
300 

aacaagtgtg ctttggactt ctttaggcag ataaaacgtc actgtgcaga gccttttaca 
360 

gaatattgga cttgcattga ttatactggc cagcagttat ttcgtcactg tcgcaaacag 
420 

caggcaaagt ttgacgagtg tgtgctggac aaactgggct gggtgcggcc tgacctggga 
480 

gaactgtcaa aggtcaccaa agtgaaaaca gatcgacctt taccggagaa tccctatcac 
540 

tcaagaccaa gaccggatcc cagccctgag atcgagggag atctgcagcc tgccacacat 
600 

ggcagccgct tttatttctg gaccaagtaa agatgggtcc gtggcccaca ctcggtcatg 
660 
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tgctcagaca acgactgatg aaaacgccca tgcggtttgc atcgactgat agtgtgttct 
720 

ttccgggatc acaaacatta acaaaaaagt taacttatgt gacttggcag ttattctata 
780 

ccatttcctg tccattaaaa tttttaaagg aaacggttgt attttattat gttttatgtg 
840 

accttttggc ctttaaagat gacttcccct tgcttttttc ttcttgtggt cctgcctgtt 
900 

cctcttgctt tgctttaggc actcgctcat gtggctgggg atcc 
944 

<210> 5122 
<211> 172 
<212> PRT 

<213> Homo sapiens 
<400> 5122 

Met Pro Gly lie Val Glu Leu Pro Thr Leu Glu Glu Leu Lys Val Asp 

15 10 15 

Glu Val Lys He Ser Ser Ala Val Leu Lys Ala Ala Ala His His Tyr 

20 25 30 

Gly Ala Gin Cys Asp Lys Pro Asn Lys Glu Phe Met Leu Cys Arg Trp 

35 40 45 

Glu Glu Lys Asp Pro Arg Arg Cys Leu Glu Glu Gly Lys Leu Val Asn 

50 55 60 

Lys Cys Ala Leu Asp Phe Phe Arg Gin He Lys Arg His Cys Ala Glu 
65 70 75 80 

Pro Phe Thr Glu Tyr Trp Thr Cys He Asp Tyr Thr Gly Gin Gin Leu 

85 90 95 

Phe Arg His Cys Arg Lys Gin Gin Ala Lys Phe Asp Glu Cys Val Leu 

100 105 110 

Asp Lys Leu Gly Trp Val Arg Pro Asp Leu Gly Glu Leu Ser Lys Val 

115 120 125 

Thr Lys Val Lys Thr Asp Arg Pro Leu Pro Glu Asn Pro Tyr His Ser 

130 135 140 

Arg Pro Arg Pro Asp Pro Ser Pro Glu He Glu Gly Asp Leu Gin Pro 
145 150 155 160 

Ala Thr His Gly Ser Arg Phe Tyr Phe Trp Thr Lys 

165 170 

<210> 5123 
<211> 1139 
<212> DNA 

<213> Homo sapiens 
<400> 5123 

nngtgcacaa ccactgtctt cccgtggcct cactgccccc ttgccctagg gccccttcct 
60 

tggctctgtg ccagcctcgg gggacctcag gctcaccaac tctgaggctg agagttccaa 
120 

agccatagga tagatcctgg agcttccctg agcctgtttt cttgcctggg agttagccat 
180 

gccttgtggg gctgccaaga gggtaaagta gagagatggg tctagcttga tacagtatag 
240 
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gcagctgctg gatgtcagct gtggttatga tcagctccat cttgttatga tgaagaccct 
300 

gaggtcagag tggaccccac cccaaagccc catctggcag ctcacagctg ctctctccta 
360 

cagaaacagg cttgcatgct gatccgaaac ctggtggccc acggccaggc cttctcgaag 
420 

cccatcctgg acctgggggc tgaggcactc atcatgcagg cccgatctgc ccaccgtgac 
480 

tgtgaggacg tggccaaggc cgccctgcgg gacctgggtt gtcatgtcga gctccgagag 
540 

ctgtggacag gccagagggg caacctggcg ccatgacccc aggcccagtc tgggccgtga 
600 

ctctgggtga gtcgtgtgac tcaggaatgg gggtagatcc atgtcctcca ctgtccccca 
660 

ttagttctgt ccccttcaca atgagaagtg ttttctggca ggccctaggt aaagggtcgg 
720 

gggagggggg agccttgtag ggaggcctct acacagaaga aagcagcccc catgtcccag 
780 

ccacttctgg gtcccagcca gcagcacgga tgttactgtc ctgctccttc ccccagcccc 
840 

acgccctacc agagggggca aagggcacgt cccatcactc actgccctgt ctgaaatgtg 
900 

gcagccactg tgggccaggc tcagggcagg gcaggcgatt ccagtggggt tgggccccct 
960 

ggcgcctgct gcttactgca gtttcatgca ggcctctgct ccttgtcttt cttacctgta 
1020 

aaatgggtct cagatgctcc gccctgcttg gccccagctt gtctgtctct gggtcctggg 
1080 

ccagccagga tacctgataa taaaagatca ttgggtgaaa aaaaaaaaaa aaaaaaaaa 
1139 

<210> 5124 
<211> 101 
<212> PRT 

<213> Homo sapiens 
<400> 5124 

Ser Ala Pro Ser Cys Tyr Asp Glu Asp Pro Glu Val Arg Val Asp Pro 

15 10 15 

Thr Pro Lys Pro His Leu Ala Ala His Ser Cys Ser Leu Leu Gin Lys 

20 25 30 

Gin Ala Cys Met Leu lie Arg Asn Leu Val Ala His Gly Gin Ala Phe 

35 40 45 

Ser Lys Pro lie Leu Asp Leu Gly Ala Glu Ala Leu lie Met Gin Ala 

50 55 60 

Arg Ser Ala His Arg Asp Cys Glu Asp Val Ala Lys Ala Ala Leu Arg 
65 70 75 80 

Asp Leu Gly Cys His Val Glu Leu Arg Glu Leu Trp Thr Gly Gin Arg 

85 90 95 

Gly Asn Leu Ala Pro 

100 

<210> 5125 
<211> 6244 
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<212> DNA 

<213> Homo sapiens 

<400> 5125 

ngcccacccg atccaggacc acaccattca tggggatcat agataaaaca gcacggactc 
60 

agcagtaccc ccacctccac cagcagaatc ggacctgggc agtgtcatct gtggacaccg 
120 

tcctcagtcc cacgtctcca ggcaacctgc ctcagcctga gtccttcagt ccaccatcat 
180 

ccatcagcaa cattgccttt tataacaaaa ccaacaatgc acagaatggc catttgctgg 
240 

aggacgatta ttacagcccc catgggatgc tggctaacgg gtctcgtgga gacctcttgg 
300 

agcgagtcag ccaggcctcc tcctatcccg acgtgaaggt agctcggact ctacctgtgg 
360 

ctcaggcata ccaggacaac ctgtacaggc agctgtcccg agactctcgg caagggcaga 
420 

catcccctat caaaccaaag agaccgttcg tggagtctaa tgtttaaaag acgttttgtt 
480 

ggagtgagac ccatatgttt tcactgcaca ttttcaggct tggtttccac attcgaggta 
540 

gttctctggc ttaatttctc atgtagtttc tgtgtggtgt tcagaggtgg cagcccacat 
600 

gctgaaatcc tttgcatgca gccgactggg aagcggcctc ccgggagcca ggacttcagt 
660 

ttctcttgtc tgtgcccagc cacatgctct ctccctctct tcagatgcca acgaggagat 
720 

tttcgtgctg tgtgctttaa cccagggaga tcagacacac tggtcagctt tttccaggag 
780 

acaatcgctt tcactgatgt tcttgttgtg taattgtctt tttccttttt taaaaaataa 
840 

ggtgttcttg ttcgttttct tctagaaact ttagaaagag tgcgatgccc ctttgccttt 
900 

gcatccttag ccagtgtcac ccacacagcc agccgcagcg cattctcatg ctgtggcccc 
960 

tccccagacc gccagcgccc tgcagccacc aggtctgcag tgtgcattag gattattgct 
1020 

ggtcttccta gggggtaaaa ggatcagaga gagaagaatt aagtgctaaa ttggaagaaa 
1080 

accccaatat agttatgtaa aatgtcacta cattgatttt ccaagaggca ttgtaggaac 
1140 

atgtcaaaaa cagccagccc tttaaatatt gcagtcagcc aaggaaatta gatgagaatt 
1200 

gtggctatta agagaattca ctgagagtta ttctctagat ttttagccga caattaacca 
1260 

ctaaaagctg ctgcttttcc agggtggggg agggaatgaa tacatagaaa aacaaaaaag 
1320 

attgttctgg attctcagtg aaaggctata ggaagtctgt tctggagaca tctacttttt 
1380 

agatcctgat acatcactga gtgtcatact ccactaaaag gaaactctaa ccgaaggctg 
1440 

gctggtgtga caatcccgtt agttggatct tcacctacag ccagattttg ctctagtggc 
1500 
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cctcttcctg taaacccaga tggcgtcata 
1560 

aatctcttgg gaccatgaga ctgagtccca 
1620 

gtctacttcc attttgagat ctatagtctg 
1680 

tctttttcta ggagtgttta tgagagtgtg 
1740 

tttcagggtg aagaaagacc cctttcagcc 
1800 

atagacagca agcttctgat cttgaagctt 
1860 

gtcatttggt aggctgacct ttgagtgagc 
1920 

ttggaaccaa agcctcggca caggcctggc 
1980 

caactcaact aagcaactga aacgaaacaa 
2040 

attctgctct gttagggaag ggctgcagga 
2100 

cgaccagtcc catgtgtctg gtaagtaagt 
2160 

taagacacag ggagcatgaa cctgagatca 
2220 

gaaatagacg gacctctcca cccccaaacc 
2280 

aaagcaaata gcaagactaa ctcaagcccc 
2340 

gactgctttc tcagctagac cagggtgggc 
2400 

taggcatcag cgtcctctct ccatctctat 
2460 

tgtgtagctc tagcggcaac ctctagccag 
2520 

gccaggtctc agcactgctg gcatctttac 
2580 

ggagccactg cattttgaag aatttctcag 
2640 

ggaacgccac acaccacccg cactcacctg 
2700 

acaaatatgc cgctgatgcc gcttctcccc 
2760 

tttagggcct ataccctatg ggcaaaacac 
2820 

ttttggccat cataagaggg agtaggtatc 
2880 

atatgccaac cagagcttgt tggggcagga 
2940 

gccctgtgcc ctgtttgcta cttcactgcc 
3000 

ctgccccttc cccagcagca aacactcgct 
3060 

atgtttcaga tgaaacttac tcaattcata 
3120 



cagaaattgt ttctttcaga agcagattgg 
atatttccac ccagggtcat gcccgttgtt 
attatctatt attacaggaa ctgtttcttt 
atattttaaa gtcagacgca gcaaaaactg 
ctgttttgca gccctgggtg ggggcatgag 
gtctagaaga cacatcttct aggtctcgtg 
gaggccacta ttgagtggat agcaagaaca 
actggctgta catcagctct tacaactaaa 
aggagcattc gttctctgtt gttaggaatc 
agggcagttt cctgaataaa aatctggctg 
aagtaagtaa gtgccctttg aagggatcat 
gaagcatttc tttactaatt tagattctgc 
taaaacaggc caggacttgt ctctgtgctg 
agcctctttc cacactccct gatacctaag 
atcagcgacg ccttctcagc tagaccaggg 
acccctctct ctcacatcag gaagatgaaa 
gagcccagtg gcctctcaga ttgctttttg 
atcttactcc ttaaaaccgc ctctcgctga 
tgtctgtcag gaaagtactc ctgctcattt 
tccaggcgaa tgagcaggtc ctgtagcttt 
agggtctctc agttttccag gacaaaaaga 
ctaaaatgtc aacagtcaaa atgccattct 
actgctgcat gccagttgtt tttgactaga 
gacgtttttc cttacaagca gactgcctgt 
atggaatgat ccgagtactg tatttcagag 
gagtccatgt ctggcttcag gtgggaggaa 
ccaccctgaa atggaggaca gaggtgacaa 
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acttcagttt 
3180 

taatgggttt 
3240 

ctgaagtact 
3300 

ttgtctttta 
3360 

aacatttata 
3420 

atatgaaaaa 
3480 

tgagacacgg 
3540 

atgtttattt 
3600 

ggagaccatt 
3660 

tcccaagtta 
3720 

tgtgtataac 
3780 

ccccaggtcg 
3840 

acttttccta 
3900 

ttgtatagta 
3960 

cccaatagaa 
4020 

ttagatttta 
4080 

ccactaggtg 
4140 

ccctcgggag 
4200 

aaggcaacag 
4260 

ctttgaacac 
4320 

gctcccttgc 
4380 

ccctcctgtc 
4440 

tggtttgatt 
4500 

tcactgaatc 
4560 

ctgtgcccag 
4620 

tgttcctggg 
4680 

cacaccgagg 
4740 



aataggtttc 
ctatcacatc 
ggatatttaa 
gtgtattttt 
gcacaagaaa 
tattcgcagt 
ttactttatc 
acaaagtaaa 
ttgtatctgc 
atagagcaca 
ttaaactcga 
ttgtccagat 
aattattgta 
gtttatgagc 
aaaattaaaa 
gtcacgtaca 
tcactgtggc 
agaggagctg 
aggcctggaa 
tacatgcttt 
tctggtagag 
agttcctctc 
cagagagagt 
tttgccacaa 
cctcctcttg 
ctgcccattt 
gctgtgcggt 



tcaccaagtt 
atgtctataa 
gtgtgagtaa 
caagaaaaaa 
taacttgtat 
gattttaaag 
tactggatca 
gggaaaacct 
tgttgtatct 
aacccttctc 
tggctcagga 
atacaagttt 
aacagaacag 
ccctctctaa 
attaatcagt 
gtgggctatg 
tctgcactgc 
cttccagggc 
ggggtcttcg 
ggacttcagc 
ggatgggtac 
agcctccagc 
tatttttcta 
aatggaatag 
atgctcccag 
ctcaagaaac 
cctgctgctc 



gtatgttcca 
atgggtgcac 
tgtcttcatt 
ggaaaggaaa 
ataagcatca 
tgcttttcca 
gtaaggcaca 
gtgtaacatg 
tgtccgggtt 
gctcctcccc 
aaattccact 
gctaatgtag 
cttagagaaa 
atattggtat 
atctaattta 
tggatgtcac 
gcttgttttg 
aacaggcaag 
tgcatctgtg 
caggcagagg 
atggagaagc 
ttttataact 
ctgcagaaat 
gctatcccag 
tgcccagcag 
cgacctgcaa 
gctcactggg 



ttggcccagg 
tttactgttt 
agaaaatagc 
gacatcaagc 
aaaagattaa 
gcaatgtcct 
caattaacaa 
agaatttggc 
gcagacgtgc 
catgtgcccc 
aattagaatc 
ttaagcctgg 
ggtattctca 
ttttatattc 
atatccataa 
ttgtgcttca 
tagcaaagaa 
cgggctcaga 
ccagttgtgc 
ctggaagaag 
cccttcttcc 
ccagaagcgt 
gccttggaca 
ggggcaagag 
cctcgcacac 
agg cage egg 
aggtgeaget 



attcttgeae 
gaatttgtaa 
agaaccgctc 
agtggatcac 
gaatttttta 
tagggactcc 
ttaacaatta 
atgacaaaat 
actattaaag 
tctttttaga 
atgtacagta 
attattaaac 
gtccttaata 
cagagatgta 
gtatttttcc 
ccatagttta 
cagcggcatc 
ggttcaggag 
aagacgatct 
gttgaccaga 
ccatgagcct 
cacagttggg 
aaaccagtgc 
gtgcccgccc 
cctgcctgtc 
ctgctgcctc 
ctttctcctc 
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ttcctctagg aattccagac cgaccatcta ccatgactaa caacaatgaa caaagggctt 
4800 

aggggcaaga gctacctgca aagacgtgtc atggaaccct tcaccatgca atgccttgaa 
4860 

ctcagctctg gctgctccca agaaaaggtg gctggctggg ggcctggaca caagcacaat 
4920 

ggggctggtg gagccactgt gcagagctac ttcfaataatc actgggtttt catcaactcc 
4980 

ttttgtcata cagaccactc aagggctgaa gtgttggtaa ccttcatttc ggtgtccaaa 
5040 

gcctcacagc aggtgagcca ccctgagatg cttgtggcca catggtggcc acagtcagag 
5100 

ctttgaaagt cagtaccaaa tgaacgcata attggacacc aaaaatcaag tgttactttc 
5160 

atgtttcctc accccatcat ctcattgcct cctgctgact ctgataccga cgctgagctg 
5220 

acttgccagg ctgccgctgg acgcgtagag atcaggccag cgccgcgctc atttttccag 
5280 

gtagacctac tctgtggaac ggaagtgccc tagctgcttt gtttttgtag cacttgctgg 
5340 

ctgaattttt cttttgctaa tcgctaacca gaaagtctgg ttagaggggg ctcaactcaa 
5400 

tccctttggt ccccagcgcc agacaagagt taattctgga aaattcagta cttgaatgta 
5460 

cctgccttat tgcataccaa tttactgggg ggaaaaaaaa agttaagaga tgccggctcc 
5520 

agatctccac ttcattcaca ggtgattttg gaaatcctgt aagttacact tcctgttctg 
5580 

gttttgtttt gttttttgtt tcctttggct gattcctgct gagtgaggcc agttcctcat 
5640 

caggctcagg gcaggtgcct tttcaggcgt ggcctccttt ccatctagca cagcatcttt 
5700 

gtctctgttc tgtctcctcc aaatccaaga tgattttaat tagtacagac atgtacagtc 
5760 

tacaattaaa gagtgatttg tactaatatg attttgattc ttcctcctct ttgctgtcct 
5820 

ttcaagacac ttgctggaaa aagctttaat gcacttagtt ttcctttagg ttttctatga 
5880 

ctcagatgta aaggactttc tctgtacagt atattatcca atgcatgttt gttctctctc 
5940 

ctgatatatt gaacaccaca cagttgtgaa gccgtgcagt ggggatgccc cacaccccac 

6000 : 

agaggcatct acccctgtgt ataaggaaag acattttcct ttgctgtact tgcttgagca 

6060 

gttttattgt ctgtacatgt gagctgtgtg agatagatgt gaaaagttca aatgaatgca 
6120 

ttttcctgcc ccatgtatac agattgtcat ctgtacaagg aactgtatgt atgaaagcaa 
6180 

atgtacttat ttataaatgg ctaacacttg gaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 

6240 

aaaa 

6244 

i 

<210> 5126 j 
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c211> 117 
<212> PRT 

<213> Homo sapiens 
<400> 5126 

Met Phe Lys Arg Arg Phe Val Gly Val Arg Pro lie Cys Phe His Cys 

15 10 15 

Thr Phe Ser Gly Leu Val Ser Thr Phe Glu Val Val Leu Trp Leu Asn 

20 25 30 

Phe Ser Cys Ser Phe Cys Val Val Phe Arg Gly Gly Ser Pro His Ala 

35 40 45 

Glu lie Leu Cys Met Gin Pro Thr Gly Lys Arg Pro Pro Gly Ser Gin 

50 55 60 

Asp Phe Ser Phe Ser Cys Leu Cys Pro Ala Thr Cys Ser Leu Pro Leu 
65 70 75 80 

Phe Arg Cys Gin Arg Gly Asp Phe Arg Ala Val Cys Phe Asn Pro Gly 

85 90 95 

Arg Ser Asp Thr Leu Val Ser Phe Phe Gin Glu Thr lie Ala Phe Thr 

100 105 110 

Asp Val Leu Val Val 
115 



<210> 5127 

<211> 400 

<212> DNA 

<213> Homo sapiens 



<400> 5127 
ggtaccgcgc 
60 

agttcgtcca 
120 

atgtcagccg 
180 

gcatggagga 
240 

tcccccggtt 
300 

agtacttcgc 
360 

attacctgat 
400 



caatgcctct 
gtacctgctg 
gctctgcagc 
cgatgccaac 
caaggaccgg 
ccaactctcg 
gttcaactat 



cgggaggccc 
gacgtgcacc 
ccctgcctca 
ttcttcctga 
cactcgcagg 
gccctgcaaa 
tccaagccct 



tgcggaccgg 
ggcccgtggg 
tcgactacga 
gcctcatccg 
aggcgcggac 
ggcagcgcac 
ttgcagatct 



ctctggggtg 
gatggacatt 
tttcgtaggc 
cgcgccgcgg 
cacagcgagg 
ctacgacttc 



cgttttcccg 
cactgggacc 
aagttcgaga 
aacctgacct 
atcgcccacc 
tactacatgg 



<210> 5128 

<211> 55 

<212> PRT 

<213> Homo sapiens 



<400> 5128 

Gly Thr Ala Pro Met Pro Leu Gly 

1 5 
Cys Val Phe Pro Ser Ser Ser Ser 

20 

Trp Gly Trp Thr Phe Thr Gly Thr 



Arg Pro Cys Gly Pro Ala Leu Gly 

10 15 
Thr Cys Trp Thr Cys Thr Gly Pro 
25 30 
Met Ser Ala Gly Ser Ala Ala Pro 
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35 40 
Ala Ser Ser Thr Thr lie Ser 
50 55 



45 



<210> 5129 

<211> 745 

<212> DNA 

<213> Homo sapiens 



<400> 5129 

accggtgaac aggatccccc 
60 

aggccaagac ccccgcctgt 
120 

gctgacctga aaccagcacc 
180 

tgtgctgctc tgcggccgcc 
240 

tgaagatggc tcccacagct 
300 

acccagaaac atgctctgat 
360 

ccgacctatg aggctcaggg 
420 

tcatccaggc agcctgcaca 
480 

aggcaggatc cggcctcgcc 
540 

tcctatcttg gggatgcttt 
600 

tctcttcaag gagccgaaaa 
660 

gccgggctcc agccagggcc 
720 

agaccgccat tgctaggcga 
745 



aggaaatggg gaggaagcct 
gtctctgttc actggcagcg 
tcctgtgtcc ccagctgagc 
ctgctgcccc ccccctgggt 
gaggggcact gggtgccaag 
agtgcagctg tgagcactgg 
tgcttggggg cccatcaagg 
acccctggct cccctccacc 
cacccacagg cctgcacctc 
cctccctttg ccgagagacc 
tgcagctgcc gactgatttg 
caggaaaata tcccattgct 
cgcgt 



agagagaagg gccagatcgt 
gagcgaggag agaggtgtgg 
cctgcacggg attggccaaa 
ggagctgggg tctgggacag 
agcctgccag accctgggcc 
cctgcgtccc ctccacccag 
acatagtcct agctgccgac 
ggccacctgc ccccctgcac 
cgggcccacg gcagcaagat 
cacccccccc acaccttgcc 
ctgtggagct aaaaataact 
aggagacaac cgttgccggg 



<210> 5130 

<211> 111 

<212> PRT 

<213> Homo sapiens 



<400> 5130 






Met Ala 


Val 


Ser 


Arg Gin Arg Leu 


1 






5 


Trp Ala 


Leu 


Ala 


Gly Ala Arg Gin 






20 




Ser Arg 


Gin 


Leu 


His Phe Arg Leu 




35 




40 


Gly Val 


Gly Leu 


Ser Ala Lys Gly 


50 






55 


Leu Ala 


Ala 


Val 


Gly Pro Glu Val 


65 






70 


Asp Pro 


Ala 


Cys 


Ala Gly Gly Gin 



Ser Pro Ser Asn Gly lie Phe Ser 

10 15 
Leu Phe Leu Ala Pro Gin Gin He 
25 30 
Leu Glu Glu Arg Gin Gly Val Gly 

45 

Gly Lys His Pro Gin Asp Arg Asn 

60 

Gin Ala Cys Gly Trp Ala Arg Pro 

75 80 
Val Ala Gly Gly Gly Glu Pro Gly 
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85 90 9S 

Val Val Gin Ala Ala Trp Met Ser Arg Gin Leu Gly Leu Cys Pro 

100 105 HO 

<210> 5131 

<211> 789 

<212> DNA 

<213> Homo sapiens 

<400> 5131 

atgaggaacc tgcagctcag gttcgagaag ggccgcatct acacctacat cggtgaggtg 
60 

ctggtgtccg tgaaccccta ccaggagctg cccctgtatg ggcctgaggc catcgcccag 
120 

taccagggcc gtgagctcta tgagcggcca ccccatctct atgctgtggc caacgccgcc 
180 

tacaaggcaa tgaagcaccg gtccagggac acctgcatcg tcatctcagg ggagagtggg 
240 

gcagggaaga cagaagccag taagcacatc atgcagtaca tcgctgctgt caccaatcca 
300 

agccagaggg ctgaggtgga gagggtcaag gacgtgctgc tcaagtccac ctgtgtgctg 
360 

gaggcctttg gcaatgcccg caccaaccgc aatcacaact ccagccgctt tggcaagtac 
420 

atggacatca actttgactt caagggggac ccgatcggag gacacatcca cagctaccta 
480 

ctggagaagt ctcgggtcct caagcagcac gtgggtgaaa gaaacttcca cgccttctac 
540 

caattgctga gaggcagtga ggacaagcag ctgcatgaac tgcacttgga gagaaaccct 
600 

gctgtataca atttcacaca ccagggagca ggactcaaca tgactgtgca cagtgccttg 
660 

gacagtgatg agcagagcca ccaggcagtg accgaggcca tgagggtcat cggcttcagt 
720 

cctgaagagg tggagtctgt gcatcgcatc ctggctgcca tattgcacct gggaaacatc 
780 

gagtttgtg 
789 

<210> 5132 
<211> 263 
<212> PRT 

<213> Homo sapiens 
<400> 5132 

Met Arg Asn Leu Gin Leu Arg Phe Glu Lys Gly Arg lie Tyr Thr Tyr 

15 10 15 

He Gly Glu Val Leu Val Ser Val Asn Pro Tyr Gin Glu Leu Pro Leu 

20 25 30 

Tyr Gly Pro Glu Ala He Ala Gin Tyr Gin Gly Arg Glu Leu Tyr Glu 

35 40 45 

Arg Pro Pro His Leu Tyr Ala Val Ala Asn Ala Ala Tyr Lys Ala Met 

50 > 55 60 

Lys His Arg Ser Arg Asp Thr Cys He Val lie Ser Gly Glu Ser Gly 
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65 

Ala Gly Lys Thr 

Val Thr Asn Pro 

100 

Leu Leu Lys Ser 
115 

Asn Arg Asn His 
130 

Phe Asp Phe Lys 
145 

Leu Glu Lys Ser 

His Ala Phe Tyr 

180 

Glu Leu His Leu 
195 

Gly Ala Gly Leu 
210 

Gin Ser His Gin 
225 

Pro Glu Glu Val 

Leu Gly Asn lie 

260 



70 

Glu Ala Ser Lys 
85 

Ser Gin Arg Ala 

Thr Cys Val Leu 

120 

Asn Ser Ser Arg 
135 

Gly Asp Pro lie 
150 

Arg Val Leu Lys 
165 

Gin Leu Leu Arg 

Glu Arg Asn Pro 

200 

Asn Met Thr Val 
215 

Ala Val Thr Glu 
230 

Glu Ser Val His 
245 

Glu Phe Val 



75 

His He Met Gin 
90 

Glu Val Glu Arg 
105 

Glu Ala Phe Gly 

Phe Gly Lys Tyr 

140 

Gly Gly His He 
155 

Gin His Val Gly 
170 

Gly Ser Glu Asp 
185 

Ala Val Tyr Asn 

His Ser Ala Leu 

220 

Ala Met Arg Val 
235 

Arg He Leu Ala 
250 



80 

Tyr He Ala Ala 
95 

Val Lys Asp Val 
110 

Asn Ala Arg Thr 
125 

Met Asp He Asn 

His Ser Tyr Leu 

160 

Glu Arg Asn Phe 
175 

Lys Gin Leu His 
190 

Phe Thr His Gin 
205 

Asp Ser Asp Glu 

He Gly Phe Ser 

240 

Ala He Leu His 
255 



<210> 5133 

<211> 581 

<212> DNA 

<213> Homo sapiens 



<400> 5133 
actatgtctg 
60 

gtgagtgctc 
120 

tgaccgacca 
180 

gaggtggagt 
240 

aaaaagtgac 
300 

ctatggaggg 
360 

agtgatactg 
420 

tcagttactc 
480 

tattcaactg 
540 

tgaagattta 
581 



agtaggcagc 
agatatgtga 
gacagaaatg 
ggacaggagc 
ttgagcagag 
atgccctttt 
gatgagatga 
aaactgaaac 
tcattgccat 
ttaaatgaaa 



cggtaacaca 
ggaaaaagta 
ttcggcagcc 
attaccacct 
gctctcccta 
tccaggctca 
cccttcggca 
gtctcctgca 
ccagtccaga 
taaaacaact 



atgtctccct 
tttggtggag 
tcaggaaggt 
cagccaccct 
tagagaatct 
gaagatgttt 
catggttcag 
tcagcatgat 
accagaagat 
taaagacgaa 



tgtgcaaagt 
tgtgacaata 
ttttggaaaa 
gaccactatc 
cctttgggtc 
gttgatgtac 
gattgcactg 
ggaagtggtt 
ggtgataaag 
a 



aactctctta 
tgaaccgctt 
ggccacccca 
atcaccatgg 
attttgaaag 
cagaaaatac 
ctgtaaaaac 
cattgcatga 
tatataagaa 



<210> 5134 
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<211> 157 
<212> PRT 

<213> Homo sapiens 



<400> 5134 

Met Asn Arg Phe Asp Arg Pro Asp Arg Asn Val Arg Gin Pro Gin Glu 

15 10 15 

Gly Phe Trp Lys Arg Pro Pro Gin Arg Trp Ser Gly Gin Glu His Tyr 

20 25 30 

His Leu Ser His Pro Asp His Tyr His His His Gly Lys Ser Asp Leu 

35 40 45 

Ser Arg Gly Ser Pro Tyr Arg Glu Ser Pro Leu Gly His Phe Glu Ser 

50 55 60 

Tyr Gly Gly Met Pro Phe Phe Gin Ala Gin Lys Met Phe Val Asp Val 
65 70 75 80 

Pro Glu Asn Thr Val He Leu Asp Glu Met Thr Leu Arg His Met Val 

85 90 95 

Gin Asp Cys Thr Ala Val Lys Thr Gin Leu Leu Lys Leu Lys Arg Leu 

100 105 110 

Leu His Gin His Asp Gly Ser Gly Ser Leu His Asp He Gin Leu Ser 

115 120 125 

Leu Pro Ser Ser Pro Glu Pro Glu Asp Gly Asp Lys Val Tyr Lys Asn 

130 135 140 

Glu Asp Leu Leu Asn Glu He Lys Gin Leu Lys Asp Glu 
145 150 155 

<210> 5135 

<211> 1696 

<212> DNA 

<213> Homo sapiens 



<400> 5135 

nnctgcgagc gcctgcccca tgcgccgccg 
60 

aaagcggcgc agctgccctg ggaggacggc 
120 

cggaagtgtt ccgtcttcca cctgttcgtg 
180 

ctctggctgc agctcagctg ctctggggac 
240 

gagacctcgg gccctccccg cgcctgcccc 
300 

gacgcatcct ggggccccca ccgcctggca 
360 

gagctcctgg tcttcgtgcc ccacatgcgc 
420 

cacatctacg tgctcaacca ggtggaccac 
480 

gtgggcttcc tggagagcag caacagcacg 
540 

ctccctctca acgaggagct ggactatggc 
600 

tccccggagc tccaccctct ctaccactac 
660 



cctctccgca 


cgatgttccc 


ctcgcggagg 


aggtccgggt 


tgctctccgg 


cggcctccct 


gcctgcctct 


cgctgggctt 


cttctcccta 


gtggcccggg 


cagtcagggg 


acaagggcag 


ccagagccgc 


cccctgagca 


ctgggaagaa 


gtgctggtgc 


ccttccgcga 


acgcttcgag 


cgcttcctga 


gcaggaagaa 


gatccggcac 


ttcaggttca 


accgggcagc 


gctcatcaac 


gactacattg 


ccatgcacga 


cgttgacctg 


tttcctgagg 


ctgggccctt 


ccacgtggcc 


aagacctatg 


tcggcggcat 


cctgctgctc 
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tccaagcagc 
720 

gaggacgacg 
780 

ggaatcacaa 
840 

gaccagaagc 
900 

ctgaacactg 
960 

tgcactgtcc 
1020 

agctgagctg 
1080 

gacaaggcct 
1140 

agcaagctac 
1200 

cgtggggtgc 
1260 

cctgtccggg 
1320 

ggcctgtggg 
1380 

cttcctgctg 
1440 

ggcagttggg 
1500 

ggaacagcca 
1560 

cagatcttct 
1620 

ttttttaaat 
1680 

aaaaaaaaaa 
1696 



actaccggct 
agttctaccg 
ctgggtacaa 
gcatcgcagc 
tgaagtacca 
tcaacatcat 
gatggacagt 
caggtcgtgg 
gcaattgcag 
ctgggacgct 
accccccctg 
tagtggggag 
ggctgcctcg 
cctggtgagg 
gcaccgctct 
gatttttcga 
gatagcacct 
aaaaaa 



gtgcaatggg 
gcgcattaag 
gacatttcgc 
tcaaaaacag 
tgtggcttcc 
gttggactgt 
gaggaagcct 
gcccagctct 
ccacccggcc 
gcttgccatg 
ccttcctgct 
ggctgaacag 
tgcagagaca 
gttaggactt 
agctggttgt 
aagaaactag 
aaatgaaact 



atgtccaacc 
ggagctgggc 
cacctgcacg 
gagcagttca 
cgcactgccc 
gacaagaccg 
gtacctacag 
gacaggatgt 
gccaaggcag 
cacagtgatc 
caccctactc 
gacaacctct 
cagtgtaggg 
cagaaaccag 
tgccatgccg 
aatgctggat 
ttcaaaaagt 



gcttctgggg 
tccagctttt 
acccagcctg 
aggtggacag 
tgtctgtggg 
ccacaccctg 
gccatattgc 
ggagtggcca 
gcttgggctg 
agagagaggc 
tgacctcctt 
catcaccccc 
gccatgcagc 
agcacaagcc 
gaatgtgggc 
tcttaagtga 
atggcaggcc 



ctggggccgc 
ccgcccctcg 
gcggaagagg 
ggagggaggc 
cggggccccc 
gtgcacattc 
tcaggctcag 
ggaccaagac 
ggccaggaca 

tggggtgtgt 
cacgtgccca 
acttttgttc 
tggcgtaggt 
ccacagaggg 
ctagtgttgc 
tatcttctga 
agacaaaaaa 



<210> 5136 

<211> 341 

<212> PRT 

<213> Homo sapiens 



<400> 5136 



Xaa Cys Glu Arg Leu 


Pro His Ala 


Pro Pro 


Pro 


Leu Arg Thr Met Phe 


1 5 




10 




15 


Pro Ser Arg Arg Lys 


Ala Ala Gin 


Leu Pro 


Trp 


Glu Asp Gly Arg Ser 


20 




25 




30 


Gly Leu Leu Ser Gly 


Gly Leu Pro 


Arg Lys 


Cys 


Ser Val Phe His Leu 


35 


40 






45 


Phe Val Ala Cys Leu 


Ser Leu Gly 


Phe Phe 


Ser 


Leu Leu Trp Leu Gin 


50 


55 






60 


Leu Ser Cys Ser Gly 


Asp Val Ala 


Arg Ala 


Val 


Arg Gly Gin Gly Gin 


65 


70 




75 


80 


Glu Thr Ser Gly Pro 


Pro Arg Ala 


Cys Pro 


Pro 


Glu Pro Pro Pro Glu 
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85 




90 




95 




His 


Trp 


Glu 


Glu 


Asp 


Ala 


Ser Trp Gly Pro His Arg 


Leu Ala 


Val 


Leu 








100 






105 


110 






Val 


Pro 


Phe Arg 


Glu Arg 


Phe Glu Glu Leu Leu Val 


Phe Val 


Pro 


HIS 






115 








120 


125 






Met 


Arg 


Arg 


Phe 


Leu 


Ser 


Arg Lys Lys lie Arg His 


His He 


Tyr 


Val 




130 










135 140 








Leu 


Asn 


Gin 


Val 


Asp 


His 


Phe Arg Phe Asn Arg Ala 


Ala Leu 


He 


Asn 


145 










150 


155 






160 


Val 


Gly Phe 


Leu 


Glu 


Ser 


Ser Asn Ser Thr Asp Tyr 


He Ala 


Met 


His 










165 




170 




175 




Asp 


Val 


Asp 


Leu 


Leu 


Pro 


Leu Asn Glu Glu Leu Asp 


Tyr Gly Phe 


Pro 






180 






185 


190 






Glu Ala Gly 


Pro 


Phe 


His 


Val Ala Ser Pro Glu Leu 


His Pro 


Leu 


Tyr 






195 








200 


205 






His 


Tyr 


Lys 


Thr 


Tyr 


Val 


Gly Gly lie Leu Leu Leu 


Ser Lys 


Gin 


His 




210 










215 220 








Tyr 


Arg 


Leu 


Cys 


Asn 


Gly 


Met Ser Asn Arg Phe Trp 


Gly Trp Gly 


Arg 


225 










230 


235 






240 


Glu Asp Asp 


Glu 


Phe 


Tyr 


Arg Arg lie Lys Gly Ala 


Gly Leu Gin 


Leu 










245 




250 




255 




Phe 


Arg 


Pro 


Ser 


Gly 


lie 


Thr Thr Gly Tyr Lys Thr 


Phe Arg 


His 


Leu 








260 






265 


270 






His 


Asp 


Pro 


Ala 


Trp Arg 


Lys Arg Asp Gin Lys Arg 


He Ala 


Ala 


Gin 






275 








280 


285 






Lys 


Gin 


Glu 


Gin 


Phe 


Lys 


Val Asp Arg Glu Gly Gly 


Leu Asn 


Thr 


Val 


290 










295 300 








Lys Tyr His 


Val 


Ala 


Ser 


Arg Thr Ala Leu Ser Val 


Gly Gly Ala 


Pro 


305 










310 


315 






320 


Cys 


Thr 


Val 


Leu 


Asn 


lie 


Met Leu Asp Cys Asp Lys 


Thr Ala 


Thr 


Pro 








325 




330 




335 




Trp 


Cys 


Thr 


Phe 


Ser 













340 

<210> 5137 

<211> 3090 

<212> DNA 

<213> Homo sapiens 

<400> 5137 

nngcggcgca atccggagag gacgccagga cgacgcccga gttccctttc aggctagaac 
60 

tcttcctttt tctagcttgg ggtagaaggc ggcgggangc cccggaaccc ccgccctcgg 
120 

ggtgcgaggc ggcanagggc cgtcccctac atttgcatag cccctgggac gtggcgctgc 
180 

acccaagcct cttctcagtt ggagggaact ccaagtccca cagtgccacg gggtggggtg 
240 

cgtcactttc gctgcgttgg aggctgagga gaattgagcc tgggaggcgg gtccggagag 
300 

ggctatggaa agccgccggc ggggaatccc ggccgtagag ggacagtgga taggtgcccg 
360 

aggcctacag ctggcctggg gctcgtgtct gggcttcgga cgttggggcc cggtggccca 
420 
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ccctttccgt agttgtccca aatggagctg 
480 

gccttcctgc tagaggaaag tggagatttg 
540 

ccactggact gggcgctgcc gctttctgag 
600 

ctgtgctccc tgctgagtcc cccagcgtcg 
660 

cttgtccacc atgaccacac ctactccctc 
720 

agtgagagct gtagaaaaga ggggacccag 
780 

gagcaggaga ttgctaggct agtactgaca 
840 

gggcttattc tgcctgagac acttcctctc 

900 

gtgcggagga agattcgaaa taaaagatct 
960 

tatgttgggg gtttagagag cagggtcttg 
1020 

aacaaagtac agcttctgga ggaacagaat 
1080 

caggccatgg tgattgagat atcaaacaaa 
1140 

ctactagtct ccttctgcct cctccttgta 
1200 

agcctgccag ctgagcatgg agtgttgtcc 
1260 

ccttaccagc tggagctgcc tgccctgcag 
1320 

tggttggacg gctcagactg tgtactccag 
1380 

tacatgcctc aggctcccag tgcagagcct 
1440 

tcagagcctc tctgccgagg tcccatcctc 
1500 

ggatggcttc ctactggtag cccctctgtc 
1560 

tgaggatatg tggggggtct cagcaggagc 
1620 

aaagcggtgg gcaagggctg gccgcagctc 
1680 

aacacaccac acttaatggc tttctgggtc 
1740 

atgaatgtac ctggggaaat caactgacct 
1800 

gtgaggaaag aaataaataa gtgattctaa 
1860 

actggcacaa ttgggtggag agaagggaag 
1920 

caggaggttc agaggggaag gaggaaaggc 
1980 

ctcccacagt tcagacggct cactctgggc 
2040 



gaattggatg 


ctggtgacca 


agacctgctg 


gggacggcac 


ccgatgaggc 


cgtgagggcc 


gtaccgagcg 


actgggaagt 


agatgatttg 


ttgaacattc 


tcagctcctc 


caacccctgc 


ccacgggaaa 


ctgtctctat 


ggatctagag 


atgactccac 


agcatatgga 


ggagctggca 


gatgaggaga 


agagtctatt 


ggagaaggag 


actaagacag 


aggaacaaat 


tctgaaacgt 


gctcaagaga 


gccgcaggaa 


aaagaaggtg 


aaatacacag 


cccagaatat 


ggagcttcag 


ttgtcccttc 


tagatcaact 


gaggaaactc 


accagcagca 


gcagcacctg 


catcttggtc 


cctgctatgt 


actcctctga 


cacaaggggg 


cgccagcttc 


gtgccctccc 


cagtgaggac 


tcagaagtgc 


cgaaagacag 


cacacaccag 


gcccctggca 


acacttcctg 


cctgctgcat 


cccctggagt 


ggccattccc 


tgacctcttc 


cccctgcagg 


caaatctcac 


aaggaaggga 


attttgcagg 


acagatactc 


aggctagata 


ctggggggct 


ccccatctgt 


gtccaaataa 


ctgtgccctg 


tcaggacgac 


tgagggctca 


ttttatttgt 


acccatgtgt 


ctgtcacacc 


ccctgaacat 


ttcacgcagt 


cagggaacag 


tgctgcctag 


gtcaccctca 


acccccattt 


gggtatgatt 


gtcctgatgg 


ctcagggttg 


caggctggag 


gctgggctgt 


tagcacttcc 


tcaggtttgc 


catggcttcc 


tttggtccaa 
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acataggccc tgtccttagt cctgtgccct gtttgacttt tggccaggag gcctttttgt 
2100 

gctgctgctg ttgcagggct agctgcatgg cccatatgct cagtggccgc . atgtaggcca 
2160 

gtgagcggaa cactcgctgc tggcagtatg cctctggggt ctggaaggcc agacccaggc 
2220 

gctcccacac ggtacggtag cagccttcag ctgtctggaa gccctcccaa gtcaggccct 
2280 

cttggatcat ggtagctgcc agcccgtaga ccacacccac ccagacttca tcagactgca 
2340 

cactggattt atcagggaca ccatggggct gcatcccatt cacagccccc atggcccctc 
2400 

ctgcaaaggc ctggacgttc agctcaaaga tagtttggag agcacggacc acatgttggg 
2460 

taggaaacac ctcagtgtct ccttctccta ggccacaggc cttcaggaac cactgtccag 
2520 

cacactggtc agacataaca ctacgagact gaggccgaga gctgctgtca tagttgtaat 
2580 

agcggccatt ccacagcagt ctctcatagg cttcttggcc ccggctgagg atagaagaaa 
2640 

acttatcctg gatgtcctgt gccccacaca gagcagccat ctggaccatc acagccacag 
2700 

ctgccagcca cagccctcca cagtaagcac tggggcctgt ggtcacccat ccatcatagg 
2760 

tctggtctgc atagcctcca ttttcaatga gtccatcatg gtccttgtca aacttcattt 
2820 

cagattccat cacagcctgc agcacaaact tcaggttcag gtccttccaa tcagcagtat 
2880 

catggattaa atatgcattg acgcggagcc atggttcatc atctgtggga gaggagggga 
2940 

cttgggtcac ttgcattggt ggatagggta gagggtgcaa aagttgaggg agggaagctg 
3000 

accttggggt ggacttttac ctgggttccc aatatcatgg gggatgacgt tcctcctttt 
3060 

cacaggtgcc atcaccccac tcatcangta 
3090 

<210> 5138 

<211> 371 

<212> PRT 

<213> Homo sapiens 

<400> 5138 

Met Glu Leu Glu Leu Asp Ala Gly Asp Gin Asp Leu Leu Ala Phe Leu 

15 10 15 

Leu Glu Glu Ser Gly Asp Leu Gly Thr Ala Pro Asp Glu Ala Val Arg 

20 25 30 

Ala Pro Leu Asp Trp Ala Leu Pro Leu Ser Glu Val Pro Ser Asp Trp 

35 40 45 

Glu Val Asp Asp Leu Leu Cys Ser Leu Leu Ser Pro Pro Ala Ser Leu 

50 55 60 

Asn lie Leu Ser iSer Ser Asn Pro Cys Leu Val His His Asp His Thr 
65 70 75 80 

Tyr Ser Leu Pro Arg Glu Thr Val Ser Met Asp Leu Glu Ser Glu Ser 
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85 










90 










95 




Cys 


Arg 


Lys Glu Gly Thr Gin Met 


Thr 


Pro 


Gin 


His 


Met 


Glu 


Glu 


Leu 






100 








105 










110 






Ala 


Glu 


Gin Glu He Ala Arg 


Leu 


Val 


Leu Thr Asp Glu 


Glu Lys 


Ser 






115 






120 










125 








Leu 


Leu 


Glu Lys Glu Gly Leu 


He 


Leu 


Pro 


Glu 


Thr 


Leu 


Pro 


Leu 


Thr 




130 






135 










140 










Lys 


Thr 


Glu Glu Gin 


He 


Leu 


Lys Arg 


Val 


Arg Arg 


Lys 


He 


Arg 


Asn 


145 






150 










155 










160 


Lys 


Arg 


Ser Ala Gin 


Glu 


Ser 


Arg 


Arg 


Lys 


Lys 


Lys 


Val 


Tyr 


Val 


Gly 






165 










170 










175 




Gly Leu 


Glu Ser Arg Val 


Leu 


Lys 


Tyr 


Thr 


Ala 


Gin 


Asn 


Met 


Glu 


Leu 






180 








185 










190 






Gin 


Asn 


Lys Val Gin Leu Leu Glu Glu 


Gin 


Asn 


Leu 


Ser 


Leu 


Leu 


Asp 






195 






200 










205 








Gin 


Leu 


Arg Lys Leu 


Gin 


Ala 


Met 


Val 


He 


Glu 


He 


Ser 


Asn 


Lys 


Thr 




210 






215 










220 










Ser 


Ser 


Ser Ser Thr 


Cys 


He 


Leu 


Val 


Leu 


Leu 


Val 


Ser 


Phe 


Cys 


Leu 


225 






230 










235 










240 


Leu 


Leu 


Val Pro Ala 


Met 


Tyr 


Ser 


Ser 


Asp Thr Arg Gly 


Ser 


Leu 


Pro 






245 










250 










255 




Ala 


Glu 


His Gly Val 


Leu 


Ser 


Arg 


Gin 


Leu 


Arg 


Ala 


Leu 


Pro 


Ser 


Glu 






260 








265 










270 






Asp 


Pro 


Tyr Gin Leu 


Glu 


Leu 


Pro 


Ala 


Leu 


Gin 


Ser 


Glu 


Val 


Pro 


Lys 






275 






280 










285 








Asp 


Ser 


Thr His Gin 


Trp 


Leu Asp Gly 


Ser 


Asp 


Cys 


Val 


Leu 


Gin 


Ala 




290 






295 










300 










Pro Gly 


Asn Thr Ser 


Cys 


Leu 


Leu 


His 


Tyr 


Met 


Pro 


Gin 


Ala 


Pro 


Ser 


305 






310 










315 










320 


Ala 


Glu 


Pro Pro Leu Glu Trp 


Pro 


Phe 


Pro 


Asp 


Leu 


Phe 


Ser 


Glu 


Pro 






325 










330 










335 




Leu 


Cys 


Arg Gly Pro 


He 


Leu 


Pro 


Leu 


Gin 


Ala 


Asn 


Leu 


Thr 


Arg 


Lys 






340 








345 










350 






Gly Gly 


Trp Leu Pro Thr Gly Ser 


Pro 


Ser 


Val 


He 


Leu 


Gin Asp 


Arg 






355 






360 










365 









Tyr Ser Gly 
370 



<210> 5139 

<211> 1968 

<212> DNA 

<213> Homo sapiens 

<400> 5139 

gtctgccggc ttctggttcc cacgcaagta agcctgctgt caatggagga ggacattgat 
60 

acccgcaaaa tcaacaacag tttcctgcgc gaccacagct atgcgaccga agctgacatt 

120 

atctctacgg tagaattcaa ccacacggga gaattactag cgacagggga caaggggggt 
180 

cgggttgtaa tatttcaacg agagcaggag agtaaaaatc aggttcatcg taggggtgaa 
240 

tacaatgttt acagcacatt ccagagccat gaacccgagt tcgattacct gaagagttta 
300 
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gaaatagaag 
360 

cttctgtcta 
420 

ccagaaggct 
480 

accctgcggg 
540 

gtatttgcca 
600 

acctacatgt 
660 

agttttaata 
720 

gcagccgagt 
780 

atccggctgt 
840 

gagccggaag 
900 

gtgaagttca 
960 

tgggatctca 
1020 

agcaagctct 
1080 

aatgggtcag 
1140 

agagacacca 
1200 

atcctcaaac 
1260 

gacagtctgg 
1320 

attgccgtgg 
1380 

gaacgtgagg 
1440 

aggcatcatt 
1500 

caggagaaag 
1560 

aggcgctgct 
1620 

aggtcattac 
1680 

accaaaaaat 
1740 

ccctctttct 
1800 

gtcctctcgg 
1860 

caggctcagg 
1920 



aaaaaatcaa 
ctaatgataa 
acaatctgaa 
tgcctgtcct 
acgcacacac 
ccgctgatga 
ttgtggacat 
tccaccccca 
gtgacatgcg 
atccaagcaa 
gccacagtgg 
acatggagag 
gctctctcta 
acagtgtcat 
agcgtgatgt 
cccgaaaagt 
actttagcaa 
ctgccaccaa 
accaagtctt 
gtccgctcca 
ccgcctccgc 
gctcacgtgg 
tcagaataaa 
taacatccaa 
ctgccatcac 
ccttcctccg 
cggccccact 



taaaataaga 
aactgtgaag 
agatgaggag 
gagacccatg 
atatcacatc 
cctgaggatt 
taagccagcc 
tcattgcaac 
ggcatctgcc 
cagatcattt 
gaggtatatc 
caggccggtg 
tgagaacgac 
catgacaggc 
gacccttgag 
gtgtgtgggg 
aaagatcctg 
taacttgtac 
gtcttgcata 
ttaagaacag 
tggaggcccg 
agacgctctc 
tgtatttatt 
gagaaaagtt 
acttgggcct 
agtccaggtg 
cacccacagc 



tggctccccc 
ctgtggaaag 
ggccggctcc 
gacctgatgg 
aactccatat 
aacctatgga 
aacatggagg 
accttcgtgt 
ctgtgtgaca 
ttctctgaaa 
atgaccagag 
gagacccacc 
tgcatctttg 
tcctataaca 
gcttcgaggg 
ggcaagcgga 
cacacagcct 
atattccagg 
gttaagccgg 
tgacgcacct 
gtgtggttcc 
gaagcagagt 
tcagtccgag 
attgtcagat 
tcactgcagc 
gactctgtgg 
atccgccgcc 



agcagaatgc 
tcagcgagcg 
gggatcctgc 
tggaggccac 
ctgtcaacag 
actttgaaat 
agctcacgga 
acagcagcag 
ggcacaccaa 
ttatctcttc 
actacttgac 
aggttcatga 
acaagtttga 
acttcttcag 
aaaacagcaa 
gaaaagacga 
ggcaccccgt 
acaaaatcaa 
acatttttct 
gctacttccc 
gcctcggcga 
tgacggacac 
ccttcctttc 
accgctcttt 
gtggtgtggc 
atgtgtggat 
accccttcgg 



agcttacttt 
tgataagagg 
caccatcaca 
cccacgaaga 
cgactatgaa 
aaccaatcaa 
ggtgatcaca 
caaagggaca 
gttttttgaa 
gatttcggat 
cgtcaaagtc 
ctacctgcgc 
gtgtgtgtgg 
gatgtttgat 
gccccgggct 
gatcagtgtc 
ggacaatgtc 
ctagagacgc 
gtcagagaaa 
ttcacagaca 
ggcgcgagac 
tgctcccaaa 
caatttatag 
ctccaacttt 
caccgtccgt 
gtggcccgag 
gtgtgagcgc 
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tcaataaaaa caacacacta taaagtgttt ttaaatccaa aaaaaaaa 
1968 

<210> 5140 
<211> 443 
<212> PRT 

<213> Homo sapiens 
<400> 5140 

Met Glu Glu Asp He Asp Thr Arg Lys He Asn Asn Ser Phe Leu Arg 

15 10 15 

Asp His Ser Tyr Ala Thr Glu Ala Asp He He Ser Thr Val Glu Phe 

20 25 30 

Asn His Thr Gly Glu Leu Leu Ala Thr Gly Asp Lys Gly Gly Arg Val 

35 40 45 

Val He Phe Gin Arg Glu Gin Glu Ser Lys Asn Gin Val His Arg Arg 

50 55 60 

Gly Glu Tyr Asn Val Tyr Ser Thr Phe Gin Ser His Glu Pro Glu Phe 
65 70 75 80 

Asp Tyr Leu Lys Ser Leu Glu He Glu Glu Lys He Asn Lys He Arg 

85 90 95 

Trp Leu Pro Gin Gin Asn Ala Ala Tyr Phe Leu Leu Ser Thr Asn Asp 

100 105 110 

Lys Thr Val Lys Leu Trp Lys Val Ser Glu Arg Asp Lys Arg Pro Glu 

115 120 125 

Gly Tyr Asn Leu Lys Asp Glu Glu Gly Arg Leu Arg Asp Pro Ala Thr 

130 135 140 

He Thr Thr Leu Arg Val Pro Val Leu Arg Pro Met Asp Leu Met Val 
145 150 155 160 

Glu Ala Thr Pro Arg Arg Val Phe Ala Asn Ala His Thr Tyr His He 

165 170 175 

Asn Ser He Ser Val Asn Ser Asp Tyr Glu Thr Tyr Met Ser Ala Asp 

180 185 190 

Asp Leu Arg He Asn Leu Trp Asn Phe Glu He Thr Asn Gin Ser Phe 

195 200 205 

Asn He Val Asp He Lys Pro Ala Asn Met Glu Glu Leu Thr Glu Val 

210 215 220 

He Thr Ala Ala Glu Phe His Pro His His Cys Asn Thr Phe Val Tyr 
225 230 235 240 

Ser Ser Ser Lys Gly Thr He Arg Leu Cys Asp Met Arg Ala Ser Ala 

245 250 255 

Leu Cys Asp Arg His Thr Lys Phe Phe Glu Glu Pro Glu Asp Pro Ser 

260 265 270 

Asn Arg Ser Phe Phe Ser Glu He He Ser Ser He Ser Asp Val Lys 

275 280 285 

Phe Ser His Ser Gly Arg Tyr He Met Thr Arg Asp Tyr Leu Thr Val 

290 295 300 

Lys Val Trp Asp Leu Asn Met Glu Ser Arg Pro Val Glu Thr His Gin 
305 310 315 320 

Val His Asp Tyr Leu Arg Ser Lys Leu Cys Ser Leu Tyr Glu Asn Asp 

325 330 335 

Cys He Phe Asp Lys Phe Glu Cys Val Trp Asn Gly Ser Asp Ser Val 

340 345 350 

He Met Thr Gly Ser Tyr Asn Asn Phe Phe Arg Met Phe Asp Arg Asp 
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355 

Thr Lys Arg Asp 
370 

Arg Ala lie Leu 
385 

Lys Asp Glu lie 

His Thr Ala Trp 

420 

Asn Asn Leu Tyr 
435 



360 

Val Thr Leu Glu 
375 

Lys Pro Arg Lys 
390 

Ser Val Asp Ser 
405 

His Pro Val Asp 

He Phe Gin Asp 

440 



Ala Ser Arg Glu 

380 

Val Cys Val Gly 
395 

Leu Asp Phe Ser 
410 

Asn Val He Ala 
425 

Lys He Asn 



365 

Asn Ser Lys Pro 

Gly Lys Arg Arg 

400 

Lys Lys He Leu 
415 

Val Ala Ala Thr 
430 



<210> 5141 

<211> 928 

<212> DNA 

<213> Homo sapiens 



<400> 5141 
ngcgcgccgg 
60 

cagatggacg 
120 

atgtcggagc 
180 

cactgctacg 
240 

aacctagact 
300 

gaggacaacg 
360 

gaggagaaat 
420 

caggtggagc 
480 

gatcagattt 
540 

caccagcggc 
600 

cagcaggtcg 
660 

cgccccacct 
720 

ggcaagctcg 
780 

agctccagct 
840 

ggtgttcccc 
900 

gggccactcg 
928 



ccggatagcg 
agggcggcgg 
gggtgtcggg 
acgaggaggt 
cggtgctcag 
agcagctgct 
tcattgagtt 
actacgagtt 
cccggttgga 
acacagagat 
gaggaaacag 
ccctgaacgt 
tgcctgcggg 
accaggtttt 
gtttcactgg 
ccctctccct 



agccgcgctg 
cgtggtggtg 
cctggcgggc 
ggtcaaggag 
cgagaaccag 
cacccagtac 
tgaagatgct 
ccagacgcgc 
ggagcgggag 
gatacagacc 
ccagaccgag 
gttccccctg 
ggaccactgg 
gtagccgtgc 

ggcgggagct 
tcacgcgt 



gcggcggcgg 
taccaggacg 
tccatctacc 
ctcatgccgc 
gagcacgagg 
gagcgtgaga 
ctggaacaag 
cagctggagc 
tcggagatga 
tacgtggagc 
agcagcctgc 
gctgacggca 
cacctgagtg 
cgtggagtga 
tcgtctgcag 



tggccgcgat 
actactgctc 
gcgagttcga 
tggtggtgaa 
tggagctgga 
aggcgctgcg 
agaagaaaga 
tgaaggccaa 
agaaggagta 
acattgagag 

cggggcggag 
cggtacgtgc 
acctcggcca 
gaggttcctc 
gcagcccttc 



gatggagatc 
cggctcggtg 
gcgcctcatc 
cgtgctggag 
gctgctgcgc 
caggcaggcg 
gctgcaaatc 
gaactatgcc 
caatgccctg 
gtccaagatg 
caggaaggag 
acagatcggg 
gctgcagtcc 
ccctgttgct 
acgactctct 



<210> 5142 
<211> 227 
<212> PRT 
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<213> Homo sapiens 
<400> 5142 

Met Ser Glu Arg Val Ser Gly Leu Ala Gly Ser He Tyr Arg Glu Phe 

15 10 15 

Glu Arg Leu He His Cys Tyr Asp Glu Glu Val Val Lys Glu Leu Met 

20 25 30 

Pro Leu Val Val Asn Val Leu Glu Asn Leu Asp Ser Val Leu Ser Glu 

35 40 45 

Asn Gin Glu His Glu Val Glu Leu Glu Leu Leu Arg Glu Asp Asn Glu 

50 55 60 

Gin Leu Leu Thr Gin Tyr Glu Arg Glu Lys Ala Leu Arg Arg Gin Ala 
65 70 75 80 

Glu Glu Lys Phe He Glu Phe Glu Asp Ala Leu Glu Gin Glu Lys Lys 

85 90 95 

Glu Leu Gin He Gin Val Glu His Tyr Glu Phe Gin Thr Arg Gin Leu 

100 105 110 

Glu Leu Lys Ala Lys Asn Tyr Ala Asp Gin He Ser Arg Leu Glu Glu 

115 120 125 

Arg Glu Ser Glu Met Lys Lys Glu Tyr Asn Ala Leu His Gin Arg His 

130 135 140 

Thr Glu Met He Gin Thr Tyr Val Glu His He Glu Arg Ser Lys Met 
145 150 155 160 

Gin Gin Val Gly Gly Asn Ser Gin Thr Glu Ser Ser Leu Pro Gly Arg 

165 170 175 

Ser Arg Lys Glu Arg Pro Thr Ser Leu Asn Val Phe Pro Leu Ala Asp 

180 185 190 

Gly Thr Val Arg Ala Gin He Gly Gly Lys Leu Val Pro Ala Gly Asp 

195 200 205 

His Trp His Leu Ser Asp Leu Gly Gin Leu Gin Ser Ser Ser Ser Tyr 

210 215 220 

Gin Val Leu 
225 

<210> 5143 

<211> 1666 

<212> DNA 

<213> Homo sapiens 

<400> 5143 

ncccgcccac agttccgacg aaaaatggcg gggtttcctg agttggtggt ccttgaccct 
60 

ccatgggaca aggagctcgc ggctggcaca gagagccagg ccttggtctc cgccactccc 
120 

cgagaagact ttcgggtgcg ctgcacctcg aagcgggctg tgaccgaaat gctacaactg 
180 

tgcggccgct tcgtgcaaaa gctcggggac gctctgccgg aggagattcg ggagcccgct 
240 

ctgcgagatg cgcagtggac ttttgaatca gctgtgcaag agaatatcag cattaatggg 
300 

caagcatggc aggaagcttc agataattgt tttatggatt ctgacatcaa agtacttgaa 
360 

gatcagtttg atgaaatcat agtagatata gccacaaaac gtaagcagta tcccagaaag 
420 
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atcctggaat gtgtcatcaa aaccataaaa gcaaaacaag aaattctgaa gcagtaccac 



480 

cctgttgtac atccactgga cctaaaatat gaccctgatc cagcccctca tatggaaaat 
540 

ttgaaatgca gaggggaaac agtagcaaag gagatcagtg aagccatgaa gtccttgcct 
600 

gcattaattg aacaaggaga gggattttcc caagttctca ggatgcagcc tgttatccac 
660 

ctccagagga ttcaccaaga agtcttttcc agttgtcata ggaaaccaga tgctaaacct 
720 

gagaacttta taacacagat agaaaccaca ccaacagaga ctgcttccag gaaaacctct 
780 

gacatggtac tgaaaagaaa gcaaactaaa gactgccccc agagaaaatg gtatccattg 
840 

cggccaaaga aaattaatct tgatacatga gctctttctg tttattttgg gagttgaaaa 
900 

taggcaccat caacatttag attacagcct aattaatacc tagataagac ttcatttgaa 
960 

ataagaaata actcttttac tagtgattca tttatacaga tatagtatct ctgtgcgggg 
1020 

atatgatata atattgtatt tccttactgt tttatctatt gtaaataaaa agcattttaa 
1080 

aaagtattga cacaaagccc atcagtgggc attaaaaata ttaaaagtgc agacttttac 
1140 

tgtccttaag tgccatcaac tctcagctcc cttgtagctt ttgtgggatt taacaagtaa 
1200 

caaattctgt tgtgtttccc tggtatacat ctttctagga aaaaaaaaaa aagagagaga 
1260 

gctgtataat gatttttcgt ttacatgctg aaaagtaatt atcagttctg cacagcagca 
1320 

gatgcagggt ttttttttaa agatgtagtt tgatttatca aattaatgtg ctgatgataa 
1380 

tactggcttt gactttgtta ctccatgttc agctaattta ggtttgtgag attaacttta 
1440 

ggattttttg ttgtgtaaga caatgataac tattatttgt gcaacattac tctttgaaat 
1500 

aaaaattggc atgtagccaa tgtttcctgc ccacactcac ttttttctat agaccattaa 
1560 

cataatttga cttggaacta atggtttctt tttagggttt cttatttatt tctttacaaa 
1620 

tcattccagt tcaaaatata tatcagatta atacactgaa aaaaaa 
1666 

<210> 5144 

<211> 218 

<212> PRT 

<213> Homo sapiens 

<400> 5144 

Leu Pro Glu Glu lie Arg Glu Pro Ala Leu Arg Asp Ala Gin Trp Thr 

1 5 10 15 

Phe Glu Ser Ala Val Gin Glu Asn He Ser He Asn Gly Gin Ala Trp 

20 25 30 

Gin Glu Ala Ser Asp Asn Cys Phe Met Asp Ser Asp He Lys Val Leu 
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35 40 45 

Glu Asp Gin Phe Asp Glu He He Val Asp He Ala Thr Lys Arg Lys 

50 55 60 

Gin Tyr Pro Arg Lys He Leu Glu Cys Val He Lys Thr He Lys Ala 
65 70 75 80 

Lys Gin Glu He Leu Lys Gin Tyr His Pro Val Val His Pro Leu Asp 

85 90 95 

Leu Lys Tyr Asp Pro Asp Pro Ala Pro His Met Glu Asn Leu Lys Cys 

100 105 HO 

Arg Gly Glu Thr Val Ala Lys Glu He Ser Glu Ala Met Lys Ser Leu 

115 120 125 

Pro Ala Leu He Glu Gin Gly Glu Gly Phe Ser Gin Val Leu Arg Met 

130 135 140 

Gin Pro Val He His Leu Gin Arg He His Gin Glu Val Phe Ser Ser 
145 150 155 160 

Cys His Arg Lys Pro Asp Ala Lys Pro Glu Asn Phe He Thr Gin He 

165 170 175 

Glu Thr Thr Pro Thr Glu Thr Ala Ser Arg Lys Thr Ser Asp Met Val 

180 185 190 

Leu Lys Arg Lys Gin Thr Lys Asp Cys Pro Gin Arg Lys Trp Tyr Pro 

195 200 205 

Leu Arg Pro Lys Lys He Asn Leu Asp Thr 
210 215 

<210> 5145 

<211> 1885 

<212> DNA 

<213> Homo sapiens 



<400> 5145 

ncctaggcgt cctgacaggt ggatttcgac 
€0 

tagatctgga aagagcagaa tgctttcctt 
120 

ttgtccaagt tgggctgggt cttggtacac 
180 

tagttcaccc cagctacgat ctgcttgcgg 
240 

tacatgtcgt tgctggcttt gttgtactcg 
300 

tcctctctat ctagctccag cctctcgcct 
360 

ccgaccatgg ccgggcccct gcgcgccccg 
420 

ctggccgtga gccccgcggc cggctccagt 
480 

cccatggacg ccagcgtgga ggaggagggt 
540 

gagtacaaca aagccggcaa cgacatgtac 
600 

cgcaagcagg tgacaatgtg ggcagctcat 
660 

ggacgtggag ctgggccgaa ccacgtgtac 
720 



aaggtcattg tgccctgcca aggcacagcg 
ttcagatgtg gctggtcatg gaaggggcag 
gtggttcggc ccagctccac gtccaagaag 
gcgcgcacca cctgcagcgc gcggctgtgg 
ccgacggcct cgcctcggta tcgcagcggg 
gcgccccact ccccgcgtcc cgcgtcctag 
ctgctcctgc tggccatcct ggccgtggcc 
cccggcaagc cgccgcgcct ggtgggaggc 
gtgcggcgtg cactggactt tgccgtcggc 
cacagccgcg cgctgcaggt ggtgcgcgcc 
gaagatcgta gctggggtga actacttctt 
caagacccag cccaacttgg acaactgccc 
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cttccatgac cagccacatc tgaaaaggaa agcattctgc tctttccaga tctacgctgt 
780 

gccttggcag ggcacaatga ccttgtcgaa atccacctgt caggacgcct aggggtctgt 
840 

accgggctgg cctgtgccta tcacctctta tgcacacctc ccaccccctg tattcccacc 
900 

cctggactgg tggcccctgc cttggggaag gtctccccat gtgcctgcac caggagacag 
960 

acagagaagg cagcaggcgg cctttgttgc tcagcaaggg gctctgccct ccctccttcc 
1020 

ttcttgcttc tcatagcccc ggtgtgcggt gcatacaccc ccacctcctg caataaaata 
1080 

gtagcatcgg caaaaaaacc tggcatccgg acaggcatcc aaggccttaa aggagaccag 
1140 

ggggaacctg ggccctctgg aaaccccggc aaggtgggct acccagggcc cagcggcccc 
1200 

ctcggagccc gtggcatccc gggaattaaa ggcaccaagg gcagcccagg aaacatcaag 
1260 

gaccagccga ggccagcctt ctccgccatt cggcggaacc ccccaatggg gggcaacgtg 
1320 

gtcatcttcg acacggtcat caccaaccag gaagaaccgt accagaacca ctccggccga 
1380 

ttcgtctgca ctgtacccgg ctactactac ttcaccttcc aggtgctgtc ccagtgggaa 
1440 

atctgcctgt ccatcgtctc ctcctcaagg ggccaggtcc gacgctccct gggcttctgt 
1500 

gacaccacca acaaggggct cttccaggtg gtgtcagggg gcatggtgct tcagctgcag 
1560 

cagggtgacc aggtctgggt tgaaaaagac cccaaaaagg gtcacattta ccagggctct 
1620 

gaggccgaca gcgtcttcag cggcttcctc atcttcccat ctgcctgagc cagggaagga 
1680 

ccccctcccc cacccacctc tctggcttcc atgctccgcc tgtaaaatgg gggcgctatt 
1740 

gcttcagctg ctgaagggag ggggctggct ctgagagccc caggactggc tgccccgtga 
1800 

cacatgctct aagaagctcg tttcttagac ctcttcctgg aataaacatc tgtgtctgtg 
1860 

tctgctgaaa aaaaaaaaaa aaaaa 
1885 

<210> 5146 
<211> 312 
<212> PRT 

<213> Homo sapiens 
<400> 5146 

Pro Ala Thr Ser Glu Lys Glu Ser He Leu Leu Phe Pro Asp Leu Arg 

15 10 15 

Cys Ala Leu Ala Gly His Asn Asp Leu Val Glu He His Leu Ser Gly 

20 25 30 

Arg Leu Gly Val Cys Thr Gly Leu Ala Cys Ala Tyr His Leu Leu Cys 

35 40 45 

Thr Pro Pro Thr Pro Cys He Pro Thr Pro Gly Leu Val Ala Pro Ala 
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50 
Leu Gly 
65 

Ala Ala 

Ser Phe 

Ser Cys 

Gly He 
130 
Asn Pro 
14 5 

Arg Gly 

Lys Asp 

Met Gly 

Glu Pro 
210 
Tyr Tyr 
225 

Ser He 

Cys Asp 

Val Leu 

Lys Lys 
290 
Gly Phe 
305 



Lys Val 

Gly Gly 

Leu Leu 
100 
Asn Lys 
115 

Gin Gly 

Gly Lys 

He Pro 

Gin Pro 
180 
Gly Asn 
195 

Tyr Gin 

Tyr Phe 

Val Ser 

Thr Thr 
260 
Gin Leu 
275 

Gly His 
Leu He 



Ser Pro 

70 
Leu Cys 
85 

Leu He 

He Val 

Leu Lys 

Val Gly 
150 
Gly He 
165 

Arg Pro 

Val Val 

Asn His 

Thr Phe 
230 
Ser Ser 
24 5 

Asn Lys 

Gin Gin 

He Tyr 

Phe Pro 
310 



55 

Cys Ala Cys 

Cys Ser Ala 

Ala Pro Val 
105 

Ala Ser Ala 

120 
Gly Asp Gin 
135 

Tyr Pro Gly 

Lys Gly Thr 

Ala Phe Ser 
185 

He Phe Asp 

200 
Ser Gly Arg 
215 

Gin val Leu 



60 

Thr Arg Arg Gin 
75 

Arg Gly Ser Ala 
90 

Cys Gly Ala Tyr 

Lys Lys Pro Gly 

125 

Gly Glu Pro Gly 
140 

Pro Ser Gly Pro 
155 

Lys Gly Ser Pro 
170 

Ala He Arg Arg 



Thr Glu Lys 
80 

Leu Pro Pro 
95 

Thr Pro Thr 
110 

He Arg Thr 

Pro Ser Gly 

Leu Gly Ala 
160 

Gly Asn He 

175 
Asn Pro Pro 
190 

Asn Gin Glu 



Thr Val He Thr 

205 

Phe Val Cys Thr Val Pro Gly 
220 

Ser Gin Trp Glu 



235 

Arg Gly Gin Val Arg Arg Ser 

250 

Gin Val Val Ser 



Gly Leu Phe 
265 

Gly Asp Gin 

280 
Gin Gly Ser 
295 

Ser Ala 



Val Trp Val Glu 

285 

Glu Ala Asp Ser 
300 



He Cys Leu 
240 

Leu Gly Phe 

255 
Gly Gly Met 
270 

Lys Asp Pro 
Val Phe Ser 



<210> 5147 

<211> 2943 

<212> DNA 

<213> Homo sapiens 



<400> 5147 
nacgcgtcgc 
60 

cgcttcgtac 
120 

gcccaccgct 
180 

atggccacca 
240 

ctgctgagat 
300 

ctttatactg 
360 

accaaacatc 
420 



tgaaggagcg 
tgggcaaggg 
tcgtgctggc 
cgtcggccga 
ttctatattc 
ccaagaaata 
ttagggcaga 



cttcgccttc 
tcgcggcgcc 
ggccggcagc 
gatcgagctg 
agatgaagtt 
cgcagtccca 
taatgccttt 



ctcttcaact 
gccgccgctg 
gccgtctttg 
ccggacgtgg 
caaattggtc 
gccttggaag 
atgttactta 



cggagctgct 
ggggcccgca 
acgccatgtt 
agcccgcagc 
cagaaacagt 
cacactgtgt 
ctcaggctcg 



gagcgatgtg 
gcgcatcccc 
caacggcggc 
cttcctggcg 
tatgaccact 
agaatttctc 
attatttgat 
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gaacctcagc ttgctagtct ttgtctagat acaatagaca aaagcacaat ggatgcaata 
480 

agtgcagaag ggtttactga tattgatata gatacactct gtgcagtttt agagagagac 
540 

acactcagta ttcgagaaag tcgacttttt ggagctgttg tacgctgggc agaagcagaa 
600 

tgtcagagac aacaattacc tgtgactttt gggaataaac aaaaagttct aggaaaagca 
660 

ctttccttaa tccggttccc actgatgaca attgaggaat ttgcagcagg tcctgctcaa 
720 

tctggaattt tgtcagatcg tgaagtggta aacctctttc ttcattttac tgtcaaccct 
780 

aaaccccgag ttgaatacat tgaccgacca agatgctgtc tcaggggaaa ggaatgctgc 
640 

atcaatagat tccagcaagt agaaagccgc tggggttaca gtgggacgag tgatcgaatc 
900 

agattcacag ttaatagaag gatctctata gttggatttg gcttgtatgg atctattcat 
960 

ggccctacag attatcaagt gaatatacag atcattgaat atgagaaaaa gcaaaccctg 
1020 

ggacagaatg ataccggctt tagttgtgat gggacagcta acacattcag ggtcatgttc 
1080 

aaggaaccca tagagatcct gcccaatgtg tgctacacag catgtgcaac actcaaaggt 
1140 

ccagattccc actatggcac aaaaggattg aagaaagtag tgcatgagac acctgctgca 
1200 

agcaagactg tttttttctt ttttagttcc cctggcaata ataatggcac ttcaatagaa 
1260 

gatggacaaa ttccagaaat catattttat acataattta gcattataat acatcttggc 
1320 

taaataatac catacaatct agtgtcaaaa acataaatgg ccacaaaaaa gtagtttgag 
1380 

tgttatgaat atttaaaatt gtaagataag aaacagtttc ttagagcaga tagaaaaatg 
1440 

cttatttaaa tctttgcatg atttaaaaac agattttcca ttttcttaca actttaagag 
1500 

aaaagaactg ggtttaatgg tttaaaaaaa agcacagctt tttcaccttc atcttgtata 
1560 

atttcataga ttggctgact tagggtcttt caatagtttg ggaattgaaa gattcttgtt 
1620 

atatatagct agtttgggtt tgtttttgtt ttaactattt tgaaggttag gtgagatggg 
1680 

caaataggct taactatttt gaaggttgga tgaaaagaga tgggtcagta ttcctacaga 
1740 

attcttatta actcaaataa ctaaatttca gaaaattaag aagctgactt tatatttggt 
1800 

ggtttgaagt atcttgttgt tagcatttgt aataatgcta aaaaaggcct aataaaatgc 
1860 

ccaagaaaat attcagtgca tttatagaga aggatatttt gtagtagtat agtaatgtgt 
1920 

tatgtagtac agttttaaag ctataaatgg aattttgtgt aaattcacaa aaatgtgata 
1980 

taaacaggat ctaagactgg attccctgtc actaaactgc accactatac ctgtctctct 
2040 



4329 



WO 00/58473 



PCTAJS00/08621 





cactgctgat gattcccaag 


2100 








tcacttcaac 


attgtgataa 


2160 

A -i. w w 








acaactgctc 


tgacattgta 


2220 








tctgccacct 


acacatttct 


2280 








aqtcaqtqtt 


acagctqtqt 


2340 






La \m u ial>aLa 


ctt ttttata 


aagcagat tt 


2400 

«0 T W W 






Lydaay t.yat 


tctct tataa 


aaaatgaaag 


2460 






aagg eg acta 


aaaatcaaaa 


ttcttttaaa 


^ J ^ w 






aaaaaat"t"t"t" 












tggctgaggt 


ctcttgaaat 


tgctaaaggg 


2640 






ataaacctca 


gttaaatgga 


attatctatg 


2700 






accagtaaac 


actctgtagt 


aaccattaca 


2760 






tgccagagat 


gagttagtgt 


ttcttgacgt 


2820 






actgaacaat 


tgaaactgca 


tgcagccata 


2880 






ctttgggaca 


tcccctggag 


tttttaaaaa 


2940 






aaa 






2943 







attgagatga tgacggtgat gacgactggg 
tccttcacag cagaaaccga ataaaatact 
aagagatcca acagaatcac tcctgctgaa 
atttaggaag taaaatttgc ttcatggtca 
tggggatagg aagtatatct ggcagattga 
taaaatatag taacatccat ttttttccct 
tggagtttaa ggtatatcaa atcgttgtgg 
tatcaactta attttttcta agtaagatac 
tttatattgt aaagaaggta ggtatattgg 
aaatttttct atggtaatgc tcttacggat 
ggatgtgtgg ttctggttaa ctaaaaatta 
gaaaatactt ctgccttaaa aaatatgata 
tggagacctt ttaaatgcct catctgttgt 
aaagggacaa gaaacagaac tgtttactaa 
taaataaata tatatatata taaaaaaaaa 



<210> 5148 

<211> 296 

<212> PRT 

<213> Homo sapiens 



<400> 5148 
Ala Arg Leu 
1 

lie Asp Lys 

lie Asp lie 
35 

lie Arg Glu 
50 

Glu Cys Gin 
65 

Val Leu Gly 
Glu Glu Phe 
Glu Val Val 



Phe Asp Glu Pro Gin Leu 
5 

Ser Thr Met Asp 
20 

Asp Thr Leu Cys 



Ser Arg Leu Phe 

55 

Arg Gin Gin Leu 
70 

Lys Ala Leu Ser 
85 

Ala Ala Gly Pro 
100 

Asn Leu Phe Leu 



Ala lie 

25 
Ala Val 
40 

Gly Ala 



Pro Val 

Leu lie 

Ala Gin 
105 
His Phe 



Ala Ser Leu 
10 

Ser Ala Glu 

Leu Glu Arg 

Val Val Arg 
60 

Thr Phe Gly 
75 

Arg Phe Pro 
90 

Ser Gly lie 
Thr Val Asn 



Cys Leu Asp Thr 
15 

Gly Phe Thr Asp 
30 

Asp Thr Leu Ser 
45 

Trp Ala Glu Ala 

Asn Lys Gin Lys 

80 

Leu Met Thr lie 
95 

Leu Ser Asp Arg 

110 • 
Pro Lys Pro Arg 
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115 

Val Glu Tyr He Asp Arg 
130 

Cys He Asn Arg 
145 

Thr Ser Asp Arg 



Gly Phe Gly Leu 

180 

Asn He Gin He 
195 

Asp Thr Gly Phe 
210 

Phe Lys Glu Pro 
225 

Ala Thr Leu Lys 

Lys Val Val His 

260 

Phe Ser Ser Pro 
275 

He Pro Glu He 
290 



Phe Gin 
150 
He Arg 
16 5 

Tyr Gly 



He Glu 

Ser Cys 

He Glu 
230 
Gly Pro 
245 

Glu Thr 
Gly Asn 
He Phe 



120 
Pro Arg 
135 

Gin Val 

Phe Thr 

Ser He 

Tyr Glu 
200 
Asp Gly 
215 

He Leu 

Asp Ser 

Pro Ala 

Asn Asn 
280 
Tyr Thr 
295 



Cys Cys Leu Arg 

140 

Glu Ser Arg Trp 
155 

Val Asn Arg Arg 
170 

His Gly Pro Thr 
185 

Lys Lys Gin Thr 

Thr Ala Asn Thr 

220 

Pro Asn Val Cys 
235 

His Tyr Gly Thr 
250 

Ala Ser Lys Thr 
265 

Gly Thr Ser He 



125 

Gly Lys Glu Cys 

Gly Tyr Ser Gly 

160 

He Ser He Val 
•175 

Asp Tyr Gin Val 
190 

Leu Gly Gin Asn 
205 

Phe Arg Val Met 

Tyr Thr Ala Cys 

240 

Lys Gly Leu Lys 
255 

Val Phe Phe Phe 
270 

Glu Asp Gly Gin 
285 



<210> 5149 
<211> 533 
<212> DNA 

<213> Homo sapiens 



<400> 5149 

ntccggatgg cagttatggc 
60 

gtacgcctag ccctggttca 
120 

gataacatcc ccaaagaaga 
180 

cagctcctac cagaggacct 
240 

caatctagtg cagaagccaa 
300 

gcatctgaat atgaagacct 
360 

4 

acagcaggaa aattcaatca 
420 

agaagcacta acatagctgc 
480 

gctgcactcc tgtaacaaac 
533 



tatggggatc aaagatgacc 
tgatatggca gaatgcatcg 
aaaacatagg cgagaagagg 
cagaaaggag ctctatgaac 
atttgtgaag cagctagacc 
tgaacacaaa cctgggagac 
ccctgagata gtccagcttg 
agctgccagt gagccacact 
attattttcc atttcattgt 



gtcttaacaa agaccgatgt 
ttggggacat agcaccagca 
aagctatgaa gcagataacc 
tttgggaaga gtacgagacc 
aatgtgaaat gattcttcaa 
tgcaagactt ctatgattcc 
tttctgaact tgaggcagaa 
cctgagacac tctctaaatt 
attgtgtttt gca 



<210> 5150 

<211> 154 

<212> PRT 

<213> Homo sapiens 
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<400> 5150 



Xaa 


Arg 


Met 


Ala 


val 


Met 


Ala Met Gly 


He 


Lys Asp 


Asp 


Arg 


Leu Asn 


1 






5 






10 








15 


Lys 


Asp 


Arg 


Cys 


Val 


Arg 


Leu Ala Leu 


Val 


His Asp 


Met 


Ala 


Glu Cys 






20 






25 








30 




lie 


val 


Gly 


Asp 


He 


Ala 


Pro Ala Asp 


Asn 


He Pro 


Lys 


Glu 


Glu Lys 






35 








40 






45 






His 


Arg 


Arg 


Glu 


Glu 


Glu 


Ala Met Lys 


Gin 


He Thr 


Gin 


Leu 


Leu Pro 




50 








55 




60 








Glu 


Asp 


Leu 


Arg 


Lys 


Glu 


Leu Tyr Glu 


Leu 


Trp Glu 


Glu 


Tyr 


Glu Thr 


65 








70 






75 






80 


Gin 


Ser 


Ser 


Ala 


Glu 


Ala 


Lys Phe Val 


Lys 


Gin Leu 


Asp 


Gin 


Cys Glu 










85 






90 








95 


Met 


lie 


Leu 


Gin 


Ala 


Ser 


Glu Tyr Glu 


Asp 


Leu Glu 


His 


Lys 


Pro Gly 








100 






105 








110 




Arg Leu 


Gin 


Asp 


Phe 


Tyr 


Asp Ser Thr 


Ala 


Gly Lys 


Phe 


Asn 


His Pro 






115 








120 






125 






Glu 


He 


Val 


Gin 


Leu 


val 


Ser Glu Leu 


Glu 


Ala Glu 


Arg 


Ser 


Thr Asn 




130 










135 




140 








He 


Ala 


Ala 


Ala 


Ala 


Ser 


Glu Pro His 


Ser 










145 










ISO 















<210> 5151 

<211> 2273 

<212> DNA 

<213> Homo sapiens 

<400> 5151 

nggtagtggn agatgtccgg ccggtctaag cgggagtctc gcggttccac tcgcgggaag 
60 

cgagagtctg agtcgcgggg cagctccggt cgcgtcaagc gggagcgaga tcgggagcgg 
120 

gagcctgagg cggcgagctc ccggggcagc cctgtgcgcg tgaagcggga gttcgagccg 
180 

gcgagcgcgc gcgaggcccc ggcttctgtt gtcccgtttg tgcgggtgaa gcgggagcgc 
240 

gaggtcgatg aggactcgga gcctgagcgg gaggtgcgag caaagaatgg ccgagtggat 
300 

tctgaggacc ggaggagccg ccactgcctg tacctggaca ccattaacag gagtgtgctg 
360 

gactttgact ttgagaaact gtgttctatc tccctctcac acatcaatgc ttatgcctgt 
420 

ctggtgtgtg gcaagtactt tcaagctttt cacccttccc tacaggccgg ggtttgaagt 
480 

ctcacgccta cattcacagt gtccagttta gccaccatgt tttcctcaac ctccacaccc 
540 

tcaagtttta ctgccttcca gacaactatg agatcatcga ttcctcattg gaggatatca 
600 

cgtatgtgtt tgaagcccac tttcacaaag cagcaaattg caaacttgga caagcaagcc 
660 

aaattgtccc gggcatatga tggtaccact tacctgccgg gtattgtggg actgaataac 
720 

ataaaggcca atgattatgc caacgctgtc cttcaggctc tatctaatgt tcctcctctc 
780 
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cggaactact ttctggaaga agacaattat aagaacatca aacgtcctcc aggggatatc 
840 

atgttcttgt tggtccagcg ttttggagag ctgatgagaa agctctggaa ccctcgaaat 
900 

ttcaaggcac atgtgtctcc ccatgagatg cttcaggcag ttgtactttg cagtaagaag 

960 % . 

acttttcaga tcaccaaaca aggagatggc gttgactttc tgtcttggtt tctgaatgct 

1020 

ctgcactcag ctctgggggg cacaaagaag aaaaagaaga ctattgtgac tgatgttttc 
1080 

caggggtcca tgaggatctt cactaaaaag cttccccatc ctgatctgcc agcagaagaa 
1140 

aaagagcagt tgctccataa tgacgagtac caggagacaa tggtggagtc cacttttatg 
1200 

tacctgacgc tggaccttcc tactgccccc ctctacaagg acgagaagga gcagctcatc 
1260 

attccccaag tgccactctt caacatcctg gctaagttca atggcatcac tgagaaggaa 
1320 

tataagactt acaaggagaa ctttctgaag cgcttccagc ttaccaagtt gcctccatat 
1380 

ctaatctttt gtatcaagat attcactaag aacaacttct ttgttgagaa gaatccaact 
1440 

agttgtcaat ttccctatta caaatgtgga tctgagagaa tacttgtctg aagaagtaca 
1500 

agcagtacac aagaatacca cctatgacct cattgccaac atcgtgcatg acggcaagcc 
1560 

ctccgagggc tcctaccgga tccacgtgct tcatcatggg acaggcaaat ggtatgaatt 
1620 

acaagacctc caggtgactg acatccttcc ccagatgatc acactgtcag aggcttacat 
1680 

tcagatttgg aagaggcgag ataatgatga aaccaaccag cagggggctt gaaggaggcg 
1740 

tctagggctt tgctcccaag ggctgtggct gatgatggta aataagaaca cagaagctgt 
1800 

agctgaacac aggctggctg gtgggcttcc taggccagcc cagcttgtat gggttctggc 
1860 

tacaccagag caccaagagc ccacttgcct gggatggccc cacactgtca ctcagttgtt 
1920 

ctttgatcat ttttttctag attgatgctc ctttctccca tgcattgagc tcccatctag 
1980 

cttcagcagg gcagaaccct tctccagatg tgtgtaactt atgtcttgag tatctgggag 
2040 

tagttgaaga acagataatt ccttccaaac atcaagcctt gggattcttg gagcaagcag 
2100 

aaagccagta acttcgctct gttagaggtg gaggattttc ctatggttcc ccccatttcc 



2160 



tgatttgtat ttttagatgg attaaatagt ctcctgtttt taaaaaaaaa aaaaaaaaaa 
2220 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaa 
2273 



<210> 5152 
<211> 324 
<212> PRT 
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<213> Homo sapiens 
<400> 5152 

Met Phe Ser Ser Thr Ser Thr Pro Ser Ser Phe Thr Ala Phe Gin Thr 

1 5 10 15 

Thr Met Arg Ser Ser He Pro His Trp Arg He Ser Arg Met Cys Leu 

20 25 30 

Lys Pro Thr Phe Thr Lys Gin Gin He Ala Asn Leu Asp Lys Gin Ala 

35 40 45 

Lys Leu Ser Arg Ala Tyr Asp Gly Thr Thr Tyr Leu Pro Gly He Val 

50 55 60 

Gly Leu Asn Asn He Lys Ala Asn Asp Tyr Ala Asn Ala Val Leu Gin 
65 70 75 80 

Ala Leu Ser Asn Val Pro Pro Leu Arg Asn Tyr Phe Leu Glu Glu Asp 

85 90 95 

Asn Tyr Lys Asn He Lys Arg Pro Pro Gly Asp He Met Phe Leu Leu 

100 105 HO 

Val Gin Arg Phe Gly Glu Leu Met Arg Lys Leu Trp Asn Pro Arg Asn 

115 120 125 

Phe Lys Ala His Val Ser Pro His Glu Met Leu Gin Ala Val Val Leu 

130 135 140 

Cyn Ser Lys Lys Thr Phe Gin He Thr Lys Gin Gly Asp Gly Val Asp 
.. 145 150 155 160 

Phe Leu Ser Trp Phe Leu Asn Ala Leu His Ser Ala Leu Gly Gly Thr 

165 170 175 

Lys Lys Lys Lys Lys Thr He Val Thr Asp Val Phe Gin Gly Ser Met 

180 185 190 

Arg He Phe Thr Lys Lys Leu Pro His Pro Asp Leu Pro Ala Glu Glu 

195 200 205 

Lys Glu Gin Leu Leu His Asn Asp Glu Tyr Gin Glu Thr Met Val Glu 

210 215 220 

Ser Thr Phe Met Tyr Leu Thr Leu Asp Leu Pro Thr Ala Pro Leu Tyr 
225 230 235 240 

Lys Asp Glu Lys Glu Gin Leu He He Pro Gin Val Pro Leu Phe Asn 

245 250 255 

He Leu Ala Lys Phe Asn Gly He Thr Glu Lys Glu Tyr Lys Thr Tyr 

260 265 270 

Lys Glu Asn Phe Leu Lys Arg Phe Gin Leu Thr Lys Leu Pro Pro Tyr 

275 280 285 

Leu He Phe Cys He Lys He Phe Thr Lys Asn Asn Phe Phe Val Glu 

290 295 300 

Lys Asn Pro Thr Ser Cys Gin Phe Pro Tyr Tyr Lys Cys Gly Ser Glu 
305 310 315 320 

Arg He Leu Val 



<210> 5153 

<211> 640 

<212> DNA 

<213> Homo sapiens 

<4O0> 5153 

nngctagcag gagaggagga ggtagatctc attgtacaca tccgtcttct ggagagaaca 
60 
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acctctccta ccatcccttc cttctacacc ttctctgcct gtcataggtg gctgcaggag 
120 

gggtccacgt tgggagggac aggtgagctg gccttcggtg ctgacacact cctgactttg 
180 

ccctttctcc tgcagggggt gccattcccg cagaatgagg ctaatgccat ggatgtggtg 
240 

gtccagtttg ccatccaccg cctgggcttc cagccccagg acatcatcat ctacgcctgg 
300 

tccatcggcg gcttcactgc cacgtgggca gccatgtcct acccagatgt tagtgccatg 
360 

atcctggatg cctcctttga tgacctggtg cccttggcct tgaaggtcat gccagacagc 
420 

tggagtgagt gcagctccca ggcctgccct tcctgggaag gggtgggctg gaactgggaa 
480 

ctgttctgag atggctccct tttcttgggt ggggagtaag tcgccccaat gttggaagca 
540 

ggaggactcc tttgtctggg ggcctcagtt ttctttctcc gtgaatagtg aggaccttta 
600 

cgttgggcaa gggctttgtc tctgccatcc cttcacgcgt 
640 

<210> 5154 
<2ll> 162 
<212> PRT 

<213> Homo sapiens 



<400> 5154 



Xaa Leu Ala 


Gly 


Glu 


Glu 


Glu 


Val Asp 


Leu 


He val His 


He Arg Leu 


1 


5 








10 




15 


Leu Glu Arg 


Thr 


Thr 


Ser 


Pro 


Thr He 


Pro 


Ser Phe Tyr 


Thr Phe Ser 


20 








25 






30 


Ala Cys His 


Arg 


Trp 


Leu 


Gin 


Glu Gly 


Ser 


Thr Leu Gly 


Gly Thr Gly 


35 








40 




45 




Glu Leu Ala 


Phe Gly Ala Asp 


Thr Leu 


Leu 


Thr Leu Pro 


Phe Leu Leu 


50 








55 






60 


Asp Val Val 


Gin Gly Val 


Pro 


Phe 


Pro 


Gin 


Asn Glu 


Ala 


Asn Ala Met 


65 






70 








75 


80 


Val Gin Phe 


Ala 


He 


His 


Arg 


Leu Gly 


Phe 


Gin Pro Gin 


Asp He He 






85 








90 




95 


He Tyr Ala 


Trp 


Ser 


He Gly 


Gly Phe 


Thr Ala Thr Trp 


Ala Ala Met 


100 








105 






110 


Ser Tyr Pro 


Asp 


Val 


Ser 


Ala 


Met He 


Leu Asp Ala Ser 


Phe Asp Asp 


115 








120 




125 




Leu Val Pro 


Leu 


Ala 


Leu 


Lys 


Val Met 


Pro Asp Ser Trp 


Ser Glu Cys 


130 








135 






140 


Asn Trp Glu 


Ser Ser Gin 


Ala 


Cys 


Pro 


Ser 


Trp Glu 


Gly Val Gly Trp 


145 






150 








155 


160 



Leu Phe 



<210> 5155 
<211> 1402 
<212> DNA 

<213> Homo sapiens 
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